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The apocytochrome B gene (below) of white sturgeon (Aci2enser Lransmontanus) mitochondrial
DNA and some flanking sequences were subcloned into M13MP18/MPl9 or pucl9 (1, Buroker et al.
in preparation). Nucleotide sequence was determined using the dideoxy nucleotide chain termination
method (2). In this primitive vertebrate, the arrangement and transcriptional polarity of the D-loop
region and the genes tRNA(Pro), tRNA(Thr), apocytochrome B and tRNA(Glu) are consistent with
that observed in higher vertebrates including Xenopus laevis (3,4,5). Sturgeon and X laevis
apocytochrome B genes have nucleotide and amino acid identities of 73.0 % and 79.2 %, respectively.

N A N I R K T H P L L KI I N G A F I D L P T P S N I S V WUW N F
ATGGCAACATCCGAAACACACCCACTACTTAAAATATTAATGGAGCATTTATTGATCTCCCCACACCCTCCAACATCTCCGTGTGATGAAATTTTG 100

G S L L G L C L I TQ I L T G L F L A N H Y T A DI S T A F S S V A
GCTCACTCCTGGGCCTCTGCCTTATCACACAATCCTAACAGGATTATTTCTTGCAATACACTACACAGCTGACATTTCAACAGCCTTCTCCTCTGTCGC 200
N I C R D V N Y G U L I R N I - A N G A S F F F I C L Y L H V A R

CCACATCTGCCGAGATGTGAATTACGGATGACTAATTCGAAACATTCATGCAAACGGGGCCTCTTTCTTCttCATCTGCTTGTATCTTCACGTGGCACGA 300
G N Y Y G S Y L Q K E T U N I G V I L L L L T N N T A F V G Y V L
GGTATATACTACGGCTCATACCTCCAAAAGAAACCTGAACATCGGAGTAATCCTCTTGCTsTCCACCATAATACCGCCTTCGTAGGATATGTACTGC 400
P W G Q N S F W G A T V I T N L L S A f P D I G D t L V Q W I W G G
CCTGAGGACAAATGTCATTTTGAGGCGCAACCGTGATCACTAACCTCCTCTCCGCTTTCCCGGCAtCGGCGACACACTAGTTCAATGAATCTGGGCGG 500

F S V D N A T L t R F F A F H f L L P f V I A G A S N I H L L f L
CTTfTTCAGTAGACAATGCCACCCttACCCGATTCTTCGCCTTCCACTTTCTCCTACCATTCGTAATCGCCGGAGCTACTMTCCACCTCTTATTCCTA 600
H Q t G S N N P t G L N S D A D K V t F H P Y F S Y K D L F G F t
CACCAAACAGGTTCAAACAACCCAACAGGACTAAACTCAGACGCGGACAAATAACATTCCACCCATATTTCTCATACMAAAACCTCTTCGGATTTACTT 700
L N L V G L t S V A L F S P N L L G D P D N F t P A N P L V t P P H
TAATGCTAGTCGGACTCACCtCTGTGGCACTATTtCTCCCCMCACCTCCTGGtGTGCCCAGACAACTTTACACCCGCCAACCCCtCTTGCACACCCCCACA M

I K P E W Y F L f A Y A I L R S I P N K L G G V L A L L F S I L V

CATCAAACCCGAATGATACTTTCTCTTTGCCTACGCCATTCTCCGATCCATCCCAAACAAACTGGGCGGAGTACTAGCCCTTCTATTTTCCATsTCAGTC90
L N L V P N L H t S K 0 R G N t F R P L S Q I L f W A L V A D N L

CTAtATtATTTACCAATACTCCACACCTCTAAACAACGAGGAACACATTCCGACCCCTCtCTCAAATCCTATTCTGCGCCCTAGTAGCCGACATACTAG 1X00
V L t W I G C Q P V E N P F V L I G Q V A S t V Y f A L f L I A L P

TACTCACATGAATTGGAGGCCAACCAGTCGAACACCCATTCGTCTTAATCGGACAAGTAGCCCTCCACAGCTtAT TTCCCCCTATTTCTAATCGCCCTCCC 1100
L t G W L E N K A L N W N

CCTGACCGGCTGACTAGAAATACCCttMACTGC 1 140
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