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Figure S2. Expression of
B i T R LAP and MKK6bE in
s -k E LA FrEwOLR C2C12 myoblasts co-
MKKE-HA = = = = = = 4 + + + + + transfected with
C/EBPB 37D luciferase reporters.
- - —37kD Plasmids encoding the
Flag -_- - e .. o active form of C/EBPf
MKK6 - ~ = _app (LAP)fused to the Flag
HA WS W Mo tag, MKK6DbE fused to the
—37kD  HA tag, construct pA or
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pB were co-transfected
into C2C12 myoblasts. In

24 h, the cells were lysed and Western blot analysis was performed to verify the

expression of LAP and MKK6bE.

Figure S3. Expression of active mutants of p38
p38 isoform MAPK isoforms activates p38 substrate ATF2
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in C2C12 cells. Plasmids encoding an active
mutant of the a, 3, y or d isoforms along with

P-ATF-2 55 W == S8 s (1 HA tag were individually transfected into

ATF-2 we o - —

C2C12 myoblasts with the empty vector as
control (C). In 24 h, nuclear extracts were

HA s s " s prepared from the cells. Expression of the p38
isoforms was evaluated by Western blot
GAPDH #% &= == @e @ ., .|ysis of p38 and HA. Activity of the p38
isoforms was evaluated by Western blot

analysis of the phosphorylation state of ATF2.
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gene expression. C2C12 myoblasts
were transfected with C/EBPf or
control siRNA along with a plasmid
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