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Figure S1. Effect of modulating the Put content on polyamine levels and symptom development in
R. fascians-infected Arabidopsis Col-0.

Error bars represent standard errors (n=3). Student's t-tests did not reveal any statistical differences.
A, Free and conjugated Spd and Spm levels measured at 14 dpi. Plants were placed on 1 mM Put
10 days before infection. B, Free and conjugated Spd and Spm levels measured at 14 dpi. Plants
were placed on the SPDS inhibitor CHA (1 mM) just before infection. C, Percentage of
symptomatic plants at different time points after infection.
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Figure S2. Importance of cytokinins on Spd and Spm production.

Error bars represent standard errors (n=3). Student's t-tests did not reveal any statistical differences
(A-E). A-B, Free Spd (A) and (B) Spm levels in Col-0 plants treated with 10 uM of different
cytokinins or with an equimolar mix of 1 uM each of iP, tZ, c¢Z, and their 2MeS derivatives (eq6)
for 14 days. C, Fold-change in transcript levels of polyamine biosynthesis genes in D188-infected
(D188 versus mock-infected) and eq6-treated (treated versus non-treated) Col-0 plants at 14 dpt.
D-E, Free Spd (D) and Spm (E) levels in D188- and mock-infected (control) Col-0 and ahk3ahk4
plants at 14 dpi. F, Fold-change in transcript levels of polyamine biosynthesis genes in D188
versus mock-infected Col-0 and ahk3ahk4 plants at 14 dpi. Asterisks mark statistical differences

(p<0.05) between wild-type and mutant plants according to a Student's t-test.
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Figure S3. Free Spd (A) and Spm (B) levels in D188- and mock-infected (control) Col-O and
cycd3;1-3 plants at 14 dpi.

Error bars represent standard errors (n=3). Student's t-tests did not reveal any statistical differences.



Table S1. In vitro and in planta bacterial growth and fasA gene expression in the presence and
absence of Put.

To assess the effect of exogenous Put on bacterial growth, the turbidity of cultures (ODsoo) and
the colony forming units (CFU/mg fresh weight (FW)) present in infected Arabidopsis plants
were determined, both upon growth in the presence or absence of 1 mM Put. We also monitored
the expression of the fasA gene involved in cytokinin production in cultures of the GUS reporter
strain D188-pSPIPfasAgus (Pertry et al., 2010) incubated under optimal conditions for fas gene
expression (see “Material and Methods™) and in bacterial cells present in plant tissues, again in
the presence or absence of 1 mM Put. No significant differences were measured for either of

these parameters using Student’s t-tests.

Treatment ODeoo CFU/mg FW GUS activity

In vitro

Pyr 0.837 £0.018 612.34 £ 124.36
His + Pyr 0.834 £ 0.011 7740.21 + 517.57
Put + Pyr 0.893 £ 0.017 506.01 £ 111.50
Put + His + Pyr 0.997 + 0.061 9404.64 + 824.89
In planta

Control 3615.22 + 1401.66 40.06 £ 9.50

+Put 3477.66 + 1177.51 58.08 + 8.22




Table S2. Primers used for gRT-PCR amplifications.

Gene AGI Primer sequence Reference

ACT2 At3g18780  Forward: GGCTCCTCTTAACCCAAAGGC Simoén-Mateo et al. (2006)
Reverse: CACACCATCACCAGAATCCAGC

ADC1 At2g16500  Forward: CCAAGGTGTGTATCCTGTGAAAT Jubault et al. (2008)
Reverse: AGCTTCTAAACCGAATCGAAAAC

ADC?2 At4g34710  Forward: GCGATGGACCACACAGCTTT Jubault et al. (2008)
Reverse: AGAACATCCGCTGAGGACTGA

AlIH At5g08170  Forward: TCGAGAATGCAAGAGAGATCGTT Jubault et al. (2008)
Reverse: CATTTTCGGCGACGGAAGTA

CPA At2g27450  Forward: GATCAAGTCGAAAAGGCAAAGCT Jubault et al. (2008)
Reverse: CCATCCATAGTAAGAAGCACCTTGT

SPDS1 At1g23820  Forward: AATCACCACCTCTCACAAACCC Jumtee et al. (2008)
Reverse: TCGGTGGCAGAGGTTTCTTTA

SPDS2 Atlg70310  Forward: TTGCCCGTGAAGAGACCTAGA Jubault et al. (2008)
Reverse: TCCACCGTTCTCTGTTTCCAT

SPMS At5¢g53120  Forward: TGGCTCCATACTCATCTTATTGAA Jubault et al. (2008)
Reverse: CGCATAGTGAACACTTTTGAATG

ACL5 At5g19530  Forward: CCATCATTTGCGGACACATG Jubault et al. (2008)
Reverse: GAGACGAAAGAAGGAGCGTTTAGA

SAMDC1 At3g02470  Forward: TCTTTGAGCCAAGCATCTTTCA Jubault et al. (2008)
Reverse: GCAGCAGGTGTAAGAATTTCATCA

SAMDC2 At5g15950  Forward: TCTCCGAGATCTACCTTGAAATG Jubault et al. (2008)
Reverse: GATTCCCTATTCCTTCTCGTCCT

SAMDC3 At3g25570  Forward: GGTGGATAGGGTTICTGGTTTG Cui et al. (2010)
Reverse: GGTGAGCAACATTCAACAGTC

SAMDC4 At5g18930  Forward: GGTGACCGTTACTCAACTATCCA This work
Reverse: CGAAGCTCGCGTAGCTAAA

ARR5 At3g48100  Forward: TTTAAAAGCTCAAAGATTCACACACA Jasinski et al. (2005)
Reverse: ATCAGCAAAAGAAGCCGTAATGT

CYCD3;1 At4g34160  Forward: CGTTCGTAGACCACATTATCAGGAG Depuydt et al. (2009)
Reverse: CGGAGATTACAGAGAGGAGGAGAC

CDKB1;1 At3g54180  Forward: GGTGGTGACATGTGGTCTGTTGG Boudolf et al. (2004)

Reverse: CGCAGTGTGGAAACACCCGG

References

Boudolf, V., Vlieghe, K., Beemster, G.T.S., Magyar, Z., Torres Acosta, J.A., Maes, S., Van Der Schueren, E.,
Inzé, D., and De Veylder, L. (2004). The plant-specific cyclin-dependent kinase CDKB1;1 and transcription
factor E2Fa-DPa control the balance of mitotically dividing and endoreduplicating cells in Arabidopsis. Plant
Cell 16: 2683-2692.

Cui, X., Ge, C., Wang, R., Wang, H., Chen, W., Fu, Z., Jiang, X., Li, J., and Wang, Y. (2010). The BUD2 mutation
affects plant architecture through altering cytokinin and auxin responses in Arabidopsis. Cell Res. 20: 576-
586.



Depuydt, S., Trenkamp, S., Fernie, A.R., Elftieh, S., Renou, J.-P., Vuylsteke, M., Holsters, M., and Vereecke, D.
(2009b). An integrated genomics approach to define niche establishment by Rhodococcus fascians. Plant
Physiol. 149: 1366-1386.

Jasinski, S., Piazza, P., Craft, J., Hay, A., Woolley, L., Rieu, L., Phillips, A., Hedden, P., and Tsiantis, M. (2005).
KNOX action in Arabidopsis is mediated by coordinate regulation of cytokinin and gibberellin activities.
Curr. Biol. 15: 1560-1565.

Jubault, M., Hamon, C., Gravot, A., Lariagon, C., Delourme, R., Bouchereau, A., and Manzanares-Dauleux,
M.J. (2008). Differential regulation of root arginine catabolism and polyamine metabolism in
clubroot-susceptible and partially resistant Arabidopsis genotypes. Plant Physiol. 146: 2008-2019.

Jumtee, K., Bamba, T., Okazawa, A., Fukusaki, E., and Kobayashi, A. (2008). Integrated metabolite and gene
expression profiling revealing phytochrome A regulation of polyamine biosynthesis of Arabidopsis thaliana.
J. Exp. Bot. 59: 1187-1200.

Simon-Mateo, C., Depuydt, S., de Oliveira Manes, C.L., Chudde, F., Holsters, M., Goethals, K., and Vereecke,
D. (2006). The phytopathogen Rhodococcus fascians breaks apical dominance and activates axillary
meristems by inducing plant genes involved in hormone metabolism. Mol. Plant Pathol. 7: 103-112.



