Suppl Table 4. Database Search Results Using Alternate CID/PQD ey 0n IMAC Enriched p-proteins from S49 Cells

The right three columns indicate the Xcorr for CID, PQDgetut, @nd their ratios, respectively

Reference Score Peptide (Hits)
Scan(s) Peptide MH+ Charge Xcorr (merged CID/PQC DeltaCn  Sp RSp lons |Xcorr (CID; Xcorr (PQD; Ratio (PQD/CID)
1 ENOA MOUSE RecName: Full=Alpha-enolase; AltName: Full=2-phospho-D-glycerate hydro-lyase; AltName: Full=Non-neural enolase; Short=NNE; A17 (17 00 0 0)
1647 - 1648 K.KVNVVEQEK.I 1072.6 2 3.06 0.27 589.0 2 15/16 278 0.00
2117 - 2118 R.IEEELGSK.A 904.5 1 222 0.12 4804 2 1114 1.64 0.00
2454 - 2455 K.GVSQAVEHINK.T 1181.6 2 3.41 0.30 648.8 3 16/20 3.30 3.26 0.99
2997 - 2998 K.AGAVEKGVPLYR.H 1250.7 2 2.94 032 9226 1 19/22) 274 0.00
3327 - 3328 R.SGKYDLDFKSPDDPSR.Y 1826.9 3 3.11 0.36 1149.6 1 30/60 3.39 279 0.82
3819 - 3820 R.GNPTVEVDLYTAK.G 1406.7 2 3.58 0.53 707.7 1 17124 3.49 0.00
4257 - 4258 K.GVSQAVEHINKTIAPALVSK.K 2062.2 3 5.29 0.53 1580.4 1 30/76 5.04 5.03 1.00
4529 - 4530 K.FTASAGIQVVGDDLTVTNPKR.I 2189.2 3 2.84 0.21 524.1 1 26/80 2.74 #VALUE!
4727 - 4728 K.FTASAGIQVVGDDLTVTNPK.R 2033.1 2 4.91 0.52 1111.1 1 20/38| 4.29 0.00
4T74 - 4775 K.AGYTDQVVIGMDVAASEFYR.S 2208.0 2 6.00 0.62 2303.6 1 27138 5.56 4.50 0.81
4819 - 4820 K.AGYTDQVVIGMDVAASEFYR.S 2208.0 2 5.85 0.64 2166.7 1 28/38 5.84 5.18 0.89
4877 - 4878 R.YITPDQLADLYK.S 1439.7 2 2.45 0.25 947.4 1 18/22 243 0.00
5054 - 5055 R.AAVPSGASTGIYEALELR.D 1804.9 2 3.17 0.34 314.5 1 16/34 3.14 0.00
5099 - 5100 R.AAVPSGASTGIYEALELR.D 1804.9 2 4.57 0.47 815.5 1 26/34| 4.58 3.80 0.83
5567 - 5568 K.DATNVGDEGGFAPNILENKEALELLK.T 2757.4 3 3.23 0.43 367.9 6 24/100 2.98 0.00
5577 - 5578 R.HIADLAGNPEVILPVPAFNVING GSHAGNK.L 3021.6 3 6.39 0.41 2412.7 1 42/116| 6.27 5.10 0.81
6127 - 6128 K.SFVQNYPVVSIEDPFDQDDWGAWQK.F 2970.4 3 5.60 0.50 1386.5 1 37/96 5.79 4.37 0.75
2 HS90A_MOUSE RecName: Full=Heat shock protein HSP 90-alpha; AltName: Full=HSP 86; AltName: Full=Tumor-specific transplantation 86 kDa ant18 (18 0 0 0 0)
1614 - 1615 R.DKEVS*DDEAEEKEEK.E 1859.7 3 3.76 0.26 760.5 1 42/84] 3.93 175 0.44
1617 - 1618 R.DKEVS*DDEAEEKEEK.E 1859.7 2 4.39 0.56 503.9 1 3142 3.97 3.77 0.95
2822 - 2823 K.ESDDKPEIEDVG S*DEEEEEKKDGDK.K 2931.2 3 4.09 0.23 645.6 1 47/144] 3.91 3.31 0.85
2837 - 2838 K.ESDDKPEIEDVG S*DEEEEEKK.D 2516.0 3 5.08 0.43 1249.0 1 48/120] 5.09 231 0.45
2927 - 2928 K.ESDDKPEIEDVG S*DEEEEEKK.D 2516.0 3 5.35 0.54 1029.1 1 46/120 5.40 2.99 0.55
2964 - 2965 K.ESDDKPEIEDVGS*DEEEEEK.K 2387.9 2 3.38 0.35 495.1 1 25/57 3.10 251 0.81
2967 - 2968 K.ESDDKPEIEDVG S*DEEEEEK.K 2387.9 3 4.90 0.40 1254.1 1 40/114|  4.88 3.00 0.61
2972 - 2973 K.ESDDKPEIEDVG S*DEEEEEKK.D 2516.0 3 4.33 0.46 981.6 1 43/120  4.31 0.00
3007 - 3008 K.ESDDKPEIEDVG S*DEEEEEK.K 2387.9 2 2.49 0.40 375.4 1 23/57 241 279 1.16
3 HS90B MOUSE RecName: Full=Heat shock protein HSP 90-beta; AltName: Full=HSP 84; AltName: Full=Tumor-specific transplantation 84 kDa anti25 (25 0 0 0 0)
1789 - 1790 K.IEDVGS*DEEDDSGKDKK.K 1945.8 3 4.38 0.35 1068.7 1 38/96| 4.40 2.58 0.59
1794 - 1795 K.IEDVGS*DEEDDSGKDKK.K 1945.8 2 3.61 0.38 735.4 1 33/48 3.41 2.48 0.73
1837 - 1838 K.IEDVGS*DEEDDSGKDKK.K 1945.8 3 411 0.35 7914 3 35/96| 4.42 243 0.55
1842 - 1843 K.IEDVGS*DEEDDSGKDKK.K 1945.8 2 3.75 0.32 610.2 1 32/48 3.12 3.72 119
1882 - 1883 K.IEDVGS*DEEDDSGKDKK.K 1945.8 3 3.45 0.16 582.7 7 33/96 3.34 249 0.75
1892 - 1893 R.EKEIS*DDEAEEEK.G 1630.6 2 3.92 0.46 605.0 1 28/36 3.72 3.39 0.91
1942 - 1943 R.EKEIS*DDEAEEEK.G 1630.6 2 4.30 0.52 662.1 1 3U36| 4.28 3.68 0.86
1944 - 1945 K.IEDVGS*DEEDDSGKDK.K 1817.7 2 5.58 0.39 1020.3 1 36/45 5.34 4.38 0.82
1952 - 1953 K.IEDVGS*DEEDDSGKDK.K 1817.7 3 2.96 0.27 911.5 1 37/90 3.21 2.09 0.65
1992 - 1993 K.IEDVGS*DEEDDSGKDK.K 1817.7 2 5.95 0.37 744.3 1 33/45 5.91 5.61 0.95
2002 - 2003 K.IEDVGS*DEEDDSGKDK.K 1817.7 3 3.06 0.35 1321.3 1 42/90] 3.15 2.42 0.77
2037 - 2038 K.IEDVGS*DEEDDSGKDK.K 1817.7 2 5.54 0.36 900.7 1 34/45 5.62 5.19 0.92
2039 - 2040 K.IEDVGS*DEEDDSGK.D 1574.6 2 4.94 0.34 1671.3 1 32/39| 4.93 4.40 0.89
2082 - 2083 K.IEDVGS*DEEDDSGK.D 1574.6 2 4.85 0.37 1802.7 1 33/39| 4.68 4.68 1.00
2084 - 2085 K.IEDVGS*DEEDDSGKDK.K 1817.7 2 4.69 0.36 789.7 1 33/45| 4.54 3.32 0.73
2127 - 2128 K.IEDVGS*DEEDDSGK.D 1574.6 2 514 0.38 1636.9 1 3139 467 5.63 121
2129 - 2130 K.IEDVGS*DEEDDSGKDK.K 1817.7 2 4.80 0.35 882.8 1 33/45| 4.65 3.90 0.84
2179 - 2180 K.IEDVGS*DEEDDSGK.D 1574.6 2 4.71 0.41 1526.1 1 31/39| 4.60 4.54 0.99
4 SRRM2_MOUSE RecName: Full=Serine/arginine repetitive matrix protein 2 6(60000)
2324 - 2325 K.RVPS*PTPVPK.E 1157.6 2 2.47 013 5635 2 2127 3.02 222 0.73
2942 - 2943 R.RSS*SELSPEVVEK.V 1526.7 2 5.33 0.10 1083.3 1 31/36| 4.52 4.48 0.99
2979 - 2980 R.S*PVPSAFSDQSR.S 1357.6 2 2.36 0.45 8255 1 24133 2.61 1.99 0.76
3777 - 3778 K.NSGPVSEVNTGFS*PEVK.E 1827.8 2 5.20 0.09 1107.1 1 28/48| 4.76 3.40 0.71
4589 - 4590 K.SEQPLSQVLPSLS*PEHK.E 1955.9 2 4.50 014 4689 1 26/48| 4.49 2,61 0.58
4599 - 4600 K.SEQPLSQVLPSLS*PEHK.E 1955.9 3 2.85 0.08 546.9 2 34/96 2.80 2.65 0.95
5 LDHA_MOUSE RecName: Full=L-lactate dehydrogenase A chain; Short=LDH-A; AltName: Full=LDH muscle subunit; Short=LDH-M 5(50000)
2717 - 2718 K.VTLTPEEEAR.L 1144.6 2 2.02 0.19 452.5 4 13/18 2.08 216 1.04
3524 - 3525 K.LVIITAGAR.Q 913.6 2 3.07 0.32 9615 1 15/16 321 2.42 0.75
3549 - 3550 K.SLNPELGTDADKEQWK.E 1830.9 2 4.07 0.53 1107.2 1 20/30| 4.10 276 0.67
4012 - 4013 K.SADTLWGIQK.E 1118.6 2 3.84 0.43 1220.0 1 17/18 3.46 3.76 1.09
5762 - 5763 K.SADTLWGIQKELQF.- 1635.8 2 2.26 0.28 546.2 1 14/26 211 0.00
6 KPYM_MOUSE RecName: Full=Pyruvate kinase isozymes M1/M2; AltName: Full=Pyruvate kinase muscle isozyme 4(40000)
2819 - 2820 R.LNFSHGTHEYHAETIK.N 1883.9 3 3.46 0.31 611.6 1 26/60 3.74 0.00
3649 - 3650 R.NTGIICTIGPASR.S 1359.7 2 3.54 0.50 1282.7 1 19/24 3.59 3.33 0.93
5037 - 5038 K.CDENILWLDYK.N 1468.7 2 3.81 0.45 1333.6 1 16/20 3.77 3.42 0.91
5342 - 5343 R.LAPITSDPTEAAAVGAVEASFK.C 2145.1 2 6.07 0.62 1909.9 1 3142 5.95 4.80 0.81
7 HSP7C_MOUSE RecName: Full=Heat shock cognate 71 kDa protein; AltName: Full=Heat shock 70 kDa protein 8 4(40000)
1757 - 1758 K.NQTAEKEEFEHQQK.E 1745.8 3 271 0.39 671.3 1 20/52 3.84 0.00
2814 - 2815 K.STAGDTHLGGEDFDNR.M 1691.7 2 3.78 0.53 1304.5 1 20/30 3.76 2.87 0.76
5132 - 5133 K.CNEIISWLDK.N 1277.6 2 3.85 0.27 14824 1 17/18| 3.48 3.43 0.99
5827 - 5828 K.SINPDEAVAYGAAVQAAILSGDK.S 2260.1 2 6.01 0.68 2118.1 1 20/44 6.02 3.92 0.65
8 G3P_MOUSE RecName: Full=Glyceraldehyde-3-phosphate dehydrogenase; Short=GAPDH 5(50000)
3072 - 3073 R.GAAQNIIPASTGAAK.A 1369.7 2 3.66 0.31 8332 1 20/28 3.70 3.53 0.95
4314 - 4315 R.VPTPNVSVVDLTCR.L 1556.8 2 3.88 0.45 1304.7 1 18/26 3.45 0.00
4377 - 4378 K.LISWYDNEYGYSNR.V 1779.8 2 3.92 0.50 1286.9 1 17/26 3.77 2.56 0.68
4422 - 4423 K.LISWYDNEYGYSNR.V 1779.8 2 4.43 0.57 1484.4 1 18/26] 4.36 2.88 0.66
5094 - 5095 K.WGEAGAEYVVESTGVFTTMEK.A 2307.0 2 5.39 0.67 2012.8 1 26/40 5.16 4.57 0.89
9 TBA1B MOUSE RecName: Full=Tubulin alpha-1B chain; AltName: Full=Tubulin alpha-2 chain; AltName: Full=Alpha-tubulin 2; AitName: Full=Alpha-tu 4 (4000 0)
3674 - 3675 R.NLDIERPTYTNLNR.L 1718.9 2 2.89 0.28 408.8 1 14/26 2.82 0.00
4299 - 4300 K.VGINYQPPTVVPGGDLAK.V 1825.0 2 3.46 0.30 510.2 1 17/34 3.54 0.00




4934 - 4935 K.TIGGGDDSFNTFFSETGAGK.H 2007.9 2 5.19 0.64 1005.7 1 22/38
5347 - 5348 R.AVFVDLEPTVIDEVR.T 1701.9 2 3.99 0.36 7384 1 18/28
10 PTMA_MOUSE RecName: Full=Prothymosin alpha; Contains: RecName: Full=Thymosin alpha 4(40000)
1597 - 1598 K.RVAEDDEDDDVDTKK.Q 1749.8 3 5.02 0.38 1104.6 1 34/56
1659 - 1660 R.VAEDDEDDDVDTKK.Q 1593.7 2 4.99 0.51 2194.2 1 20/26
1754 - 1755 K.RVAEDDEDDDVDTK.K 1621.7 2 4.76 0.47 1211.3 1 20126
1809 - 1810 R.VAEDDEDDDVDTK.K 1465.6 2 4.62 0.64 2881.9 1 22124
11 SET_MOUSE RecName: Full=Protein SET; AltName: Full=Phosphatase 2A inhibitor 12PP2A; Short=1-2PP2A; AltName: Full=Template-activating fa 4 (4 000 0)
3379 - 3380 R.LNEQASEEILK.V 1273.7 2 334 0.29 852.8 2 16/20
4039 - 4040 K.EQQEAIEHIDEVQNEIDR.L 2195.0 3 4.40 0.31 966.2 1 25/68
5284 - 5285 R.IDFYFDENPYFENK.V 1840.8 2 4.84 0.35 2293.5 1 21/26
5327 - 5328 R.IDFYFDENPYFENK.V 1840.8 2 4.99 0.50 2108.5 1 20/26
12 NUCL_MOUSE RecName: Full=Nucleolin; AltName: Full=Protein C23 3(30000)
4752 - 4753 K.FGYVDFESAEDLEK.A 1648.7 2 3.69 0.57 1322.2 1 2026
4764 - 4765 K.GFGFVDFNSEEDAK.A 1561.7 2 3.12 0.50 665.3 1 15/26
6169 - 6170 K.VEGSEPTTPFNLFIGNLNPNK.S 2288.2 2 411 0.49 812.5 1 21/40
13 MCM3 MOUSE RecName: Full=DNA replication licensing factor MCM3; AltName: Full=DNA alpha holoer protein P1; At 2(20000)
2897 - 2898 K.ASEDES*DLEDEEEKSQEDTEQK.R 2650.0 3 3.93 0.11 814.1 1 35/126
5229 - 5230 R.DYLDFLDDEEDQGIYQNK.V 2220.0 2 6.40 0.65 2566.4 1 27134
14 EF1D_MOUSE RecName: Full=Elongation factor 1-delta; Short=EF-1-delta 2(20000)
1772 - 1773 R.ATAPQTQHVS*PMR.Q 1519.7 2 323 0.24 383.7 1 23/36
4007 - 4008 K.GATPAEDDEDKDIDLFGS*DEEEEDKEAAR.L 3276.3 3 6.63 0.65 908.4 1 60/168|
15 BCLF1_MOUSE : Full=Bcl-2- i ion factor 1; Short=Btf 2(20000)
2112 - 2113 K.KAEGEPQEES*PLK.S 1521.7 2 4.47 0.45 947.9 1 30/36
2519 - 2520 K.FHDS*EGDDTEETEDYR.Q 2024.7 2 6.42 0.31 2114.2 1 37/45|
16 CHB0 MOUSE RecName: Full=60 kDa heat shock protein, mitochondrial; AltName: Full=Heat shock protein 60; Short=HSP-60; Short=Hsp60; AltNar 2 (200 0 0)
3899 - 3900 R.TVIIEQSWGSPK.V 1344.7 2 2.58 0.39 935.0 1 15/22
4454 - 4455 R.IQEITEQLDITTSEYEK.E 2040.0 2 5.39 0.59 2273.2 1 25/32
17 NOL5_MOUSE RecName: Full=Nucleolar protein 5; AltName: Full=SIK-similar protein; AltName: Full=MSSP 2(20000)
3147 - 3148 K.HIKEEPLS*EEEPCTSTAVPS*PEKK.K 2882.3 3 4.37 0.19 619.2 1 54/184]
3294 - 3295 K.HIKEEPLS*EEEPCTSTAVPS*PEK.K 2754.2 3 5.27 0.09 1423.7 1 58/176
18 COF1_MOUSE RecName: Full=Cofilin-1; AltName: Full=Cofilin, non-muscle isoform 2(20000)
2609 - 2610 K.HELQANCYEEVK.D 1519.7 2 3.98 0.54 1410.3 1 18/22
5117 - 5118 K.EILVGDVGQTVDDPYTTFVK.M 2196.1 2 5.23 0.46 2118.5 1 27138
19 1433Z_MOUSE RecName: Full=14-3-3 protein zeta/deita; AltName: Full=Protein kinase C inhibitor protein 1; Short=KCIP-1; AltName: Full=SEZ-2 2(20000)
2559 - 2560 K.SVTEQGAELSNEER.N 1548.7 2 4.38 0.53 2268.0 1 21/26
6334 - 6335 K. TAFDEAIAELDTLSEESYK.D 2132.0 2 5.20 0.57 1919.2 1 24/36
20 ZRAB2 MOUSE RecName: Full=Zinc finger Ran-binding domain-containing protein 2; AftName: Full=Zinc finger protein 265; AltName: Full=Zinc finge 2 (2000 0)
2572 - 2573 K.YNLDAS*EEEDSNK.K 1593.6 2 5.17 0.30 1445.1 1 31/36
2952 - 2953 K.YKLDEDEDEDDADLSK.Y 1899.8 2 4.90 0.12 1229.3 1 25/30
21 NOL5A_MOUSE RecName: Full=Nucleolar protein 5A; AltName: Full=Nucleolar protein Nop56 2(20000)
2652 - 2653 K.EEVAS*EPEEAASPTTPK.K 1851.8 2 514 0.35 1378.4 1 31/48
3889 - 3890 R.KFS*EEPEVAANFTK.S 1676.8 2 4.42 0.43 749.3 1 28/39
22 ALDOA_MOUSE RecName: Full=Fructose-bisphosphate aldolase A; AltName: Full=Muscle-type aldolase; AltName: Full=Aldolase 1 4(40000)
3354 - 3355 K.GILAADESTGSIAK.R 1332.7 2 4.04 0.56 2131.1 1 22/26
4304 - 4305 K.GVVPLAGTNGETTTQGLDGLSER.C 2272.1 2 4.94 0.64 561.0 1 21/44
23 1433E_MOUSE RecName: Full=14-3-3 protein epsilon; Short=14-3-3E 2(20000)
5692 - 5693 K.LICCDILDVLDK.H 1476.7 2 3.51 0.49 907.7 1 18/22
5957 - 5958 K.AAFDDAIAELDTLSEESYK.D 2088.0 2 4.88 0.64 2621.9 1 27/36
24 TKT_MOUSE RecName: Full=Transketolase; Short=TK; AltName: Full=P68 2(20000)
2144 - 2145 K.HQPTAIIAK.T 978.6 2 2.05 0.22 3282 3 12/16
4474 - 4475 K.ILATPPQEDAPSVDIANIR.M 2020.1 2 4.75 0.55 522.4 1 22/36
25 ACTS_MOUSE RecName: Full=Actin, alpha skeletal muscle; AltName: Full=Alpha-actin-1 4(40000)
2287 - 2288 K.AGFAGDDAPR.A 976.4 2 3.19 0.45 12040 1 16/18
5877 - 5878 K.LCYVALDFENEMATAASSSSLEK.S 2552.2 2 4.29 0.44 2013.4 1 24144
5922 - 5923 K.LCYVALDFENEMATAASSSSLEK.S 2552.2 2 275 0.15 818.1 1 17/44
26 AATC MOUSE RecName: Full=Aspartate aminotransferase, cytoplasmic; AltName: Full=Transaminase A; AltName: Full=Glutamate oxaloacetate tr 2 (2000 0)
3429 - 3430 R.VGGVQSLGGTGALR.I 1271.7 2 3.36 026 7789 1 17/26
6172 - 6173 K.IANDNSLNHEYLPILGLAEFR.S 2399.2 3 4.25 0.28 971.5 1 28/80
27 IF2P_MOUSE RecName: Full=Eukaryotic translation initiation factor 5B; Short=elF-5B; AltName: Full=Translation initiation factor IF-2 2(20000)
2269 - 2270 K. TARPNSEAPLS*G SEDADDSNK.L 2240.9 3 3.08 0.10 625.7 5 33/120]
2994 - 2995 K.SVPTVDS*GNEDDDSSFK.| 1878.7 2 4.14 0.15 817.4 1 33/48
28 KAPO_MOUSE RecName: Full=cAMP-dependent protein kinase type I-alpha regulatory subunit 3(30000)
3199 - 3200 R.TDSREDEIS*PPPPNPVVK.G 2057.0 3 2.96 0.17 992.8 1 45/102]
3207 - 3208 R.TDSREDEIS*PPPPNPVVK.G 2057.0 2 3.08 0.40 8445 1 33/51]
3317 - 3318 R.EDEIS*PPPPNPVVK.G 1597.8 2 4.00 0.40 2237.6 1 32/39
29 MCM2_MOUSE RecName: Full=DNA replication licensing factor MCM2; AltName: Full=Minichromosome maintenance protein 2 homolog; AftName: F 2 (200 0 0)
3222 - 3223 R.ISDPLTSS*PGR.S 1209.6 2 3.23 0.09 1019.9 1 23/30
3439 - 3440 R.GLLYDSS*EEDEERPAR.K 1945.8 3 2.91 0.18 631.3 5 28/90
30 UBIQ_MOUSE RecName: Full=Ubiquitin 2(20000)
2019 - 2020 K.IQDKEGIPPDQQR.L 1523.8 2 2.64 0.25 502.6 1 16/24
4364 - 4365 K.TITLEVEPSDTIENVK.A 1787.9 2 3.77 0.35 490.9 1 16/30
31 EF1A1 MOUSE RecName: Full=Elongation factor 1-alpha 1; Short=EF-1-alpha-1; Short=Elongation factor 1 A-1; AltName: Ful=eEF1A-1; AltName: 2 (2000 0)
2484 - 2485 K.STTTGHLIYK.C 1120.6 2 2.76 043 3399 1 13/18
3424 - 3425 KIGGIGTVPVGR.V 1025.6 2 3.25 0.31 504.2 2 15/20
32 PPIA_ MOUSE RecName: Full=Peptidyl-prolyl cis-trans isomerase A; Short=PPlase A; Short=Rotamase A; AltName: Full=Cyclophilin A; AltName: F 3 (3000 0)
3119 - 3120 K. TEWLDGK.H 848.4 1 1.95 0.43 642.2 1 1112
4317 - 4318 K.FEDENFILK.H 1154.6 2 2.85 0.23 914.8 1 16/16
4362 - 4363 K.FEDENFILK.H 1154.6 2 3.01 0.25 897.3 1 16/16
33 NPM_MOUSE RecName: Full=Nucleophosmin; Short=NPM; AltName: Full=Nucleolar phosphoprotein B23; AltName: Full=Numatrin; AltName: Full=N12 (12 0 0 0 0)
3847 - 3848 K.CGSGPVHISGQHLVAVEEDAES*EDEDEEDVK.L 3446.4 3 7.28 0.49 1585.9 1 58/180
3937 - 3938 K.CGSGPVHISGQHLVAVEEDAES*EDEDEEDVK.L 3446.4 3 6.86 0.48 1229.0 1 55/180
4124 - 4125 K.CGSGPVHISGQHLVAVEEDAES*EDEDEEDVK.L 3446.4 3 6.90 0.41 543.0 1 46/180
4167 - 4168 K.CGSGPVHISGQHLVAVEEDAES*EDEDEEDVK.L 3446.4 3 6.84 0.41 1024.4 1 52/180
4212 - 4213 K.CGSGPVHISGQHLVAVEEDAES*EDEDEEDVK.L 3446.4 3 7.72 0.37 910.0 1 49/180

34 IPO5 MOUSE RecName: Full=Importin-5; Short=Imp5; AltName: Full=Importin subunit beta-3; AltName: Full=Karyopherin beta-3; AitName: Full=R:
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4802 - 4803 K.RQDEDYDEQVEESLQDEDDNDVYILTK.V 3303.4 3 7.47 0.60 1984.2 1

35 TBB2B_MOUSE RecName: Full=Tubulin beta-2B chain

5932 - 5933 K.GHYTEGAELVDSVLDVVR.K 1959.0 2 6.85 0.57 3471.6 1

5944 - 5945 K.GHYTEGAELVDSVLDVVR.K 1959.0 3 4.45 0.47 1405.2 1
36 HEM2_MOUSE RecName: Full=Delta-aminolevulinic acid dehydratase; Short=ALADH; AltName: Full=Porphobilinogen synthase

3052 - 3053 K.DEQGSAADSEDSPTIEAVR.L 1976.9 2 6.61 0.52 2341.9 1
37 HMHA1_MOUSE : Full=Mi i ibility protein HA-1

2984 - 2985 R.KGS*FNPGDASGPEAAGSPPEEGGTSEAAPNK.D 2993.3 3 6.33 0.11 1845.3 1
38 TCPH_MOUSE RecName: Full=T-complex protein 1 subunit eta; Short=TCP-1-eta; AltName: Ful=CCT-eta

6277 - 6278 K.SQDAEVGDGTTSVTLLAAEFLK.Q 2252.1 2 6.27 0.62 2587.1 1
39 TBB5_MOUSE RecName: Full=Tubulin beta-5 chain

4842 - 4843 K.FWEVISDEHGIDPTGTYHGDSDLQLDR.| 3102.4 3 6.13 0.41 1247.1 1
40 PPIL4 MOUSE RecName: Full=Peptidyl-prolyl cis-trans isomerase-like 4; Short=PPlase; Short=Rotamase; AltName: Full=Cyclophilin-iike protein PPI

5622 - 5623 R.INHTVILDDPFDDPPDLLIPDRS*PEPTK.E 3249.6 3 6.09 0.08 1635.9 1
41 BTF3_MOUSE RecName: Full=Transcription factor BTF3; AltName: Ful=RNA polymerase B transcription factor 3

5152 - 5153 K.APLATGEDDDDEVPDLVENFDEASK.N 2691.2 2 6.05 0.64 1061.9 1
42 SRRM1_MOUSE RecName: Full=Serine/arginine repetitive matrix protein 1; AltName: Full=Plenty-of-prolines 101

2409 - 2410 R.RYS*PPIQR.R 1096.5 2 2.85 0.16 4492 1
43 LGUL_MOUSE RecName: Full=Lactoylglutathione lyase; AltName: Full=Methylglyoxalase; AltName: Full=Aldoketomutase; AltName: Full=Glyoxalase

6474 - 6475 K.GLAFIQDPDGYWIEILNPNK.I 2303.2 2 5.77 0.58 1180.5 1
44 HSP74_MOUSE RecName: Full=Heat shock 70 kDa protein 4; AltName: Full=Heat shock 70-related protein APG-2

4229 - 4230 K.LEDTENWLYEDGEDQPK.Q 2080.9 2 5.37 0.46 1742.8 1
45 GRP78_MOUSE RecName: Full=78 kDa glucose-regulated protein; AltName: Ful=GRP 78; AltName: Full=Heat shock 70 kDa protein 5; AltName: F

5964 - 5965 R.IEIESFFEGEDFSETLTR.A 2149.0 2 5.29 0.55 2518.9 1
46 NSUN2 MOUSE RecName: Full=tRNA (cytosine-5-)-methyltransferase NSUN2; AltName: Full=NOL1/NOP2/Sun domain family member 2; AltName:

3259 - 3260 K.EGVILTNENAAS*PEQPGDEDAK.Q 2364.0 2 5.08 0.29 10049 1

3302 - 3303 K.EGVILTNENAAS*PEQPGDEDAK.Q 2364.0 2 5.20 0.27 1009.7 1
47 IMDH2 MOUSE RecName: Full=1nosine-5-monophosphate dehydrogenase 2; Short=IMP dehydrogenase 2; AltName: Full=IMPDH-II; AltName: Full=

4464 - 4465 K.KYEQGFITDPVVLSPK.D 1821.0 2 5.07 0.48 1309.3 1
48 RS3A_MOUSE RecName: Full=40S ribosomal protein S3a 10.25

5614 - 5615 R.VFEVSLADLQNDEVAFR.K 1952.0 2 4.99 0.54 2177.2 1
49 PRDX6 MOUSE RecName: Full=Peroxiredoxin-6; AtName: Full=Antioxidant protein 2; AitName: Full=1-Cys peroxiredoxin; Short=1-Cys PRX; AltNai

5539 - 5540 K.LIALSIDSVEDHLAWSK.D 1897.0 2 4.94 0.58 1770.1 1
50 1433B_MOUSE RecName: Full=14-3-3 protein beta/alpha; AltName: Full=Protein kinase C inhibitor protein 1; Short=KCIP-1

5929 - 5930 K.TAFDEAIAELDTLNEESYK.D 2159.0 2 4.75 0.63 2314.4 1
51 WDHD1 MOUSE RecName: Full=WD repeat and HMG-box DNA-binding protein 1; AltName: Full=Acidic nucleoplasmic DNA-binding protein 1; Short=

3257 - 3258 K.AAELAETQS*EEEKEEDFR.E 2190.9 2 4.64 0.08 624.7 1
52 DNLI1_MOUSE RecName: Full=DNA ligase 1; AltName: Full=DNA ligase I; AtName: Full=Polydeoxyribonuclectide synthase [ATP] 1

3049 - 3050 K.VAQVLSCEGEDEDEAPGT*PK.V 2210.9 2 4.63 0.60 1331.5 1
53 SEPT2_MOUSE RecName: Full=Septin-2; AltName: Full=Neural precursor cell expressed developmentally down-regulated protein 5; Short=NEDD-5

3709 - 3710 K.IYHLPDAES*DEDEDFKEQTR.L 2517.0 3 4.52 0.37 1385.9 1
54 RBM39 MOUSE RecName: Full=RNA-binding protein 39; AltName: Full=RNA-binding motif protein 39; AltName: Full=RNA-binding region-containing p

3434 - 3435 K.DKS*PVREPIDNLTPEER.D 2075.0 3 4.40 0.48 1819.0 1
55 ACTB_MOUSE RecName: Full=Actin, cytoplasmic 1; AltName: Full=Beta-actin

2722 - 2723 K.QEYDESGPSIVHR.K 1516.7 3 273 0.42 445.0 1
56 SSRP1 MOUSE RecName: Full=FACT complex subunit SSRP1; AltName: Full=Faciltates chromatin transcription complex subunit SSRP1; AltNam¢

3729 - 3730 K.EGINPGYDDYADS*DEDQHDAYLER.M 2867.1 3 4.34 0.17 606.5 1
57 RSSA MOUSE RecName: Full=40S ribosomal protein SA; AltName: Full=Laminin receptor 1; AltName: Full=p40; AltName: Full=34/67 kDa laminin r¢

3054 - 3055 R.DPEEIEKEEQAAAEK.A 1715.8 2 4.22 0.43 874.2 1
58 ACTBL_MOUSE RecName: Full=Beta-actin-like protein 2; AltName: Full=Kappa-actin

4652 - 4653 R.SYELPDGQVITIGNER.F 1790.9 2 3.27 0.37 419.0 1

4697 - 4698 R.SYELPDGQVITIGNER.F 1790.9 2 3.86 0.53 1176.6 1
59 DC1L2_ MOUSE RecName: Full=Cytoplasmic dynein 1 light intermediate chain 2; AltName: Full=Dynein light intermediate chain 2, cytosolic

3774 - 3775 K.EFQDYIEPEEGCQGS*PQR.R 2248.9 2 411 0.44 5513 1
60 CD2L1_ MOUSE RecName: Full=PITSLRE serine/threonine-protein kinase CDC2L1; AltName: Full=Cell division cycle 2-like protein kinase 1; AltName:

2714 - 2715 K.RDS*LEEGELR.D 1283.6 2 3.96 0.37 559.0 1
61 GDIR1_MOUSE RecName: Full=Rho GDP-dissociation inhibitor 1; Short=Rho GDI 1; AltName: Full=Rho-GDI alpha; AltName: Ful=GDI-1

4002 - 4003 R.VAVSADPNVPNVIVTR.L 1650.9 2 3.93 0.41 549.2 1
62 RANG_MOUSE RecName: Full=Ran-specific GTPase-activating protein; AltName: Full=Ran-binding protein 1; Short=RANBP1; AltName: Full=Hpall

4557 - 4558 K.TLEEDEEELFK.M 1381.6 2 3.79 0.37 1126.8 1
63 TITIN_MOUSE RecName: Full=Titin; AtName: Full=Connectin

1789 - 1790 K.ELEGT*GKLEIK.| 1296.6 2 2.04 0.15 337.0 8
64 ABCF1_MOUSE RecName: Full=ATP-binding cassette sub-family F member 1

4112 - 4113 K.QLSVPAS*DEEDEVPAPIPR.G 2129.0 2 3.62 0.23 751.1 1
65 LRC69_MOUSE RecName: Full=Leucine-rich repeat-containing protein 69

5112 - 5113 R.EIAARFVLS*LLEENDPLIMNVIESYPEVK.D 3427.7 3 3.60 0.19 539.4 2
66 UBP2L_MOUSE RecName: Full=Ubiquitin-associated protein 2-like

4427 - 4428 R.TATEEWGTEDWNEDLSETK.| 2240.9 2 3.51 0.41 515.7 1
67 NTF2_MOUSE RecName: Full=Nuclear transport factor 2; Short=NTF-2

4614 - 4615 K.AAIVEKLSSLPFQK.I 1530.9 2 3.50 0.37 1282.0 1
68 NP1L4_MOUSE RecName: Full=Nucleosome assembly protein 1-like 4

3307 - 3308 K.FYEEVHDLER.K 1336.6 2 3.20 0.31 926.6 1

3352 - 3353 K.FYEEVHDLER.K 1336.6 2 3.40 0.47 1366.7 1
69 COF2_MOUSE RecName: Full=Cofilin-2; AltName: Full=Cofilin, muscle isoform

3574 - 3575 R.YALYDATYETK.E 1337.6 2 3.39 0.48 1510.9 1
70 IFI44_MOUSE RecName: Full=Interferon-induced protein 44; AltName: Full=Microtubule-associated protein 44

3777 - 3778 K.S*FKGS*ITHQILVGCDEDGIS*DK.Y 2745.1 3 338 0.10 523.7 3
71 TCOF_MOUSE RecName: Full=Treacle protein; AltName: Full=Treacher Colins syndrome protein homolog

2802 - 2803 R.KLS*GDLEAGAPK.N 1265.6 2 3.37 0.35 666.5 1
72 ARI3B_ MOUSE RecName: Full=AT-rich interactive domain-containing protein 3B; AltName: Full=ARID domain-containing protein 3B; AltName: Full=F

6169 - 6170 R.QEPRAT*PMS*SLLPVPGLSPQGQQTKEDHTK.D 3433.6 3 3.07 0.11 442.7 1
73 IMB1 MOUSE RecName: Full=Importin subunit beta-1; AltName: Full=Karyopherin subunit beta-1; AitName: Full=Nuclear factor P97; AltName: Full:

2897 - 2898 K.QDENDDDDDWNPCK.A 1765.6 2 2.94 0.18 428.5 5
74 EF2_MOUSE RecName: Full=Elongation factor 2; Short=EF-2

3712 - 3713 K.YEWDVAEAR.K 11385 2 3.06 0.31 869.1 1

75 PLSL MOUSE RecName: Full=Plastin-2; AltName: Full=L-plastin; AitName: Full=Lymphocyte cytosolic protein 1; Short=LCP-1; AltName: Full=65 k[
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3022 - 3023 K.ITNFSTDIKDSK.A 1368.7 2 322 0.38 1244.3 1
76 EI2BE_MOUSE RecName: Full=Translation initiation factor elF-2B subunit epsilon; AltName: Full=elF-2B GDP-GTP exchange factor subunit epsilon
3102 - 3103 R.AGS*PQLDDIR.V 11515 2 3.04 0.18 769.0 1
77 SF3B3 MOUSE RecName: Full=Splicing factor 3B subunit 3; AltName: Full=Spliceosome-associated protein 130; Short=SAP 130; AltName: Full=Pr
3482 - 3483 R.LPPNT*NDEVDEDPT*GNK.A 2014.8 3 3.19 0.29 263.9 4
78 DI3L2_ MOUSE RecName: Full=DIS3-like exonuclease 2
2189 - 2190 K.RPGLEKAS*DEEPED.- 1651.7 2 3.15 0.44 580.4 1
79 FMR1_MOUSE RecName: Full=Fragile X mental retardation protein 1 homolog; Short=Protein FMR-1; Short=FMRP; Short=mFmri1p
5364 - 5365 K.HLDTKENTHFS*QPNS*T*K.V 2223.9 2 3.10 0.20 272.4 10
80 TBCB MOUSE RecName: Full=Tubulin folding cofactor B; AltName: Full=Tubulin-specific chaperone B; AltName: Full=Cytoskeleton-associated prote
3517 - 3518 K.YEIS*PEAYER.R 1336.5 2 3.08 0.31 949.3 1
81 SAMD3_MOUSE RecName: Full=Sterile alpha motif domain-containing protein 3
4092 - 4093 R.GQT*RKSLADIQS*NEIK.| 1947.9 3 3.08 0.13 493.6 1
82 TR150 MOUSE RecName: Full=Thyroid hormone receptor-associated protein 3; AltName: Full=Thyroid hormone receptor-associated protein complex
4087 - 4088 R.IDIS*PSTFR.K 11155 2 3.06 0.14 975.7 1
4132 - 4133 R.IDIS*PSTFR.K 11155 2 2.74 0.17 865.3 1
83 DCI1L1 MOUSE RecName: Full=Cytoplasmic dynein 1 light intermediate chain 1; AltName: Full=Dynein light intermediate chain 1, cytosolic; Short=Dy
1982 - 1983 K.ENKNIDLVY*KYIVQK.L 1947.0 3 281 0.08 783.8 1
2024 - 2025 K.ENKNIDLVY*KYIVQK.L 1947.0 2 3.01 0.09 420.0 1
2027 - 2028 K.ENKNIDLVY*KYIVQK.L 1947.0 3 277 0.09 700.4 2
84 CI078_MOUSE RecName: Full=Uncharacterized protein C9orf78 homolog
1834 - 1835 R.VGDTEKPEPERS*PPNR.K 1887.9 3 2,99 0.21 7983 2
85 TLR1 MOUSE RecName: Full=Toll-like receptor 1; AltName: Full=Tollinterleukin-1 receptor-like protein; Short=TIL; AltName: CD_antigen=CD281; F
5812 - 5813 R.FLLDVSVS*T*TIGLELSNIK.C 2200.1 2 2.44 0.12 389.7 1
86 HS71A MOUSE RecName: Full=Heat shock 70 kDa protein 1A; AltName: Full=Heat shock 70 kDa protein 3; AltName: Ful=HSP70.3; AltName: Full
2604 - 2605 K.VEIIANDQGNR.T 1228.6 2 2.98 027 6720 1
87 TRXR1_MOUSE RecName: Full=Thioredoxin reductase 1, cytoplasmic; Short=TR; AltName: Full=Thioredoxin reductase TR1
5839 - 5840 K.DPPGSYDFDLIIIGGGSGGLAAAK.E 2291.2 2 2.97 0.25 645.4 3
88 CORIA MOUSE RecName: Full=Coronin-1A; AltName: Full=Coronin-like protein p57; AltName: Full=Coronin-like protein A; Short=Clipin-A; AltName:
2079 - 2080 R.RAT*PEPSGTPSSDTVSR.L 1824.8 2 2.96 0.28 6106 1
89 INO1 MOUSE RecName: Full=Inositol-3-phosphate synthase 1; AltName: Full=Myo-inositol-1-phosphate synthase; Short=MI-1-P synthase; Short=N
2759 - 2760 R.HVFVGGDDFKSGQTK.V 1621.8 3 2.92 0.38 651.2 1
90 PML_MOUSE RecName: Full=Probable transcription factor PML
4159 - 4160 R.LATSS*PEQSWPSTFK.A 1745.8 2 2.87 0.15 380.5 4
91 K1462_MOUSE RecName: Full=Uncharacterized protein KIAA1462
4807 - 4808 R.DFS*PRPVS*RIAPIDT*KAAPLYCLSEPR.G 3296.5 3 2.86 0.17 747.0 1
92 STMN1 MOUSE RecName: Full=Stathmin; AltName: Full=Phosphoprotein p19; Short=pp19; AltName: Full=Leukemia-associated phosphoprotein p1&
1437 - 1438 R.RKS*HEAEVLK.Q 1276.6 3 279 0.15 670.6 1
93 MDFI_MOUSE RecName: Full=MyoD family inhibitor; AftName: Full=Myogenic repressor I-mf
3109 - 3110 R.CDAPHGVPS*AALDPAQT*MSLLPGLEVAR.S 3049.4 3 2.78 0.19 527.8 4
94 NALCN_MOUSE RecName: Full=Sodium leak channel non-selective protein; AltName: Full=Voltage gated channel-like protein 1
3054 - 3055 K.MNPMPDT*AS*CGSEVKKWWTR.Q 2573.0 3 277 0.09 3218 3
95 GLRB_MOUSE RecName: Full=Glycine receptor subunit beta; AftName: Full=Glycine receptor 58 kDa subunit; Flags: Precursor
12709 - 12710 K.NT*NGT*GTPVHISTLQVGET*R.C 2421.0 3 2.76 0.09 355.7 5
96 REPS1_MOUSE RecName: Full=RalBP1-associated Eps domain-containing protein 1; AtName: Full=RalBP1-interacting protein 1
3244 - 3245 R.RQS*SSYEDPWK.I 1462.6 2 275 0.11 4365 1
97 DPP6_MOUSE RecName: Full=Dipeptidyl aminopeptidase-like protein 6; AltName: Full=Dipeptidylpeptidase VI; AltName: Full=Dipeptidylpeptidase 6; A
2067 - 2068 K.GSVILRNVETNNS*T*LIEGK.K 2303.1 3 274 0.11 764.2 5
98 CALR MOUSE RecName: Full=Calreticulin; AltName: Full=CRP55; AltName: Full=Calregulin; AltName: Full=HACBP; AltName: Full=ERp60; Flags: |
2869 - 2870 K.IKDPDAAKPEDWDER.A 1784.8 3 273 0.30 1003.8 1
99 IF4G2 MOUSE RecName: Full=Eukaryotic translation initiation factor 4 gamma 2; Short=elF-4-gamma 2; Short=elF-4G 2; Short=elF4G 2; AltNam
5667 - 5668 R.FSASS*GGGGS*RGAPQHYPKTAGNS*EFLGK.T 3092.3 3 271 0.11 248.2 2
100 EIF3C MOUSE RecName: Full=Eukaryotic translation initiation factor 3 subunit C; Short=elF3c; AltName: Full=Eukaryotic translation initiation factor
3509 - 3510 K.QPLLLS*EDEEDTKR.V 1752.8 3 2.68 0.35 414.7 2
101 MUC13 MOUSE RecName: Full=Mucin-13; Short=MUC-13; AltName: Full=Cell surface antigen 114/A10; AltName: Full=Lymphocyte antigen 64; Fla¢
3822 - 3823 K.CQDILQCT*CKPGLDR.L 1943.8 2 2.62 0.12 289.5 1
102 PARP1 MOUSE RecName: Full=Poly [ADP-ribose] polymerase 1; Short=PARP-1; AltName: Full=ADPRT; AltName: Full=NAD(+) ADP-ribosyltransi
1864 - 1865 R.KGDEVDGTDEVAK.K 1362.6 2 2.62 0.29 569.5 1
103 CA055_MOUSE RecName: Full=UPF0667 protein Clorf55 homolog
3597 - 3598 R.EDGIDAVEVAADRPGS*PR.S 1933.9 3 2.57 0.10 577.9 1
104 HMCS1 MOUSE RecName: Full=Hydroxymethylglutary-CoA synthase, cytoplasmic; Short=HMG-CoA synthase; AltName: Full=3-hydroxy-3-methylc
3062 - 3063 R.LPATSAESESAVIS*NGEH.- 1878.8 2 2.55 0.17 475.1 1
105 CF162_MOUSE RecName: Full=UPF0708 protein C6orf162 homolog
2432 - 2433 -.MS*S*APDPPTVKK.E 1433.6 2 2.54 0.10 328.3 2
106 COE2 MOUSE RecName: Full=Transcription factor COE2; AltName: Full=Early B-cell factor 2; Short=EBF-2; AltName: Full=Olf-1/EBF-lke 3; Sho
3577 - 3578 K.T*NNGTHYKLQLLY*S*NGVR.T 2318.0 2 253 0.11 2353 6
107 DPOLA_MOUSE RecName: Ful=DNA polymerase alpha catalytic subunit
2932 - 2933 K.AIPSGKPAS*PVLR.N 1372.7 2 2.52 0.31 291.3 1
108 CACIA MOUSE RecName: Full=Voltage-dependent P/Q-type calcium channel subunit alpha-1A; AltName: Full=Voltage-gated calcium channel subuni
2507 - 2508 R.QGSSS*VS*GS*PAPSTSGTSTPRR.G 2330.9 2 2.28 0.08 2283 2
109 DOPD_MOUSE : Full=D-dopacl ; AltName: Full=D-dopachrome tautomerase
2514 - 2515 R.IPAGLENR.L 869.5 2 2.50 0.17 355.2 1
110 SF3A1_MOUSE RecName: Full=Splicing factor 3 subunit 1; AtName: Full=SF3a120
5759 - 5760 K.QSDDEVY*APGLDIES*S*LK.Q 2205.8 2 239 0.15 1985 2
111 SYNE3_MOUSE RecName: Full=Nesprin-3
3829 - 3830 R.DIKS*QWEETVTYMT*HCHS*R.I 2664.0 2 2.36 0.17 162.2 3
112 PGK2_MOUSE RecName: Full=Phosphoglycerate kinase 2; AtName: Full=Phosphoglycerate kinase, testis specific
2034 - 2035 R.FHVEEEGK.G 974.5 2 2.34 031 711.2 1
113 F116A_MOUSE RecName: Full=Protein FAM116A
5844 - 5845 K.TLHLPIMGLVMK.V 1384.8 2 2.24 0.22 568.2 1
114 R3GEF MOUSE RecName: Full=Guanine nucleotide exchange factor for Rab3A; AltName: Full=Rab3A-interacting-ike protein 1; AltName: Full=Rabil
2012 - 2013 K.GS*EFLKEELY*KAQK.E 1829.8 2 2.24 010 3619 5
115 SMTN_MOUSE RecName: Full=Smoothelin
2264 - 2265 K.KELMKAQSLPK.T 1288.7 2 2.24 0.16 295.2 4

116 RAN MOUSE RecName: Full=GTP-binding nuclear protein Ran; AltName: Ful=GTPase Ran; AltName: Full=Ras-related nuclear protein; AltName: F
2234 - 2235 RHLTGEFEK.K 960.5 2 223 014 3540 1
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117 GSK3A_MOUSE RecName: Ful=Glycogen synthase kinase-3 alpha; Short=GSK-3 alpha

4492 - 4493 K.LGRDSGKVT*T*"VWATVGQGPER.S 2287.1 2 223 0.15 4338

4654 - 4655 K.LGRDSGKVT*T*VWATVGQGPER.S 2287.1 2 214 0.14 325.4
118 GALE_MOUSE RecName: Full=UDP-glucose 4-epimerase; AltName: Ful=UDP-galactose 4-epimerase; AltName: Full=Galactowaldenase

3514 - 3515 R.T*Y*NLGTGTGYSVLQMVQAMEKAS*GK.K 2906.2 2 2.22 0.09 240.7
119 SIPA1_MOUSE RecName: Full=Signal-induced proliferation-associated protein 1; Short=Sipa-1; AltName: Full=GTPase-activating protein Spa-1

5274 - 5275 R.S*GS*DAGEVRPPTPASPRAR.A 2067.9 2 212 0.16 379.1
120 K220_MOUSE RecName: Full=Keratin, type Il cytoskeletal 2 oral; AltName: Full=Keratin-76; Short=K76

5397 - 5398 K.KQNTNMQTSIAEAEQR.G 1864.9 2 217 0.11 861.5
121 CT2NL_MOUSE RecName: Full=CTTNBP2 N-terminal-like protein

3339 - 3340 R.MLSQLAAAESR.H 1192.6 2 2.08 0.12 597.8
122 ST32A_MOUSE : Full=Serine/threonine-protein kinase 32A

3579 - 3580 R.FS*HLT*DIQNFPY*MSDMNWDAVLQK.R 3172.2 2 2.07 0.28 166.2
123 FRIL1L_MOUSE RecName: Full=Ferritin light chain 1; AtName: Full=Ferritin L subunit 1

3449 - 3450 R.LLEFQNDR.G 1034.5 2 2.06 0.12 5452

-

9

124 XRN1 MOUSE RecName: Full=5-3' exoribonuclease 1; Short=mXRN1; AltName: Full=Strand-exchange protein 1 homolog; AltName: Full=Protein Df

5349 - 5350 K.GHPVST*SR.S 1033.5 1 1.60 0.18 204.3
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