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This sequence is a 5.2 kbp Pst I - Kpn I fragment of
barley chloroplast DNA, containing psbB, pabH, petB and petD
genes. This genes code for 47 kDa protein and 10 kDa
phosphoprotein of photosystem II, cytochrome b6 and subunit 4
of b6/f cytochrome. complex, respectively. Sequence showed
close similarity to the corresponding maize chloroplast DNA
fragment ( see Curr.Genet., j987, 12:69 ) not only in the
coding, but also in the intergenic regions. Deduced amino acid
sequences are shown. Supposed N-terminal extensions
(alternative splicing) of petB and petD are shown in small
letters.
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'4 Afi5A5XT TATTT6A TTTM6BCTTATCATCJW- idTATTCW:ATTrMTTAM m6CTATCTTCAA6CATCACCGTTCA6 2

CA'Vh6-&AAffA* 3~~~~~~~~~~~~~~~~~~~~~~~2640

TCTATTT6MACCTTTTTTCTATATTCTT6CCTTTGT6TGTTTCTGCTTGA6TAC6ACAT6AATTTTCATATA:TCTTBfBB9;C6T6%TTA6TTAC 312

CTATCTCA TAATAtAT TTTA6 GAT 6AT S KA TTV6ATVATATACTATAT6TTCTCAT6TCATATFATT6MA66TI
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