Supplementary Table 1. Oligonucleotides used for plasmid construction

PAN Insert Direction oligo # Sequence

Full length Forward NC640 tatataGCGGCCGCactgggactgcccagtcacc
ORE, 1-315 Reverse NC641 ttttaaCTCGAGaatccaatgcaataacccgcaagg

Forward NC640 tatataGCGGCCGCactgggactgcccagtcacc

1-79 Reverse NC642 tittaaCTCGAGccagaagcggcaagaaggcaagca
79-158 Forward NC643 tatataGCGGCCGCqgttttcattggtgccgecga
Reverse NC644 ttttaaCTCGAGgaaaacctagccgaaagccaggat
ﬁ 158-237 Forward NC645 tatataGCGGCCGCccgtcctacttticccacat
£ Reverse NC646 ttttaaCTCGAGtgcgggcttatggagagctccaga
g 237.315 Forward NC647 tatataGCGGCCGCagaacaaaagctgcgatttg
o Reverse NC641 tittaaCTCGAGaatccaatgcaataacccgcaagg
£ 79-315 Forward NC675 tatataGCGGCCGCagttttcattggtgccgeega
-g Reverse NC641 tittaaCTCGAGaatccaatgcaataacccgcaagg
> ASL2 Forward NC640 tatataGCGGCCGCactgggactgcccagtcacc
x';. Reverse NC676 ttttaaCTCGAGccagaagcggcaagaaaagg
sL2 Forward NC678 tatataGCGGCCGCggctgccgcttcacctatgg
Reverse NC673 ttttaaCTCGAGggcaagcagcgagcacaaaatcc
SL2-B Forward NC759 GGCCGCggctgccgcttcgetegetgettgecC
Reverse NC760 TCGAGggcaagcagcgagcgaagecggcagecGC
SLo-T Forward NC761 GGCCGCccgcttcacctatggattttgtgctcgctgC
Reverse NC762 TCGAGcagcgagcacaaaatccataggtgaagecggGC
Clone name Direction oligo # Sequence
Forward-1 NC843 ggctaacctgtCCAAAATATGGgaacactggag
PANA79- Reverse-1 NC845 gaaaaccagaagcggcaagaaaaggtgactgggcagtccca
ASL2 Forward-2  NC844 tgggactgcccagtcaccttttcttgccgcttetggttttc
Reverse-2 NC846 ctgtatagitgCCATGGcaaggtttitg
Forward-1 NC843 ggctaacctgtCCAAAATATGGgaacactggag
PANA79- Reverse-1 NC847 cagaagcggcaagaaggcaagcagccaaggtgactgggcag
ASL2-T Forward-2  NCB848 ctgcccagtcaccttggcetgcettgectticttgeegcttctg
Reverse-2 NC846 ctgtatagitgCCATGGcaaggtttitg
Forward-1 NC843 ggctaacctgtCCAAAATATGGgaacactggag
PANA79- Reverse-1 NC854 ctacaactggcctggagattgcagaagcggcaagaaggcaag
A79-315 Forward-2 NC853 cttgccttcttgccgcttctgcaatctccaggecagttgtag
-‘g Reverse-2 NC855 cattaacattgaaagAGCGCTcccagcetgeecge
= Forward-1 NC843 ggctaacctgtCCAAAATATGGgaacactggag
g PANA79- Reverse-1 NC857 gcaagaaggcaagcagcgagaagcggcagccaaggtgactg
o A34-50 Forward-2  NC856 cagtcaccttggctgecgcettctegetgettgecttcttge
b Reverse-2 NC846 ctgtatagitgCCATGGcaaggtttttg
E Forward-1 NC872 agtcctAAGCTTactgggactgcccagtcace

CMV Reverse-1 NC925 ggcaagcagcgagcacaaaatctttaggtgaagcggcagccaagg
UG>AA 041 Forward-2  NC924 ccttggctgeegcettcacctaaagattttgtgctegetgettgee
Reverse-2 NC10 gggggcccgtcacatttagggcaaagtgg

Forward-1 NC872 agtcctAAGCTTactgggactgcccagtcace
CMV Reverse-1 NC927 ggcaagcagcgagcacaaatttcataggtgaagcggcagccaagg
GAU>AAA,,.. Forward-2  NC926 ccttggctgcegcttcacctatgaaatttgtgetcgetgettgee
Reverse-2 NC10 gggggcccgtcacatttagggcaaagtgg

Forward-1 NC872 agtcctAAGCTTactgggactgcccagtcacc
CMV Reverse-1 NC929 ggcaagcagcgagcactttatccataggtgaagcggcagcecaagg
UUU>AAA;.;  Forward-2  NC928 cettggctgeegcttcacctatggataaagtgetegetgettgee
Reverse-2 NC10 gggggcccgtcacatttagggcaaagtgg

Underlined sequences show relevant restriction sites used for cloning.



Supplementary Table 2. Oligonucleotides used for T7-DNA templates

PAN fragments Direction oligo # Sequence
Full length ORE Forward NC580 taatacgactcactatagggactgggactgcccagtcacc
Reverse NC581 aatccaatgcaataacccgcaagg
Control Forward NC582 taatacgactcactatagggggtggcatttgtcagaagtt
Reverse NC583 taggcacgttaaattgtcaaaagt
1-79 Forward NC580 taatacgactcactatagggactgggactgcccagtcacc
Reverse NC622 ccagaagcggcaagaaggcaagca
Forward NC612 taatacgactcactataggggttttcattggtgccgccga
79-158
Reverse NC614 gaaaacctagccgaaagccaggat
Forward NC613 taatacgactcactatagggccgtcctacttttcccacat
158-237
Reverse NC615 tgcgggcttatggagagctccaga
Forward NC626 taatacgactcactatagggagaacaaaagctgcgatttg
237-315
Reverse NC581 aatccaatgcaataacccgcaagg
Forward NC612 taatacgactcactataggggttttcattggtgccgcecga
79-315
Reverse NC581 aatccaatgcaataacccgcaagg
Forward NC612 taatacgactcactataggggttttcattggtgccgccga
79-237
Reverse NC615 tgcgggcttatggagagctccaga
Forward NC613 taatacgactcactatagggccgtcctacttttcccacat
158-315
Reverse NC581 aatccaatgcaataacccgcaagg
Forward NC630 taatacgactcactatagggcaccttggctgccgcttcac
ASL1
Reverse NC622 ccagaagcggcaagaaggcaagca
ASL2 Forward NC580 taatacgactcactatagggactgggactgcccagtcacc
Reverse NC677 ccagaagcggcaagaaaagg
Forward NC580 taatacgactcactatagggactgggactgcccagtcacc
ASL3
Reverse NC632 ggcaagcagcgagcacaaaatcca
SL2 Forward NC633 taatacgactcactatagggggctgccgcticacctatgg
Reverse NC632 ggcaagcagcgagcacaaaatcca
SLo-T Forward NC745 taatacgactcactatagggccgcttcacctatggattttgtgctcgcetg
Reverse NC746 cagcgagcacaaaatccataggtgaagcggccctatagtgagtcgtatta
SL2-B Forward NC741 taatacgactcactatagggggctgccgcttcgctcgetgcettgee
Reverse NC742 ggcaagcagcgagcgaagcggcagccccctatagtgagtegtatta
CUSAA Forward NC802 taatacgactcactatagggccgcticacaaatggattttgtgctcgcetg
3738 Reverse NC803 cagcgagcacaaaatccatttgtgaagcggccctatagtgagtcgtatta
UGS AA Forward NC804 taatacgactcactatagggccgcttcacctaaagattttgtgctcgcetg
4041 Reverse NC805 cagcgagcacaaaatctttaggtgaagcggcecctatagtgagtcgtatta
GAUS AAA Forward NCB806 taatacgactcactatagggccgcttcacctatgaaatttgtgctcgcetg
>4 Reverse NC807 cagcgagcacaaatttcataggtgaagcggccctatagtgagtcgtatta
UUUS AAA Forward NC808 taatacgactcactatagggccgcttcacctatggataaagtgctcgcetg
4547 Reverse NC809 cagcgagcactttatccataggtgaagcggccctatagtgagtcgtatta
CACSGUG Forward NC810 taatacgactcactatagggccgcttgtgctatggattttgtgctcgcetg
3436 Reverse NC811 cagcgagcacaaaatccatagcacaagcggcecctatagtgagtegtatta
GUGSCAC Forward NC812 taatacgactcactatagggccgcttcacctatggattttcacctcgctg
4850 Reverse NC813 cagcgaggtgaaaatccataggtgaagcggccctatagtgagtcgtatta

Bold type highlights the T7 promoter sequence.



