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The application opens with on the left side atest image and on the right side a password
dialog.

Test image

Check the monitor settings for brightness and contrast, using the test screen.

Passwor d
Enter your password and push the OK button. The patient selection dialog appears.
Patient selection dialog

Select a patient that has not yet been submitted and push the OK button.
The scan of the selected patient will be shown.

Structure selection

Select the structure you want to delineate by clicking on the name.
The name of the structure will appear blue when selected.

Contrast (Level & Window)
If desired adjust the window / level by clicking ‘ contrast | medium, low, high....... " onthe

menu bar or clicking the contrast icon £| and adjust the contrast with the left mouse
button.

Delineating



After selection of the structure, drawing can start by clicking on the sketch button g
The contour is drawn by moving the mouse with the left mouse button down.

To close the contour, |et the mouse button up close to the starting point.

For some structures multiple contours per slice are allowed.

The drawing section on the menu bar has several options for editing the contour.

See function overview and draw Functions.

Save and close a patient
Select the menu ‘File | Save and close Patient’. The datais saved and can later be accessed.
Submit a patient

When all structures of a patient are delineated the data must be submitted.
To submit push the submit button .

After submission, the data for this patient can no longer be accessed.
Select a new patient

Select the menu ‘File | Select patient’.

Close the application

Select the menu ‘File | Exit’.



Test screen
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Thistest image is displayed on startup of the delineation editor.

Check the 2 sguares indicated by the red arrows.
The left square should be black with asmaller square inside that is dlightly lighter.
The right square should be white with a smaller square inside that is slightly darker.

Use the contrast and brightness buttons on the monitor to correct the contrast and brightness settingsif n



Function overview

Thetoolbar is divided in 3 parts:

Buttons for changing the

earance (scroll, zoom, contrast
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Buttons for scrolling through the
scan.
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:: :; gﬁ t’;':'”?;' Buttons used for selection of the
B ey nodal structure to be delineated.
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Buttons for selection of the drawing
34 da] A N gl @l mode.
Sawve Contour overview | Subrnit Show diag
Appearance buttons

Deselect the left mouse button. All drawing functions and appearance functions

E are switched off.
P Change the slice in the active viewer using the left mouse button.
Change zoom factor in the active viewer using the left mouse button.




Moving from left to right the brightness decreases (level increases).

Change contrast (window) in the active viewer using the left mouse button.

%[% Change brightness (level) in the active viewer using the left mouse button.
Q Moving from left to right the contrast increases (the window goes down).

Change brightness and contrast (level and window) in the active viewer using the
left mouse button.

=1 Moving from left to right the contrast increases (the window goes down).

Moving from top to bottom the brightness decreases (the level goes up).

<+ | Fitimage in the active window.

2 Display dslice overview in the active window. An array of all slicesis shown.
=1 Select adice with the right mouse button.

& Display controls. Shows awindow with scrollbars for adjusting slice, zoom,
_*E|  brightness or contrast in the active window.

Show surrounding contours. While this button is kept down contours in the
& previous and next slice are shown - in dashed lines —in the edit window. Only the
=~ active structure is shown. (F4)

Link the viewersin 3D. When this button is down a left mouse down /

El move causes the other viewers to jump to the corresponding slice. A yellow cross
is shown in the corresponding position.
(Does not work with diagnostic viewers)

Slice buttons

When these buttons are pushed once, the next or previous slice is shown.
When the buttons are kept down, the action is repeated automatically.

—fJ JJ Change axial dlice.

Cranial Caudal



LI Ll Change dlice in coronal reconstruction.

Anterior  Posterior

i Change slice in sagittal reconstruction.

Right

Left

In addition the mousewheel can be used to change slicesin the active window.

Structure selector
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Each structure in the structure selection list has a name, a color

T button and a show / hide checkbox.

Use the mouse to select a structure from the structure selection

list.

The name of the structure will appear blue when selected.

The color button shows the drawing color for the
| corresponding structure.

Push the color button to change the drawing color for this

structure.

structure (checked) and
hide structure (unchecked).

Draw functions
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Sketch contour. This function will start anew contour or extend an existing
contour. An existing contour is extended when the active contour is not closed
and the extending point is on or close to one of the contour ends.

A new contour is started when the contour is closed or the new point is far from
one of the contour ends (if multiple contours are allowed at all).

Drawing is done with the left mouse button down.

Replace polyline. This function replaces a part of the contour by a new polyline.
Click with the left mouse button on a point or line and draw a new polyline with
the mouse button down. Release the mouse button to connect the new polyline
with the nearest point on the contour.

The new polyline divides the contour in 2 parts. The longer part is kept.

Push the show / hide checkbox to switch between show



Push the spacebar or 'j' key to switch to the part with the smallest area.
¢«| Theorigina contour does not have to be closed. The resulting contour is aways
= closed.

Edit detail. With this function an existing point can be moved, or a new point can
+1| beinserted on an existing line. When anew point isinserted on an existing line it
may also be moved.

Delete detail (keep connect). With this function points and lines are del eted, but

1| theremaining line segments are reconnected. It is, therefore, not possible to divide
the contour in multiple parts.

Erase. With this function points and lines are erased. Only one opening is
allowed. After the contour is opened only the end lines can be erased.

B

Deletein slice. The following dialog will be shown: ‘Do you want to delete
1| contour(s) of .....?7" with 3 choices: ‘deletein thisslice, ‘deletein all slices’, or
= ‘cancd’.

Diagnostic window

Show diag |
When a diagnostic scan is available, the button is enabled.

The diagnostic window has atab with 1 or more scans.

Main viewer with CT Diagnostic viewer with MRI

When the scans are matched, the location of the cursor on the CT isindicated with
ayellow dot on the diagnostic scan.



Ruler

Type'r' or select menu item 'Ruler’ from the context menu.

In one of the corners of the viewer the ruler window will be displayed

Q QUIRT ruler tool {cnn) — |EI|£|

3D Dist=1.88 Dx= +1.82 D= +0.00 D:2=-0.47

Theruler tool.

Click on the desired starting point and drag to another point. The distances along the orthogonal axis
DX, DY and DZ

are displayed as well asthe 3D distance. 3D Dist is the vector length derived from DX, DY and DZ.
The ruler tool can be closed using the X button and minimized using the _ button.

A minimized ruler window is still usable. Closing the ruler window removes all drawn rulers.

Scale

In addition, at the bottom of the main viewer, a permanent ruler shows the current scale of the scan in
the main viewer .

Ocm 5cm 10cm

Contour overview
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Thiz iz ah overview of congecutive contaurs per structure.
"hen a contour containg 3 or more paintz in a slice it iz considered valid and
iz marked with a "'
"When unwanted gaps are detected.:
Select a shce and click "Show Slice' to jump to the zelected shce.
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Push the * Contour overview’ button to display alist of delineations per dlice for each of the
structures.

When a contour contains 3 or more pointsin adliceit is considered valid and is marked with
a HV" .

When unwanted gaps are detected, select aslice and click 'Show slice’ to jump to the selected
dlice.

Submit Patient

Push the  Submit’ button to submit all data.

A confirmation dialog appears.
Push the ‘Yes' button to continue or push the ‘No’ button to cancel.
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9P ) Afker submitking this patient no further changes can be made.
\Q) Lo wou want ko submit?

Next a contour overview is shown. See below.
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Thiz iz an overview of consecutive contours per stuchure.
Ww'hen a contour containg 3 or more pointz in a slice it iz considered valid and
iz rarked with a "4
when unwanted gaps are detected.:
Select a slice and click 'Show Slice’ o jump to the zelected slhice.
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If the delineation is not complete, select a slice and push the * Show dlice’ button to jump to the selected
dice.

If the delineation is complete, push the * Submit’ button to continue.

A message is displayed with arequest to send the result by E-mail.
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‘:i) Please send the File:

-

c:hdelineationstudwS0BILY 1 _patient_50_study_1_observer, zip
by e-mail to:

i.duppeni@nki.nl

Push the OK button.

The explorer pops up, showing the filesto be sent.

The datafor this patient can now no longer be accessed.



