000/1G0/1

3672/11/-

Cc

Helios_Hs
Iksf2_Dr
Ikaros1A_Hs
Aiolos_Hs
Smed-Hb
Hb_Sman
Hb_Ccap
Hb_Dm

Helios_Hs
Iksf2_Dr
Ikaros1A_Hs
Aiolos_Hs
Smed-Hb
Hb_Sman
Hb_Ccap
Hb_Dm

Helios_Hs
Iksf2_Dr
Ikaros1A_Hs
Aiolos_Hs
Smed-Hb
Hb_Sman
Hb_Ccap
Hb_Dm

Helios_Hs
Iksf2_Dr
lkaros1A_Hs
Aiolos_Hs
Smed-Hb
Hb_Sman
Hb_Ccap
Hb_Dm

5

©

Six5_Hs

1995/27/

4291712/~

—

8144/80/1

Six4_Hs

79/93/0.58
5555/-/-

SMED-12800

P I SMED-24928

9486/-/-

Six4/5b_Nv

Six4/5a_Nv

SMED-13562

6537/-/-

8071/85/0.87

4866/46/0.71

5108/-/-

Irx5_Hs

Irx3_Hs

7918/56/-

5229/54/0.94

SMED-12793

10000/100/1 SMED-12735
Six3_Gt

SMED-07927

SMED-13019

NVHDO9_Nv

6304/-/-

SMED-SIX1/2-2

9998/52/0.69 Six2_Hs
Six1_Hs

3976/-1-

Sine oculis_Dm

Six1/2_Nv

Six2_Gt
10000/98/0.99 -
SMED-SIX1/2-1

Six6_Hs
8389/65/0.85 Six3/6_Nv

i O
SMED-13673

9999/100/1
401033_Nv
4725/79/0.56 POUA4F3/Brn3c_Hs
3855/ POUA4F2/Brn3b_Hs
4557/-/- Aci6_Dm
POU3F4/Brn4_Hs
6390/73/-
POU3F2/Brn2_Hs
7767/82/-
6991/-/- _|: POU3F1/0ct6_Hs
5538/61/- POU3F3/Bm1_Hs
VvI_Dm
CEH6_Ce
26680 SMED-POU2/3-1
1 362127_Nv
9594119211 POU2F1/Oct!_Hs
4790/-I- POU2F2/Oct2_Hs
2023[)- | 8801/ Nub Dm
4854/-/- Pdm2_Dm
SMED-16713
1330/-/- _|
7115/61/0.89 3482/-1- SMED-07562
837] SMED-13037
POU5F1/Oct4_Hs
353429_Nv
392214_Nv
9999/100/1 SMED-05597

9453/81/0.96

9979/89/1

4726/90/1

Hunchback zinc finger region alignments

8930/44/0.89

5022/-/-

CG11641_Dm
POUBF2_Hs
POUBF1/Brn5_Hs

392757_Nv

S I
377792_Nv

~me~TmT R
ananacan
xRz zZzz2z
~NRR IR
ananacan
AamTaQQaa
PN SIS
=Bk E~Nnnn®n
BuNumTTY
~mTUuNNNSS

=
=
=
NU NN~~~

FxI®IARAER
~

SSLEEHKERCHN
TSLEEHKERCHN
SSLEEHKERCHN
SSLEEHKERCRT
SMLNSHKKSHSN
SMLNSHMK SHSN
SMLNSHMKSHTN
SMLNSHRKSHSS

mZzEmxRQ™

anaaaannn
R xYUOUMNMME:
~<m~nnx
anaaaannn
CIERCE R

IR R

| ERP «oeeeee e
DRP - - - =« = = = « « = =« o o« o«
CDICGIITCIGPNVLMVHKRS -HTGERP - - - - - - - - - - - - - - - -
CDVCGLSCI SFNVLMVHKRS -HTGERP - - - - - - - - -« - - - - - -
HYTY SCDQCDYASRTEGRLEKRHIKDFHCANSP - - - - « = = =« = o o o o -«
HYDYKCLKCDYT TSRTEGRLEKRHMKDFHSDVPP - - - - - - - - - - - o - - - -
CPHCDYTSRTEGRLEKRHIKDFHSEEPP - - - - - - - - -« - - - - - o
v \
HSGEKP FKCPFCSYACRRRDALTGHLRTHSVGKPHKCNYCGRSYKG QR
HTGEKFP FKCPFCSYACRRRDALTGHLRTHSVGKPHKCNYCGRSYKQ QR
HSGEKP - FKCHLCNYACRRRDALTGHLRTHSVGKPHKCGYCGRSYKGQ QR
HTGEKP - FKCHLCNYACQRRDALTGHLRTHSVEKPYKCEFCGRSYKQ OR
HLDVSKCLQCPKCPFITEYKHHLEYHIRNHEKIKPYNCSKCQYRCVNK
HIKEDKRLECHLCCFITEYKHHLEYHMRNHMGSKPYKCPKCNYECVNK
HIKEDKVLQCPKCPFVTEYKHHLEYHLRNHFGSKPFKCGKCNYACVNK
HMKPDKILQCPKCPFVTEFKHHLEYHIRKHKNO QKPFQCDKCSYTCVNK
LTRHNHQPA - - = = o o o o o e e e o e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
LTKHEHKPA - - - - - - « - o & o 4 o o o o o s v o o o o s v o o o s s o o o o s s o e s e s e e e e e e e e e
LEKKYNHEKPA - - - - - - - - o o o - o o o o o o o o o oo s oo o e e e oo e e e e e e e e e e e
LREKYGHKPG - - - - - =« =« = = = c « v o o o o o v o o o o o o o o o o v o o o o oo o oo oo oo oo o=
VIII
YTIHMGCHGYRDPLECNICGYRSQDRYEFSSHIVRGEHT
YTIHMGCHGYRDPLECNICGHCSKDRYEFSSHIVRGEHT
YTIHMGCHGFRDPFECNMCGYHSQDRYEFSSHITRGEHR
FTIHMGCHGFRDPFECNMCGYRSHDRYEFSSHIARGEHR
YNAHLNFHSRLNPLLCNKCGKVSSNIIEFFKHLDEKSHZQ Q
YDIHMGFHSHSDPYLCNRCGHQSNDSVEFFTHLGEEAHY
LLCHYV - - - - « « o o o o v o o o o o v o o o o o o o = o o o = = = = « =
YTIHMGYH S SCDDVFKCNMCGEKCDGPVGLFVHMARNAHS
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-ANRYTKDHSSLMTIAFRMEEMVFNMADTHFFFNETIE-
-ASRYGKDTTTSVRIGLMMEEMIFNLADTHLFFNDLE -

ERVFLWDLDETIIIFHSLLTGSY -
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Figure S2 continued



