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Recently, Bout et al published a partial cDNA sequence encoding the
human liver peroxisomal 3-oxoacyl-CoA thiolase (1). We present here a full
cDNA sequence for human foetal liver peroxisomal thiolase. This differs
from that of Bout et al in extending from 30 bases upstream of their cDNA
start to the poly A tail, 221 bases downstream of the end of their cDNA
and includes the unusual putative polyadenylation signal, AGTAAA, which is
also found in the rat cDNA (2). We observe three further differences
between our sequence and theirs; one is a conservative substitution at
nucleotide 405 or 375 in our and their sequence respectively; one a base
insertion at nucleotide 1321 in our sequence; the other may be a reverse
transcriptase error in the Bout sequence, since our sequence almost
exactly matches the rat cDNA sequence at this point (890-897 or 860-867
in our and their sequence respectively).

M RLQVVLGHLRGPADSGUWMPAQA L
1 CGGACTGGTGGCTGGTCTGCAGGG‘I'I‘GACCTGCGCMTGCAGAGGCTGCAGGTAGTGCTGGGCCACXJTGAGGGGTCCGGCCGATTCOGGCTGGATGCCGCAGGCCGCGCCTTGCCTGAGC

G APQASAADVVVVHGRRTAICRAGRSGG®GTFK TPDELTLSAV
121 GG GCCCCGCAGGCCTCGGCCGCGGACGTGGTGGTGGTGCACGGGCGGCGCACGGCCATCTGCCGGGCGGGCCGCGGOGGCTTCMGGACACCAOCCCCGACGAGC'ITCTCTCGGCAGTC

M TAVLKDVNLTR RPET QL DICUVGN LQPGAGAIMARTIAQTFTLS
2n ATGACCGCGGTI'CTCAAGGACGTGM‘l‘CTGAGGCCGGMCAGCTGGGGGACATCTGTGTCGGMATGTGCTGCAGCCTGGGGOCGGGGCMTCATGGOCCGMTCGCCCAGTTTCTGAGT

DIPETUVP S NRQCSSGLQAVASIAGG®GTIT RN YDIG
361 GACATCCCGGAGACTGTGCCTI‘TGTCCACTGT CMTAGACAGTGTTCGTCGGGGCTACAGGCAGTGGOCAGCATAGCAGGTGGCATCAGAMTGGGTCTTATGACATTGGCATGGCCTGT

G VESM I S RLMEZKEIKARDT CLTIPMGTITSEN
481 GGGGTGGAGT! CCATGTCCCTGGCTGACAGAGGGMCCCTGGMATATTACTI'CGCGCTTGATGGAGMGGAGAAGGCCAGAGATTGCCTGATTCCTATGGGGATAACCTCTGAGMTGTG

AERFGISREIKQDTTFALASQQKAARAQSKGT CTFOQAETIUVPVTT
601  GCTGAGCGGTTTGGCATTTCACGGGAGAAGCAGGATACCTTTGCCCTGGCTTCCCAGCAGAAGGCAGCAAGAGCCCAGAGCAAGGGCTGTTTCCAAGCTGAGATTGTGCCTGTGACCACC

HDDIKGTI KR RSTITUVTQDEGTIRPSTT G A KL KPAFIKTKTDSG
721 ACGGT CCATGATGACAAGGGCACCAAGAGGAGCATCACTGTGACCCAGGATGAGGGT! ATCCGCCCCAGCACCACCATGGAGGGCCTGGCCMACTGMGCCTGCCTTCMGAAAGATGGT

S P A Bout

VL L rat
Q A A AT LLARRSIKAETETLSG L L R S
841 TCTACCACAGCTGGMACTCTAGCCAGGTGAGTGATGGGGCAGCTGCCATCCTGCTC&CCCGGAGGTCCAAGGCAGMGAGTI'GGGCCTTCCCATCCTTGGGGTCCTGAGGTCTTATGCA
CGTCCTGCT rat

CAGTCCTGC Bout

VVGVPPDIMGIGPAYATLIPUV LQKAGLTVSDVDTITFETINEA AFTF
961 GTGGTTGGGGTCCCACCTGACATCATGGGCATTGGACCTGCCTATGCCATCCCAGTAGCITI‘ 'GCAAAAAGCAGGGCTGACAGTGAGTGACGTGGACATCTTCGAGATCAATGAGGCCTTT

A'S QAAYCVEZKLTZ RLZPPETKUVNTEP G A LGHPLGC CTGA AR~ QUVI
1081  GCAAGCCAGGCTGCCTACTGTGT AGCTACGACTCCCCCCT AGMGGTGAACCCCCTGGGGGGTGCAGTGGCCTTAGGGCACCCACTGGGCTGCACTGGGGCACGACAGGTCATC
TLLNETLK G KRAY GV VS I GTGMGAAAVFETYZPGN®

1201 ACGCTGCTCAATGAGCTGAAGCGCCGTGGGAAGAGGGCATACGGAGTGGTGTCCATG’(’GCA’l'CGGGACTGGAATGGGAGCCGCTGCCGTCTTTGAATACCCTGGGAACTGAGTGAGGTCC
1321 CAGGCTGGAGGCGCTACGCAGACAGTCCTGCTGCTCTAGCAGCAAGGCAGTAACACCACAAAAGCAAAACCACATGGGAAAACTCAGCACTGGTGGTGGTGGCAGTGGACAGATCAAGGC
1441 ACTTCAACTCATTTGGAAAATGTGAACACTGATGACATGGTATAGGAGTGGGTGGGGTGTTGAGCCACCCATCAGACCCTCTTTAGCTGTGCAAGATAAAAGCAGCCTGGGTCACCCAGG
1561 CCACAAGGCCATGGTTAATTCTTAAGGCAAGGCAAATCCATGGATGAGAAGTGCAATGGGCATAGTAAAAGTGCATGAATTTA (n)
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