— Serratia marcescens S000010448

——0.01 0.958 Pantoea dispersa S000691510
0.930

Escherichia Shigella coli S000004313

0.783 —— Serratia entomophila S000015406
Yersinia enterocolitica S000392501
0.588 Arsenophonus nasoniae S000404964
0.980
0.995 Providencia alcalifaciens S000127327
— Haemophilus aegyptius (Family Pasteurellaceae) S000368469
0.990 L Haemophilus influenzae (Family Pasteurellaceae) S000436254
Pasteurella langaaensis (Family Pasteurellaceae) S000368486
Primary endosymbiont of dryophthoridae weevils-AY126633
0.936 Intestinal symbiont of predatory ground beetle-EF608532
From highlighted node in Supplemental Phylogeny 2 — Free living bacteria from Tibetian lake-HM128172
OTU XDE 077-#libs(2/0)-#seqs(3/0)
0.994 0.996 OTU HPM 069-#libs(0/1)-#seqs(0/1)
0.967 OTU XDO 266-#libs(1/0)-#seqs(1/0)
L1 0.248 0960 L2 OTU XDY 117-#libs(1/0)-#seqs(1/0)
0699 OTU XDM 053-#libs(14/4)-#seq(539/99)
OTU TBB 154-#libs(0/1)-#seqs(0/3)
0.997 0.835

Intestinal symbiont of Ants-FJ477658

|Intestinal symbiont of honeybee-EF187250
0.876
0.944 I'Intestinal symbiont of honeybee-DQ837610 (2 sequences)

Isolate from Volkmann et al (2010)-Orbus hercynius-FJ612598

0.657

OTU SCA 204-#libs(0/2)-#seqs(0/7)

0.997 ,
OTU HCF 018-#libs(2/10)-#seqs(3/389)

Q.97/ OTU XDA 083-#libs(L/0)-#seqs(L/0)
1.000
0.942 OTU from Corby-Harris et al (2007) #seqgs-1 DQ980728

OTU FLV 092-#libs(0/2)-#seqs(0/20)

0.973

OTU FLV 082-#libs(0/1)-#seqs(0/1)
OTU ICF 078-#libs(0/1)-#seqs(0/1)

Intestinal symbiont of honeybee-AB480770 (3 sequences)
—10.832
— Intestinal symbiont of honeybee-HM046574

0.95%

- Intestinal symbiont of honeybee-EF187248
10.783
— Intestinal symbiont of honeybee-DQ837609

0-+58— |ntestinal symbiont of honeybee-DQ837607

0.581 L ™ Intestinal symbiont of honeybee-EF187247
'| 0.756
Intestinal symbiont of honeybee-HM046573

—10.327
Intestinal symbiont of honeybee-DQ837606

0.85p " Intestinal symbiont of honeybee-AY370191

Intestinal symbiont of honeybee-AY370192

Intestinal symbiont of honeybee-HM008718

0.640
Intestinal symbiont of honeybee-DQ837603 (4 sequences)

0.983

Secondary symbiont of Stomaphis cupressi-EU348326

1.000
— Secondary symbionts of the aphid subfamily Lachninae-FJ655515 (3 sequences)

Intestinal symbiont of honeybee-EF187249



