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Supplementary Fig 1. A) Snapshot from UCSC browser showing SNPs present within LD group CEU.12. These SNPs are present
Upstream of NT5C2 and as shown in the box three of these rs7913461, rs1891292 and rs1891293 are present in the region of high
7x regulatory potential as well as region with high DNasel hypersensitivity. B and C) Representative EMSA gels comparing binding of
oligos representing WT and variant alleles of SNPs after incubation with HeLa and THP-1 nuclear extracts.
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