
ParvovirinaeA

Picobirnaviridae - segment 1

Dicistroviridae

Picornaviridae

C594     TILLTGPASTGKSLLATKICQLVGNVGCYNASNVNFPFNDCSNKNLIWVEEAGNFGTQVNQFKTIMSGQSIRLDQK
MZZ4     GCWIWGPANTGKSTMMGSFINHFFPTGVGKPDNSNFPFNNCVNKRVIFWEEPQITNDNIEDVKCLMSGNTFSTDIK
YH7D     CVWMWGPANTGKTTLMESFITTYFGNNVGRPDNSSFPFNSCVNKRVIFWEEPSINPGNVEAVKNLFSGGTFSTDDK
8PD7     CVFLIGVSNAGKTVMFIKLENLMINVGRINNINGSFIFENCISCNLISIEECCVPVQWVDDIKRIFGGENNMIDCK
PorPV    TILFHGPASTGKSIIAQHIANLVGNVGCYNAANVNFPFNDCTNKNLIWIEEAGNFSNQVNQFKAICSGQTIRIDQK
CMVga3   TINFYGPASTGKTNLAKAIVNAVQLYGCVNHQNKNFVFNDCTAKLICWWEECIMTTDWVEQAKCIMGGTQFRIDRK
CMV      TINFYGPASTGKTNLAQAIVNAVQLYGCVNHQNKNFVFNDCTAKLICWWEECIMTTDWVEQAKCIMGGTQFRIDRK
PorBV    TLCFYGPASTGKTNLAKSIVQACKLYGCVNHQNKNFVFNDCAAKLIVWWEEALMHNDWVEQAKCILGGTEFRIDRK
HumanBV  TVCFYGPASTGKTNMAKAIVQGIRLYGCVNHLNKGFVFNDCRQRLVVWWEECLMHQDWVEPAKCILGGTECRIDVK
AAV5     TVWLYGPATTGKTNIAEAIAHTVPFYGCVNWTNENFPFNDCVDKMLIWWEEGKMTNKVVESAKAILGGSKVRVDQK
AAVGo1   TVWLYGPATTGKTNIAEAIAHTVPFYGCVNWTNENFPFNDCVDKMLIWWEEGKMTNKVVESAKAILGGSKVRVDQK
BovAAV   TVWLYGPATTGKTNIAEAISHTVPFYGCVNWTNENFPFNDCVEKMLIWWEEGKMTSKVVEPAKAILGGSRVRVDQK
AleutMDV CIWFYGPGGTGKTLLASLICKATVNYGMVTTSNPNFPWTDCGNRNIIWAEECGNFGNWVEDFKAITGGGDVKVDTK
            : * . :**: :   :       .     * .* : .*    :   **       ::  * : .*     * *

HPV_s1gp2  TRLPFIGVMCVNFTPTPGESYNKNSPINIAAQNVYTYVRHMNSGHANYEQ
RPV_hypo   ANVPFAGNASIMYLPSFGISTTVLDGLSMAANQLYAYVRKSNSGAKVYEA
5KK8       ASFPYLGVLIMNWIPTIGNSFDVTLVINVASINTYTKIRHDNSGHANYDH
C530       GSISFVGIMCITYKPSVGYSTYGHSAVNMAARNLYSFVRHANSGHTNYDA
BHEW       TSIDYIGVMSFSHYSRFRICELWNDPINVAANAIYSFLRQANSGAKNYDA
XC64       ISTTGDGSCMIRFVPTYGDFVDLXLVGNIASTAVYLWVRHANFGSCNYDV
8ATT       SGMSYVGIMILAMLPLFGIIDEWFDLVNIAIRDKYMFIRYANLGYFNYDV
                 *   .   .            .:*    *  :*  * *   *: 
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AichiV    PEPVVVYLYGPPASLLAQTLSQRLAGTCEYFDGYTGQTVHFIDDIGQDEGRDWANFPNLVSSAPFIVPMASL
SenecaVV  VEPVVVVLRGKPSTLIAQAVSKRLYGSPDFFDGYKGQFVTLMDDLGQNDGQDFSTFCQMVSTAQFLPNMADL
SaffoldV  PEPVVVVLRGNASQIIAQAVSKLSFGRSDYLDGYENQYSVIMDDLGQNDGEDFKVFCQMVSSTNFLPNMAHL
HumEV     IEPVCLIIRGSPTGIIARAIADKYHSSPDHFDGYKQQVVTVMDDLCQNDGKDMSLFCQMVSTVDFIPPMASL
AvianSV   FEPIGMLVHGKPTSILGRQLCKMMGKGPDHFDGYTGQEVVIMDDLGQNDGKDCALLCQMISTTEFIPPMASL
HepAV     CEPVVCYLYGKRSIALATKICKHYGVESDYWDGYSGQLVCIIDDIGQNTDEDWSDFCQLVSGCPMRLNMASL
AvianEV   AEPTVLYLYGNRSMAIAVKLCKELGISSDFWDGYAGQPVVIMDDLGQSSDEDWTNFCQLVSSCPLRLNMANL
EquineRBV PEPVCILLKGRAATVIAKAVSIVNTGKSDFFDGYAGQNVVIIDDLGQNDGKDFRNFCQMVSSTVFLPPVADL
FootMDV   PEPVVVCLRGKSANVLAQAISTHFTGRPDHFDGYNQQAVVVMDDLGQNDGKDFKYFAQMVSTTGFIPPMASL
PorTV1    PEPVVVVLRGAPSEMLARMLSYTLVGKTKHFDGYKQQAVTIIDDLGQDSGEDFRLFCQLVSTTECIVPMADL
HumPV1    VEPIGIWIQGEPTHTLSKQLQKSCKLNSEFMDGYDNQDIHLIDDLGQTKEKDIEMLCNCISSVPFIVPMAHL
DuckHAV   PEPLGIWISGGPSNYIVKEIAKLKHWKSKHMDGYVSQEIHVFDDFGQNEEEDYSLICNLISSVPFITPKASV
OI5N      SEPVGIFIGGDASNILPRLVLKRVGVHEKYWELYDGQPYVFLDELLQVDEEDPMIVLRAINSVRMPINKAHL
BV1O      VNSLYQHLKQGXYEIPANESEFSHSVNDKYLTNYRQQYVLTIDDLFQDNCPDINSALNMISWCSHYTNQAAL
C141      QEPIGIVLQGPPNGVLQCLPMTRYAHQKDFYDAYENESIFYMDDVGQQGIAQWRTFINMISRSQIPLGLCSC
           :.    :                    ..   *  :    :*:. *    :     . :.        .  

segment 2
HPV  YPGISAEDVMQSYSRHGLDMNLEKQYVSKQDCTYLRRWHHTDYRVDGMCVGVYSTMRALG
BPV  FPGIQVEDVVQAYTSHGLEMNETKQYVSKHDCVFLRRWHHEDYQIAGECVGVYSTYRALG
HPVh YPGITADKVMRSYTTHGLEMNASKQYESTHDCTYLRRWHHTKYRVDGVCVGVYSTARALG
HPVb YPGITVDDVVRSYSSHGPEMNPDKQSVSKQECTYLRRWHHQNYRVDGVCVGVYSTYRALG
HPVe YPGINVDDVVDTYSAHGQEMNTDKQYVSKHDCIYLRRWHHEDYRISDVCVGVYSTYRALG
HPVi FPGITVDKVVDTYSAHGQEMNADKQYVSKHDCTYLRRWHHDQYRQGGVCVGVYSTYRALG
HPVj YPGITVEDVVQSYSRHGQEMNPDKQYVSKHDCVYLRRWHHTKYRKDGICVGVYSTARALG
HPVg YPGISVEDVMQAYTSHGLEMNESKQYASTHDCVYLRRWHDQSYRVDGVCVGVYSTNRALG
HPVm YPGISVEDVMQAYTSHGLEMNESKQYASTHDCVYLRRWHDVSYRVDGVCVGVYSTNRALG
HPVf YPGINVEDVTQVYSAHGQEMNLTKQYASEQDCTYLRRWHHTDYRINDVCVGVYSTYRALG
HPVl YPGITVEDVTRSYSAHGQEMNIDKQYASAHDCTYLRRWHHDDYRVDGVCVGVYATYRALG
HPVd FPGIDVKDVIDTYSRHGQEMNASKQMVSKHECVVLRRWHSTKYTIDNRMVGVYSTFRALG
HPVc IADMSAEQLVDYLGKFGLPANPTKQTVSNDTLTFLQRMNRVGFFSSNTLGAYYPTIRGLN
HPVk LADMDAKEVVDYLGQYGLPANPTKQSVGTETLTFLQRYFRQGFVSGGVFGAYYPTIRALN
VZ58 YPGITADNVMQAYASHGQDMNLGKQHVSKHDCTYLRRCHQDDYRIKWVCAGVYSTYRALG
DMYY YPGIKVDDVIDVYTAHGQEMNPDKQYISLRDCVYLRRWHSMDYRVNNVCVGAYSTCRALG
C108 YPGCRVEDVVQTYCSHGLEMNLDKQYVSKHDCTYLGRWHHTDYRRDGVCVGVYATMRALG
C98  FPGCSVEDVVQTYSSHGLRMNLDKQYVSKHDCTYLRRWHHNEYRQDGVCVGVYATMRALG
C586 YPGITVDDVVRSYSSRGLEMNPDKQSVSKHECTYLRRWHHQNYRVDGVCVGVYSTYRALG
C477 YPGIDVEAVMQAYSSHGQEMNPDKQYVSKHDCVYLRRWHDINYRVNNVCVGVYSTNRALG
      ..  .. :       *   *  **  .      * *     :       . *.* *.*.

BQCV  GVQMLREKVQECIEAAQGKILFIDTLKDERKPKHKAHKSRMFSNGPIDYVWSKMYFNPIVAVLSELKN
HPV   KAILLRQQVEEIISQALGVRQFIDTLKDERKPIHKAHKTRMFSACPLDYIACKMYFGGVVSLLQKSRN
TV    LAVELEEKVKEVIDLAQGVRYFVDALKDERKPREKAHKTRAFSGCPLEYAVCKMYFQGIVSVLTKCKN
PSIV  LALDLRKDVEHIESLADGISSFIDTLKDERKAIEKAHKTRLFSASPLPYILCRMYLQGGVSRLIRGKI
HCV   RAGPVRERCAKIIDLANNERYFIDTLKDERKPIAKWWKTRVFSACSQDYIACKQYYQGIVGLLTRHRI
DCV   YALALRKDVEQLIEDCSGKISFVDTLKDERRDIAKVNVTRVFSAGPQHFVAFRQYFLPFAAWLMHNRI
CPV   RAQELRRDVEELIDNCKGIIKFVDTLKDERRPIEKVDATRVFSAGPQHFVAFRKYFLPFAAYLMNNRI
KBV   LNEDVELAVQRRLQAAEGKRLWVDTLKDERRPIEKVNQTRVFSNGPMDFIAFRMYYLGFIAHLMENRI
IAPVB LNEDVRLAVQRRIQAAEGKRLWVDTLKDERRPIEKVNQTRVFSNGPMDFIAFRMYYLGFIAHLMENRI
ABPV  LDEDVFEAVKTRIQNANGVRTWVDTLKDERRPIEKVDQTRVFSNGPMDFITFRMYYLGFIAHLMENRI
SIV   IDPDVMQKVHERIENAQGIRTWVDTLKDERRPIEKVDATRVFSNGPMDFLAFRKYFLGFIAHLMENRI
ALPV  ACKQLMADVDELAQCMDNVRPWIDTLKDAKIPIAKANVTRLFTACPLHYILFRQYFLPFIAHAMRNRV
RPV   YAVALRADVDKLETDINGTRPWTDTLKDQKIAIAKANATRLFSAAPMHYIALRKVCAPFVAHLSRMRI
TSV   DLKEHVEKIVDKAKDGIVDVSFAATLKDERRPLKKVQATRVFAASNQGLLALRRYYLSFLDHVMTNRI
MCDV  ELKEHVELIISKARKGIVDTEFTATLKDERRPLAKVEATRVFAATNQALLAQRRYFLSYLEHVMLNRV
C1027 KAQEMKTIVQDQVNGMKGGFVFTDTLKDETRPIEKVMETRLFAAAPMDFIVFRMYFMSFLAWMMRNRI
C822  KAQEMKTIVQDQVNGMKGGFVFTDTLKDETRPIEKVMETRLFAAAPMDFIVFRMYFMSFLAWMMRNRI
C982  KLNRLRKIVTKQVEEMLGYVQFVDTLKDETLPKMKVEITRVFAAAPMDFIAFRMYFISFIAFLMEKRI
GAS3  KALELRAIVDQLRVDCNGVITCADTMKDERRPIAKVDETRMFSACPMHFVLYSTYYVGFAAFIMHNRN
QUOG  EAQQLRADVDELIEDCMVRFRFSLILKDERREKAKVDVTRVFSAGPQHFVAFRKYFLPFAAWLMHNRI
ZM5I  KRSNLRADVDELIEDCIGKISSLILLKDERREKAKVDVTRVFSAWSSTFRGVSQVLSPFAAWLMHNRI
A2AD  MALEVERRVGLLKQDCDGIQRWSDTLKDERRPIAKVDATRVFCGGPVHFILFRQYFLGFAAWIMHNRN
C1164 DLINAITDFENKVKEGLIPNFFIDQTKDERRPIAKVQATRMFAIGNMTLVLIRQYFSWFDSEMKKQLI
C1018 DLINAITDFESKVKEGLIPNFFIDQTKDERRPIAKVQATRMFAIGNMILVLIRQYFSWFDSEMKKQLI
C849  DLINAITDFENKVKEGLIPNFFIDQTKDERRPIAKVQATRMFAIGNMTLVLIRQYFSWFDSEMKKQLI
C994  DLINAITDFESKVKEGLIPNFFIDQTKDERRPIAKVQATRMFAIGNMILVLIRQYFSWFDSEMKKQLI
                                **      *   :* *                  


