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ATG_1
TCGCAGCAGGGTAAGAGACACCAACACCATGTTCTGCACGAAGCTCAAGG
TCGCAGCAGGGTAAGAGACACCAACACCATGTTCTGCACGAAGCTCAAGG

ATCTCAAGATCACAGGAGAGTGTCCTTTCTCCTTACTGGCACCAGGTCAA
ATCTCAAGATCACAGGAGAGTGTCCTTTCTCCTTACTGGCACCAGGTCAA

GTTCCTAACGAGTCTTCAGAGGAGGCAGCAGGAAGCTCAGAGAGCTGCAA
GTTCCTAACGAGTCTTCAGAGGAGGCAGCAGGAAGCTCAGAGAGCTGCAA
GTTCCTAACGAGTCTTCAGAGGAGGCAGCAGGAAGCTCAGAGAGCTGCAA

AGCAACCGTGCCCATCTGTCAAGACATTCCTGAGAAGAACATACAAGAAA
AGCAACCGTGCCCATCTGTCAAGACATTCCTGAGAAGAACATACAAGAAA
AGCAACCGTGCCCATCTGTCAAGACATTCCTGAGAAGAACATACAAGAAA

GTCTTCCTCAAAGAAAAACCAGTCGGAGCCGAGTCTATCTTCACACTTTG
GTCTTCCTCAAAGAAAAACCAGTCGGAGCCGAGTCTATCTTCACACTTTG
GTCTTCCTCAAAGAAAAACCAGTCGGAGCCGAGTCTATCTTCACACTTTG

GCAGAGAGTATTTGCAAACTGATTTTCCCAGAGTTTGAACGGCTGAATGT
GCAGAGAGTATTTGCAAACTGATTTTCCTAGAGTTTGAACGGCTGAATGT
GCAGAGAGTATTTGCAAACTGATTTTCCCAGAGTTTGAACGGCTGAATGT

TGCACTTCAGAGAACATTGGCAAAGCACAAAATAAAAGAAAGCAGGAAAT
TGCACTTCAGAGAACATTGGCAAAGCACAAAATAAAAGAAAGCAGGAAAT
TGCACTTCAGAGAACATTGGCAAAGCACAAAATAAAAGAAAGCAGGAAAT

CTTTGGAAAGAGAAGACTTTGAAAAAACAATTGCAGAGCAAGCAGTTGCA
CTTTGGAAAGAGAAGACTTTGAAAAAACAATTGCAGAGCAAGCAGTTGCA
CTTTGGAAAGAGAAGACTTTGAAAAAACAATTGCAGAGCAAGCAGTTGCA

GCAGGAGTTCCAGTGGAGGTTATCAAAGAATCTCTTGGTGAAGAGGTTTT

GCAGGAGTTCCAGTGGAGGTTATCAAAGAATCTCTTGGTGAAGAGGTTTT

TAAAATATGTTACGAGGAAGATGAAAACATCCTTGGGGTGGTTGGAGGCA

TAAAATATGTTACGAGGAAGATGAAAACATCCTTGGGGTGGTTGGAGGCA

CCCTTAAAGATTTTTTAAACAGCTTCAGTACCCTTCTGAAACAGAGCAGC
—————————————————————————————————————————— AG--CAGC
CCCTTAAAGATTTTTTAAACAGCTTCAGTACCCTTCTGAAACAGAGCAGC

CATTGCCAAGAAGCAGGAAAAAGGGGCAGGCTTGAGGACGCCTCCATTCT
CATTGCCAAGAAGCAGGAAAAAGGGGCAGGCTTGAGGACGCCTCCATTCT
CATTGCCAAGAAGCAGGAAAAAGGGGCAGGCTTGAGGACGCCTCCATTCT

ATGCCTGGATAAGGAGGATGATTTTCTACATGTTTACTACTTCTTCCCTA
ATGCCTGGATAAGGAGGATGATTTTCTACATGTTTACTACTTCTTCCCTA
ATGCCTGGATAAGGAGGATGATTTTCTACATGTTTACTACTTCTTCCCTA

AGAGAACCACCTCCCTGATTCTTCCCGGCATCATAAAGGCAGCTGCTCAC
AGAGAACCACCTCCCTGATTCTTCCCGGCATCATAAAGGCAGCTGCTCAC
AGAGAACCACCTCCCTGATTCTTCCCGGCATCATAAAGGCAGCTGCTCAC

GTATTATATGAAACGGAAGTGGAAGTGTCGTTAATGCCTCCCTGCTTCCA

GTATTATATGAAACGGAAGTGGAAGTGTCGTTAATGCCTCCCTGCTTCCA

GTATTATATGAAACGGAAGTGGAAGTGTCGTTAATGCCTCCCTGCTTCCA
ATG_236

TAATGATTGCAGCGAGTTTGTGAATCAGCCCTACTTGTTGTACTCCGTTC
TAATGATTGCAGCGAGTTTGTGAATCAGCCCTACTTGTTGTACTCCGTTC
TAATGATTGCAGCGAGTTTGTGAATCAGCCCTACTTGTTGTACTCCGTTC

ACATGAAAAGCACCAAGCCATCCCTGTCCCCCAGCAAACCCCAGTCCTCG
ACATGAAAAGCACCAAGCCATCCCTGTCCCCCAGCAAACCCCAGTCCTCG
ACATGAAAAGCACCAAGCCATCCCTGTCCCCCAGCAAACCCCAGTCCTCG
ATG_259



