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GAAAAGAGACTAGACTAGGAAGTCC

TGGTGCATC ATTCACGCTCCCCCCGGGCTGCACAGAGC CcC

ATGGCAAGCC! AGCC: AGAGAACCTTGATGTCATGAGCACCCTGGCC

M A S L E G S Q EEENULUDUVM S TUL A

ACGTC A TGAGAAC TCACCAATGCCTCGGCTAGCTCG

T S G I N E S ENWGV VL TNA AS A S S
GCCCCCACACAACCAAGGTCCGTGGATGCCTGGATGGTCCCTCTGTTCTTCGCTGTCCTC
A P T Q P R S VD AWMMUY P LFF A V L
ATGCTGCTGGGTTTGATGGGGAATTCGCTGGTTATTT.I;"\(A;ETCATTTGCCGCCATAAGCAG
M L L G L M G N S L V I L VI C R H K Q
ATGCGCACGGTCACCAATTTCTACATCGCCAACCTAGCGGTCACCGACGTCATGTTCCTT

M R T V T N _F Y I A N L A V T D V M F L

TM2
CTGTGCTGCGTCCCCTTCACGGCGGTGCTGTACCCGCTTCCCGCCTGGGTGCTGGGCGAC
L c c v P F T AV L Y PLPA AWV LGD

TTCATGTGCAAATTCATCAACTACATTCAGCAGGTCTCCGTACAGGCTACATGCGCCACC
F M C K F I N Y _I Q0 Q V S V O A T C A T
T™M3
CTGACTGCCATGAGCGTGGACCGCTGGTACGTGACCATCTTCCCCCTGCGGGCCCTGCAC
L T A M S V D R W Y V T I F P L RATL H
e o o
CGCCGCACGCCCCGCCTGGCTCTATCCATCAGCCTCTGCATCTGGGCCGGCTCGGCGGCC
R R T P R L A L S I S L C I W A G S A A
™4
CTGTCCGCGCCTGTGCTCGGCCTGCACCGCGTGTCTCCGGGCCCACGCACCTACTGCAGC
L S A P V L G L HR YV S P G P RT Y C S

GAGGCCTTCCCCAGCCGAGCTCTGGAGCGGGCCTTTGCCATCTACAACCTGCTGGCGCTT

E A F P S RALEUZRALFEAI Y N L L A L
TM5

TACCTGCTGCCTCTGTCCGCCTCCTGTGTCTGCTATGGGGCCATGCTGCGCCACCTGGGG

Y L L P L S A S C V C Y G A ML R H L G

CGCGCCGCTGTGCGCCCTGAGTC AGCGCCTTGCAGGGACAGCTCCTGGCTGAG

R A AV RUPESGD S ALIOQG GO QTLTLAE

CGTGCCAGTGCGGTGCGCGCCAAGGTCTCCAGGC AGCCH 'GCTGCTCTTT

R A S AV R A KV S R L V A A V V L L F

T
GCCGTCTGCTGGGGCCCGATCCAGCTGTTCCTGATGCTGCAGGCGCTGGGCCCGGCGGGC
A V C W G P I O L F L M L O A L G P A G

TCCTGGCACCCACGCAGCTACGCGGCCTATGCCCTCAAGACCTGGGCGCATTGCATGTCC

S WH PR S Y A A Y A L KI W A HCMGS
™7

TACAGCAACTCGGCGCTCAACCCTCTGCTCTACGCCTTCCTGGGTGCCAACTTCCGTCGG

Y S N S A L N P L L Y A F L G A N F R R
® o J

GCCCTGCGACGAGTCTGCCCCTGCGCTCCCCGTCGTTGCCGGCTCCCCTCGGACCCCCCA

A L RRV CPOCAUPRIR RTC CIRILUZPSTUDUPP

GAGTTGCACCGCCTGGCCGCCCGCCCAGCCCTTTCTTCTGGAGCCCGCGCTGT C

E L HRLAARUPA AL S S GARA AUV CA
CAGGGAAGCGGCTGAGCCTTTCTGAGCCCACTCCAAGGAGGAAGGAAAGCATAATACGCT
Q G S8 G *

TTCTAGAATAAGTTCTCTCTCTCTCTCTTTCTGGCTTCTGCC! TTTAGCTCT

GTCCCAGATCCTCATGTCCTTTTCCTGTGCTCTCCCCTCCTTCTTCCAGGATGGTTTCTG

CTCTTCCT TGGCTCTTTCT TCTAGCGGTGGCACTAGCGGT
GGT TTGCAGCCTGGT TTCTTCTTCTTTTTTTTCCCCCCA
ACTATGAAAATGTGACCTTAGGGTTGTTCCACTCT AAGTCC CCTTGAA

TTGGTATTCCCCTCTCTTTCTCACCACTCGCCTTTTTTTAAGTGAATTCTGATCAATAAA
AATAATCTTGCTTCATCCAAACACCACAAAAAAAAAAAAAAAAAAAAAAAA
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Suncus GPR54

Fig. S1. Identification of suncus Gpr54 gene. (A) Nucleotide and deduced amino acid sequences of the suncus G protein-coupled receptor 54 (Gpr54) gene.
Transmembrane domains (TM1-7) are underlined. Two motifs, D/ERY/W and NPxxY, conserved in the rhodopsin-like guanine nucleotide-binding protein
coupled receptor (GPCR) family, are indicated by closed circles. The asterisk indicates a stop codon. (B) A phylogenic tree of amino acid sequences of GPR54 is
available from each database. An unrooted tree was built using neighbor-joining based on alignment of GPR54 amino acid sequences. Scale indicates di-

vergence time.
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PNAS

Table S1. Sequences of PCR primers

Primer

Sequence (5’ to 3’)

Primers for 5" RACE
Kiss1 RACE reverse 1
Kiss1 RACE reverse 2
Gpr54 RACE reverse 1
Gpr54 RACE reverse 2

Primers for 3' RACE
Kiss1 RACE forward 1
Kiss1 RACE forward 2
Gpr54 RACE forward 1
Gpr54 RACE forward 2

Primers for RT-PCR and cRNA Probe
Kiss1 forward
Kiss1 reverse

Primers for RT-PCR
Gpr54 forward
Gpr54 reverse
18SrRNA forward
18SrRNA reverse

AGCGCAGGCCGAAGGAGTT
TTCTCCCGCTGCACCAGCACCG
CTGCAGCATCAGGAACAGCTGGATC
CATCAGGAACAGCTGGATCG

ATGAACACCCTGGTGTTCTGG
GCAACTTGGGAGACTCCGGGT
GCTTTACCTGCTGCCTCTTTC
CGCCTCTTGTGTCTGCTATG

GCGTCTGGATACACACTCTGGGCTTAG
CCTCGGAACAGAACCTCTCAG

TTTACCTGCTGCCTCTGTCC
GCGTAGAGCAGAGGGTTGAG
CAACACGGGAAACCTCACC
CAGACAAATCGCTCCACCAA

18SrRNA, 18S ribosomal RNA.
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