
Supplementary Figure 4

2 0

4 0

8 0

6 0

1 0 0

G
en

es
w

ith
A

ID
(%

)

0

AID at TSS (RPKM)

0 0 .5 1 5 1 0 3 0

P (Wilcoxon test) < 2.2e-16

Rearranged

Unrearranged

2

6

10

20

60

100

4

8

2

4

5

15

25

1

3

5

4

8

4

8

Satellite Repeat
chr2:98,506,358-98,507,493

LTR Repeat
chr2:163,468,350-163,469,002

LINE Repeat
chr11:27,021,013-27,024,014

rRNA Repeat
chr17:39,983,229-39,985,174

R
ea

rra
ng

em
en

ts
 / 

10
0 

bp MycIAID-/-

MycIAIDRV

MycIAID-/-

MycIAIDRV

MycIAID-/-

MycIAIDRV

MycIAID-/-

MycIAIDRV

R
ea

rra
ng

em
en

ts
 / 

10
0 

bp

R
ea

rra
ng

em
en

ts
 / 

10
0 

bp
R

ea
rra

ng
em

en
ts

 / 
10

0 
bp

A

B


