Supplementary Figure S3
AKTDHGAEIVYK (MH,2*, 666.4 m/z)
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Supplementary Figure S3: Detailed MS/MS spectra annotation Nitrated
of the qitrated and unm.odified pepti.de AKTDHGAIVYK. from Unmodified 5
the microtubule-associated protein Tau. The nitrated J 355
AKTDHGAIVY(NO,)K was one of many 3NT peptides detected 27.7 i
only by the LTQ Velos in our dataset. Detailed annotation of the o NPV PO
MS/MS spectra reveals that almost all ions are the same between 7
the nitrated and unmodified peptide. lons that are shifted in mass 20 25 20 é§r40 :(is _53 55 60 65
Ime (min

by 45 Da due to the 3NT modification are boldfaced. The b9 ion
has the same m/z in both spectra but the b10 ion is shifted by 45
Da confirming the site of modification. In addition, y2 is shifted by
45 Da in the spectra of the 3NT modified peptide. Inset. The
extracted ion chromatogram of the nitrated and unmodified
peptides.
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