Supplementary information, Table S3 Primers used in this study
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CTTGGTCACTGTGAGGATTC

CCATCATCATCACCTGGTCCAG
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Nestin

NM 016701

GGCATCCCTGAATTACCCAA

AGCTCATGGGCATCTGTCAA
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STAT3

NM_213660

GTGTCAGATCACATGGGCTAAA

ATGTCGGGGTAGAGGTAGACAA
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Dppa3

XM_885629

AGAGGACGCTTTGGATGA

CTTTCAGCACCGACAACA
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Tcl-1

NM_009337

TGCCCGTAGTCATCAAGA

CCGAGTCTATCAGTTCAAGC
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GCAGGTCATCCTTGCTGTGA

GCTTGCTTTCATCTTTGTCCGC
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Gene

Primer Sequence

CATTGGAGAGGTTCAGACTA

ChIP-Sox2

CTGCCCCAGGTTCTCCTTAAG

ChIP-Oct4

ATCCGAGCAACTGGTTTGTG

CAATCCCACCCTCTAGCCTT

TCTTTAGATCAGAGGATGCCCCCTAAGC

ChIP-Nanog

AAGCCTCCTACCCTACCCACCCCCTAT

ChIP-B-actin

TCGATATCCACGTGACATCCA

GCAGCATTTTTTTACCCCCTC

TCGATATCCACGTGACATCCA

Bisulfite-Nanog

ACCAAAAAAACCCACACTCATATCAAT

Bisulfite-Oct4

GGTTTTTTAGAGGATGGTTGAGTG

TCCAACCCTACTAACCCATCACC




