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Figure S7 Quantitative real-time PCR analysis of miR-451, 144, 210, and 15a expression in 
K562 cells that were first transfected with pre-miR-376a or a negative control for 24 h, then 
exposed to co-treatment with different combinations of pcDNA-Ago2 or pcDNA-empt y, and 
pre-miR-376a or negative control precursor for another 24 h, followed by hemin induction for 
24 h. 


