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Figure S6 The distribution of large and small Cdc13 in the Saccharomycotina subphylum of budding yeast. The evolutionary relationships among the Saccharomycotina species and the distribution of large and small Cdc13 homologues in these species are illustrated. The phylogenetic tree is based on comparisons of whole genomes (Fitzpatrick et al. 2006). C. glabrata is highlighted because its large Cdc13 protein apparently utilizes an unusual dimerization mechanism in contrast to its close Saccharomyces relatives.
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