Supplemental Figure 1: Lindner et al. 2011
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PfPrex KDKGYMRLY PKNVRNEMKLFFFGDHLIK-NS--EEIVLTEGEIDAMTISQ
Dm PDKHFAVE----- GTIS-HRFFGQHLWA-NGHMKKLVITEGEIDCLTVSQ
Vio6 KDKNFKTT----— GSHKSDALFGKHLWS-GG--KKIVVTEGEVDMLTVME
T3 KDKNFKTT----— GSHKSDALFLKHLWS-GG--KKIVVTEGEIDALTVME
T7 KDKNFKTT----— GSHKSDALFGKHLWN-GG--KKIVVTEGEIDMLTVME
K1F AEKNFTAI----- GSVKSDMLFGSQLWN-GG--KKIVITEGEIDALSVAQ
phiIBB-PF7A RHKEFFIA--—-- GKMPKDGLFGKHLWT-GG--KKIVVTEGEIDCLTVAQ
Pp QDKGFATL----- GDGAKLTLFGONLWASGG--KKIVVTEGELDAMSVSQ
285P KNKEFSAK--—-- GKLKADLLFGKQLWN-GG--KKIVVTEGEIDCLTVAQ
TJI-51 QDKGFAIL----- GDGAKLTLFGONLWASGG--KKIVVTEGELDAMSVSQ
Bo ADKEFVVV----- GKLKHAGLFGQHLWRTTG--KKVIVTEGEIDCLSVAQ
phil5 RNKEFFTA--—-— GSMPKDALFGKHLWS-GG--KKVVVTEGEIDCLTVAQ
Vv ENKQFLVK--—-- GTLTG-ELIGAHLFS-GG--KKLIITEGEIDMLTVSQ
VP4 KDKNFKTR--—-— GKSSDSLMFGKNLWN-GG--RKLIITEGEIDCLTVAQ
Bw EGKEFRWR--—-— GSASEAVLFGQTLWRRGG--RKVIVTEGEIDCLSISQ
CPm KSKKFTML--—-— GDAKAATLYGSHLYK-TG--KKLVICEGEIDAMTVSQ
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PfPrex --ETKYPAISLPNGSKSLPI---YLLPYLERFKKIHLWLDFDKAGKSSVF

Dm LOENKYPCVSIPNGAASAKKVFKENMEWLNTFEEVIVMEDMDEAGRKAVE
vVi06 LODCKYPVVSLGHGASAAKKTCAANYEYFDQFEQITLMEFDMDEAGRKAVE
T3 LODCKYPVVSLGHGASAAKKTCAANYEYFDQFEQITLMEFDMDDAGRKAVE
T7 LODCKYPVVSLGHGASAAKKTCAANYEYFDQFEQIILMEFDMDEAGRKAVE
K1F VODGKYPVVSLPLGAKSAKKAMAANLEYLDQFEEIILMEFDMDEPGRQAIE
phiIBB-PF7A IQGGKYPVVSIPRGAEDAKKVCAANFEYFNQFEQITILMFDMDAPGRAASL
Pp VONNKWPVVSLPNGAPAARKAIQRNIEYLESFEEVILMEDMDEPGREAAQ
285P LOEGKYPVVSLPMGAQAAKKTCAANFEYFDQFDEITLMEFDMDEPGRKATE
TJI-51 VONNKWPVVSLPNGAPAARKAIQRNIEYLESFEEVILMEDMDEPGREAAQ
Bo ALSLKWPVVSVPNGAQGAAKSLAAQIEWLRGYEEIVLWEDNDDPGREAVA
phil5 LOGGKYPVVSIPRGAKDAKKTIAANKDWESGFQEIILMFDMDEDGRKAAL
Vv VOSNKYPVVSLPNGISSAKKAIMNNLDYLSNFEEITLCEFDMDEVGREGAV
VP4 IQGCKYPVVSIPLGAKAAKKCIAANLDYFEQFEEIILMFDQODDAGRAAAQ
Bw LOGNKWPVVSLPNGSSSGAKYIRASLEWLESFDEVVFAFDMDEPGQKAAK
CPm VOGHKWATVSLTQGCSSAVKTMKNNWEFITKFEEVILMEDMDSVGQKAAQ
X oke K .. ... I
PfPrex NEVNKIGLGRTNVI--—---- TDANVHYLN------- PD
Dm DVQGLLKPRKLKIANLP--LKDPNECLIAGRGQ----E
vVi06 EAAQVLPAGKVRVAVLP--CKDANECHLNGH------ D
T3 EAAQVLPAGKVRVAVLP--CKDANECHIMGE-—-—---- D
T7 EAAQVLPAGKVRVAVLP--CKDANECHLNGH------ D
K1F DAAPVLPAGRVKVAFIN-GYKDANAALQA-K---—--- D
phiIBB-PF7A EAADVLPAGKVHIAVLP--LKDPNECLLAGNSKAVIDQ
Pp ECAELFSPGKCKIATLS--MKDANELLVAGREQ----E
285P ECAPVLPSGKVRVAVLP--LKDANECLLNGQAKAV-TD
TJI-51 ECAELFSPGKCKIATLS--MKDANELLVAGREQ----E
Bo ACAAILPPGRVKFITTPHELKDANDLLREHGPKAV-VD
phil5 EAAEVLPAGRVFIAKLP--LKDANECILNGHAKAV-MD
Vv EAAELLIDHNVKIMSLP--LKDPNEMLLAGRT----EE
VP4 ECAEIMPMGKTKIAVLP--LKDANECLLAGKTKEV-ID
Bw ECALLLSPGKAKIARLP--MKDANECLVAGKGKEL-ID
CPm EAAATLPVGKAKIAYLP--CKDANECLLQGKSAEI-IQ
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Abbreviations: PfPrex: PfPrex (AA115-465); Dm: Dialister microaerophilus DNA primase/helicase; Vi06:
Salmonella phage Vi06 predicted DNA primase-helicase; T3: Enterobacteria phage T3 4A; T7:
Enterobacteria phage T7 unnamed protein product; K1F: Enterobacteria phage K1F gp4A protein;
philBB-PF7A: Pseudomonas phage philBB-PF7A putative primase/helicase; Pp: Pseudomonas putida
KT2440 DNA primase/helicase; 285P: Enterobacteria phage 285P gp4a; TJI-51: Pseudomonas sp. TJI-51
DNA primase/helicase; Bo: Burkholderia oklahomensis EO147 DNA primase; phil5: Pseudomonas phage
phil5 putative DNA primase/helicase; Vv: Vibrio vulnificus MO6-24/0 DNA primase/helicase; VP4:
Vibriophage VP4 Primase/Helicase; Bw: Bilophila wadsworthia 3_1_6 toprim domain-containing protein;
CPm: Candidatus Puniceispirillum marinum IMCC1322 DNA primase

Consensus Key:

* [ asterisk: Identity

: / double-dot: Conserved Physiochemical Group

. / single-dot: Semi-Conserved Physiochemical Group



