Supplementary information, Table S1 A list of loci that are hypermethylated in adult MSCs (3 samples),
compared to human hematopoietic CD34+ cells (6 samples), iPSCs (17 lines) and ESCs (11 samples).
Whether each CpG site included in the assay is associated with a CpG island or not is also indicated as true or
false. Mean values in each group are shown. Two loci (BCL2 and HMGAL) that are further analyzed by gene
expression levels are indicated in red. The pluripotency genes such as SOX2, KLF4 and c-MYC (CpG island
associated) are hypomethylated in all the cell types; OCT4 is hypermethylated in MSCs and CD34+ cells and

hypomethylated in iPSCs and ESCs (not shown).

Table S1. Loci corresponding to DNA hypermethylation levels in MSCs as compared to hematopoietic

CD34+ cells and iPSCs/ESCs
Cutoff in difference: 0.15

MSCs  CD34+Cells  iPSCs ESCs CHR
SYMBOL CpG_ISLAND  (3) (6) (17) (11) TargetD  #
ADAMTS18 TRUE 0.67 0.20 0.28 0.28 €g20807545 16
ADAMTSL1 TRUE 0.56 0.19 0.16 0.12 cgl6714091 9
ADCY1 TRUE 0.31 0.11 0.11 0.11 €g13523557 7
ADCY2 TRUE 0.87 0.07 0.08 0.09 €cg04907257 5
AKAP2 TRUE 0.69 0.10 0.08 008  cgl5083233 9
ALDH1A3 TRUE 0.60 0.09 0.09 0.11 €g27652350 15
ALDH1A3 TRUE 0.86 0.17 0.26 0.21 €g23191950 15
ALDH1A3 TRUE 0.82 0.10 0.10 009  cgl9224278 15
ALDH1A3 TRUE 0.84 0.07 0.07 0.06 €g26509022 15
ALX4 TRUE 0.44 0.07 0.08 008  cg07696033 11
ALX4 TRUE 0.60 0.17 0.18 014  cg25363445 11
ALX4 TRUE 0.83 0.40 0.38 0.37 €g23058901 11
ALX4 TRUE 0.64 0.08 0.08 006  cgl1260848 11
ALX4 TRUE 0.82 0.24 0.18 0.14 €cg00418150 11
ALX4 TRUE 0.70 0.10 0.13 0.11 cg08993172 11
ALX4 TRUE 0.89 0.25 0.31 029  cgl5522957 11
ALX4 TRUE 0.71 0.06 0.06 0.05 cg00415164 11
ALX4 TRUE 0.71 0.03 0.04 003  cg08914623 11
ALX4 TRUE 0.90 0.10 0.12 008  cgl8546622 11
ALX4 TRUE 0.88 0.05 0.08 0.07 €cg04970352 11
ALX4 TRUE 0.87 0.04 0.05 0.05 €gl14144305 11
ALX4 TRUE 0.96 0.10 0.13 008  cg0o0061629 11
ALX4 TRUE 0.96 0.08 0.05 0.04 €g19358442 11
ALX4 TRUE 0.94 0.05 0.07 005  cg04549333 11
AMPD3 TRUE 0.43 0.23 0.09 0.08 €g24921089 11
AP1G2 FALSE 0.32 0.09 0.17 017  ©g02945646 14
APXL2 TRUE 0.92 0.18 0.15 017  cgl6609957 5
BAMBI TRUE 0.40 0.08 0.07 0.06 €g16408970 10
BANKL TRUE 0.36 0.04 0.20 019  cg25023994 4
BCL2 TRUE 0.73 0.21 0.25 0.29 €g24408313 18
BNC1 TRUE 0.28 0.12 0.11 0.10 €cg15736165 15
BNC1 TRUE 0.29 0.09 0.11 012  cgl0398682 15
C100rf82 TRUE 0.32 0.15 0.05 006  cg07621046 10
Clorfl88 TRUE 0.45 0.04 0.04 0.05 €cg15731815 1
Clorf87 TRUE 0.31 0.13 0.12 014  cg09851465 1
CiQL1 TRUE 0.80 0.21 0.12 0.09 cgl6772514 17

CACHD1 TRUE 0.64 0.24 0.16 0.16 €g20876010 1
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