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Nucleotide sequence of the listeriolysin gene from a Listeria monocytogenes serotype 1/2a strain
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The DNA sequence of a 2048bp region encoding the listeriolysin gene from a weakly hemolytic
L. monocytogenes serotype 1/2a strain is reported. The transcription start site (*) was de
termined by primer extension studies. In the 3' untranslated region, a hyphenated dyad re
peat (underlined) represents a putative transcription terminator. The sequence is identical
to the 1795bp previously reported for a listeriolysin gene cloned from a strongly hemolytic
serotype l/2c strain (1). These strains were isolated 40 years apart in different geograph-
ical locations, are of different serotype and exhibit extreme differences in their hemolytic
phenotype(1,2). Variation in the hemolytic phenotype of L. monocytogenes isolates is there
fore likely to be determined by differences in regions external to the listeriolysin gene.

-35 -10 * 1
TATTATAATTATCAAAAGAGAGGGGTGGCAAACGGTATTTGGCATTATTAGGTTAAAAAATGTAGAAGGAGAGTGAAACCCATGAAAAAA

RBS METLySLys
ATAATGCTAGTTTTTATTACACTTATATTAGTTAGTCTACCAATTGCGCAACAAACTGAAGCAAAGGATGCATCTGCATTCAATAAAGAA
IleMETLeuValPheIleThrLeuIleLeuValSerLeuProIleAlaGlnGlnThrGluAlaLysAspAlaSerAlaPheAsnLysGlu

TATATACAAGGATTGGATTACAATAAAAACAATGTATTAGTATACCACGGAGATGCAGTGACAAATGTGCCGCCAAGAAAAGGTTACAAA
TyrI leGlnGlyLeuAspTyrAsnLysAsnAsnValLeuValTyrHisGlyAspAlaValThrAsnValProProArgLysGlyTyrLys
GATGGAAATGAATATATTGTTGTGGAGAAAAAGAAGAAATCCATCAATCAAAATAATGCAGACATTCAAGTTGTGAATGCAATTTCGAGC
AspGlyAsnGluTyrIleValValGluLysLysLysLysSerIleAsnGlnAsnAsnAlaAspIleGlnValValAsnAlaIleSerSer
CTAACCTATCCAGGTGCTCTCGTAAAAGCGAATTCGGAATTAGTAGAAAATCAACCAGATGTTCTCCCTGTAAAACGTGATTCATTAACA
LeuThrTyrProGlyAlaLeuValLysAlaAsnSerGluLeuValGluAsnGlnProAspValLeuProValLysArgAspSerLeuThr
CTCAGCATTGATTTGCCAGGTATGACTAATCAAGACAATAAAATCGTTGTAAAAAATGCCACTAAATCAAACGTTAACAACGCAGTAAAT
LeuSerIleAspLeuProGlyMETThrAsnGlnAspAsnLysIleValValLysAsnAlaThrLysSerAsnValAsnAsnAlaValAsn
ACATTAGTGGAAAGATGGAATGAAAAATATGCTCAAGCTTATCCAAATGTAAGTGCAAAAATTGATTATGATGACGAAATGGCTTACAGT
ThrLeuValGluArgTrpAsnGluLysTyrAlaGlnAlaTyrProAsnValSerAlaLysIleAspTyrAspAspGluMETAlaTyrSer
GAATCACAATTAATTGCGAAATTTGGTACAGCATTTAAAGCTGTAAATAATAGCTTGAATGTAAACTTCGGCGCAATCAGTGAAGGGAAA
GluSerGlnLeuIleAlaLysPheGlyThrAlaPheLysAlaValAsnAsnSerLeuAsnValAsnPheGlyAlaIleSerGluGlyLys
ATGCAAGAAGAAGTCATTAGTTTTAAACAAATTTACTATAACGTGAATGTTAATGAACCTACAAGACCTTCCAGATTTTTCGGCAAAGCT
METGlnGluGluValIleSerPheLysGlnIleTyrTyrAsnValAsnValAsnGluProThrArgProSerArgPhePheGlyLysAla
GTTACTAAAGAGCAGTTGCAAGCGCTTGGAGTGAATGCAGAAAATCCTCCTGCATATATCTCAAGTGTGGCGTATGGCCGTCAAGTTTAT
ValThrLysGluGlnLeuGlnAlaLeuGlyValAsnAlaGlAsnProProAlaTyrIleSerSerValAlaTyrGlyArgG1nValTyr
TTGAAATTATCAACTAATTCCCATAGTACTAAAGTAAAAGCTGCTTTTGATGCTGCCGTAAGCGGAAAATCTGTCTCAGGTGATGTAGAA
LeuLysLeuSerThrAsnSerHisSerThrLysValLysAlaAlaPheAspAlaAlaValSerGlyLysSerValSerGlyAspValGlu
CTAACAAATATCATCAAAAATTCTTCCTTCAAAGCCGTAATTTACGGAGGTTCCGCAAAAGATGAAGTTCAAATCATCGACGGCAACCTC
LeuThrAsnIleIleLysAsnSerSerPheLysAlaValIleTyrGlyGlySerAlaLysAspGluValGlnIlelleAspGlyAsnLeu
GGAGACTTACGCGATATTTTGAAAAAAGGCGCTACTTTTAATCGAGAAACACCAGGAGTTCCCATTGCTTATACAACAAACTTCCTAAAA
GlyAspLeuArgAspIleLeuLysLysGlyAlaThrPheAsnArgGluThrProGlyValProIleAlaTyrThrThrAsnPheLeuLys
GACAATGAATTAGCTGTTATTAAAAACAACTCAGAATATATTGAAACAACTTCAAAAGCTTATACAGATGGAAAAATTAACATCGATCAC
AspAsnGluLeuAlaValIleLysAsnAsnSerGluTyrIleGluThrThrSerLysAlaTyrThrAspGlyLysIleAsnIleAspHis
TCTGGAGGATACGTTGCTCAATTCAACATTTCTTGGGATGAAGTAAATTATGATCCTGAAGGTAACGAAATTGTTCAACATAAAAACTGG
SerGlyGlyTyrValAlaGlnPheAsnIleSerTrpAspGluValAsnTyrAspProGluGlyAsnGlulleValGlnHisLysAsnTrp
AGCGAAAACAATAAAAGCAAGCTAGCTCATTTCACATCGTCCATCTATTTGCCAGGTAACGCGAGAAATAT!TAATGTITACGCTAAAGAA
SerGluAsnAsnLysSerLysLeuAlaHisPheThrSerSerIleTyrLeuProGlyAsnAlaArgAsnIleAsnValTyrAlaLysGlu
TGCACTGGTTTAGCTTGGGAATGGTGGAGAACGGTAATTGATGACCGGAACTTACCACTTGTGAAAAATAGAAATATCTCCATCTGGGGC
CysThrGlyLeuAlaTrpGluTrpTrpArgThrValIleAspAspArgAsnLeuProLeuValLysAsnArgAsnIleSerIleTrpGly
ACCACGCTTTATCCGAAATATAGTAATAAAGTAGATAATCCAAT CCGCTTAA
ThrThrLeuTyrProLysTyrSerAsnLysValAspAsnProIle(.luEndS29
CACACA CAAATAGTTTGmTCCTGAATTTGGAATTGACGCTTTATT
AAGAATTAACAATGTAAAAGAATATCTGACTGTTTATCCATATAATATAAGCATATCCCAAAGTTTAAGCCACCTATAGTTTCTACTGC
AAAACGTATAATTTAGTTCCCACATATACTAAAAAACGTGTCCTTAACTCTCTCTGTCAGATTAGTTGTA2048
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