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The nucleotide sequence of Cymbidium ringspot virus RNA
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The complete nucleotide sequence of cymbidium ringspot virus (CyRSV, a tombusvirus) was
determined using the dideoxy chain termination method (1) on pUC-cloned cDNA templates or
purified RNA. Sequencing strategy of the RNA 3' region is regorted elsewhere (2). The RNA is
4733 long and contains five open reading frames (ORF) coding for proteins with M, 32,885 (33
K), M91,678 (92 K), M40,554 (41 K), My 21,295 (22 K), aad My 13,373 (19K). The corresponding
gene positions are: 161-1048 (33 K); 161-2614 (92 K); 2629-376% (41 K); 3813-4379 (22 K); 3845-
4360 (19K). The 92 K protein is derived by readthrough of the leaky amber termination codon
of the 33K protein. Computer analysis of the sequence encoding the 33 K and the 92 K proteins
shows extensive similarity with the corresponding region of cucumber necrosis tombusvirus
(CNV: 3); this region may therefore code for the viral replicase. The 41 K protein is the virus
coat protein (2). The 22 and 19 K proteins are encoded by two nested ORFs, but only the 22 K
product has been detected in yvivo and in vitro (4, 5). Expression of the coat protein sad 22 K
genes requires two specific subgenomic RNAs which start at aucleotide position 2118 and 936
from the 3' end, respectively, as shown by primer extension experiments (2).

1 TCH TAGGT TTGCGTACTGTTOCTTTRC TTCTCTCCTGTTCAC
101 GTT TRCCTT TGTRACTTCC TGCRAATARRCCARAR TOORORCCATCAROACATTRATC TOOCT
201 TTTTTGTAGGCGATT GTCTTCCART
301 TCOTTGTOORGT TRTTRRAGACROAT T
401 GOTOATTRCATCOTCCCTCTATC TGTTGAGTTGTACE TTTGOGTT
$01 OTGOGTT e ToCTCL" TRGCTCE
601 6C TACCC AC
201 TGTTTAGTGGTGGRAGTCOGC TCGTGROC TCTGC AAGGTTGTGGCTTC
801 GTCOCAGGACACK SGARAGTTOC TGGGTACC TCC
901 ARTCATTGRARTCATGGRCARAGRTTG( CATAT TRT
1001 *GGCAC TTTGGGGG TCACAGGACTCL GRGATA
1101 TCCCATCTGATGTGTTACTTCCTC TAGAGGT TTATGGTTGCAGGT
1201 ACAGGCACGGTTCTTAGTTCATAATCAC TGCC TGRRRRACC TTRRARGGG G TC T TGTGGAGAGGGTTTTCTGCG TCGRAGRRGGRCGG TRARC TCACTCGL
1301 ACTCCACARCCTAC TTTGOACGTCTTTCLLLGTTC AGTT LARATCLLT LLLT
1401 TCCTGTCATACTRCAGTGG TGCGRARC TCCGTAC TTACRCGCGAGC TCCTGTT
1501 CTTC AGCC TCGRARCCL
1601 CTACOOC TOTTOATOACHT TT TCOO CGRARCGRC RATCT
1701 TOCCAT GTCTAGATTTGATCARCACTGTTCCOTTORAGCOT
1801 TAGCTTC ToT TCCATRRCARAGO TRRAGOTTATGTCCC

TACCAGAGGGT

TTTGTGTAC

ATCTORCTAC

1901 ATAACT TOOOCART

2001 ACT TTRGTC TGGCARAC TGCGTT TTGATTATCOAGCGCAGGAATCTTARGC TCCTG0
2101 TTATTTCCTARATCTAGGT TATACRATGARGG TOGRATCCCC TGTATTTCARTTGGRAGRGG T TGRATTC TGCCABGCRCACCCCGTACRGTTTCAOGOC
2201 GGT TGCOT T

2301 CCCRAC TGGCOCTTAGC TGTGGTTGRRAGGTTTTRCTCTRGGTTTCCTC G

2401 TAY T TTGGACTC
2501 AC T TATT TT6

ATTCL "CCGAGCRG TRCCGGCATTGGGT
2701 GCTCTAGCCACCTC TRTTTATGRGC RATTC
2801 AGRAGAATAGGRATACRGRCATGG TTGOGC m
2901 CCOOTT TTGGTGGT

3101 TCCAGTACGTGCL TRCTT TRGAAC
3201 T TCTCTOO ARCAGATT TCCRCC

3301 TTAT

TCTOLTTOW LT
TGGTT T TGTATTTRAAGRAGATATCTCAGAT R TCAT
4101 CTCTTGGATCT TCGOT TTCTCGGTCTCAGCCARATCGGATGTACC TRTRGCAT TCOGTT
4201 TCGTCTCACCCTT CAT
4301 TGRAGCCT
4401 TACTCY GAGTC TCCOCGCTGGGTT
TOROCT TATGCC

4801
4701 GOATTTTYOT T
33
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