Supplemental Table 1. List of primer sequences and PCR conditions

Gene access No.  Gene  Primers Sequences (5' -> 3") Tm (°C) Cycles Pr:iggct
NM_007413.3 A2BR E ,CO:\CA:\;-;FT%GC%AC-I:SGG?FTJ f‘lﬁb\c(;rc 55 30 330
womens AR | IATACSOMATANTOAGC 5w
NM 011443 PPARa GAACCCAAGTTTGACTTCGCT s w13
NM_0134951 CPT1 [ SESCACCOAACOAAAATSG 55 30 207
wiomse1 v | SACACAACTSSCTICTONTIMAT g g
mo Loa | ASSNTATIAMCSSCUIOMSC 0 g
wiomma woro | SeASAATISCEMTONG 5w w
o reany - ISSSTORACTCTOOCAT 5w
wns wxe | SCTTOOANTOCCCAONTA 5w
NM_009883.2 C/EBP ; gigé?gg:fg:ﬁgﬁf?&eAT 55 30 191
womse L | ASHOTSACTCATICCTES 5
womss g | LSCCOCIONGASMES s
wieni TR | SITISMOSCTICTONTAA i s
wonse e [ JCAMGICONISCOCSACT 5w




Supplemental Table 1. (continued)

Gene access No.  Gene  Primers Sequences (5' -> 3) Tm (°C) Cycles Pr:iggct
NM_126166.3 TLR3 E Q;%L?;ggggégﬁ.’?ﬁﬁaﬁ. 55 35 217
s e §ACCICTSSCTIOACTACHGH 5w ow
NM_0169282 TLRs [ Ao T o 55 35 401
wionews TR | AACASSATACECACCCTTE 5w
wiisns TR | JISCONTACOOMTATOONS i s g
wLisze TR | SSEACACTOCCTIeTONT 5w e
wioss TR | ATSSTISTOTTOOMSOCT s g
NM_2058231 TLR12 [ éééi%%’ééﬁgﬁgiﬁﬁ;gfc 55 33 421
NM_205820.1 TLR13 ; gﬁﬁﬁgﬁgggg$$gﬁg$gg 55 33 284
NM_008489.2 LBP ; ggﬁéﬁ¥?gggﬁé€lﬁ%ﬁ 55 30 786
Wiy oo L [ACTATISCCOMGIAACT w5 g
NM_0108512 MyDgs [ AASAARCTEAGTCTCESCIS 55 30 149
sy waL § STESSeSCToCAScAMnC 5w
wims T | ASCATACCSASSSCCTT s wp
wsino TRAcs | SAGMSTSCSCASTINTAAIGA s x5 g
Wy R | ASCISIISCAONGTIACSE s e
womss s [ ADICIOMOSCIASSTAT 5w




Supplemental Table 1. (continued)

Gene access No.  Gene  Primers Sequences (5' -> 3") Tm (°C) Cycles Pr;czjl;ct
wom s | SISSSCETTE 4 o
o v | SSSSECTONCE o g
oo o [ SESmenTCRIT oy
s s [ ASCCCMOC oy
I e
wos we | SMETCCOCGMOSET o
woszz | ASCHSSRITCETIE
CCA CAG CCC TCT CCA TCA ACT ATA
NM_010510.1  IFNB FFz Qgg TCT TCA ACT GGA GAG CAG TTG > 3% 372
AGG
woszz 'E | ASSIISCOORIIS o o
woes ooz | SEIEETICSEATT o o
NM_0283203 adipoRL [ Avoraooram AT AT 55 30 133
s e [ ISLSMOAGMOCTIA
ooz sm | SCETOUSATISN o g
NM_0089041 PGCla [ AAAICTSTBSOATEATOOA 55 30 109
wonms | S oy
XM001091567 GAPDH | AGAACATCATCC CTG CAT CC 55 30 367

TCCACCACCCTGTTGCTGTA




