Table S2. List of genome sequencing primers.

No PCR Fragment Primer L ocation Direction Sequence
Start End
1 F1K + R8K PCR orf34 R1 1524 1505 R CCTATGCCCGTTTAACAGAG
2 F1K + R8K PCR Aftorf34 R1-pl4 1304 1322 F CACACCGACCTIGAACC
3 F1K + R8K PCR phiEF24C Lyt F2 1985 2002 F GTATGACCGTGIBATGC
4 F1K + R8K PCR Aftorf34 R1-p16 2316 2332 F GACAGATGGTABEBGG
5 F1K + R8K PCR phiEF24C Lyt F5' 3217 3238 F GGGTGTCAAGRITAGCACC
6 F1K + R8K PCR phiEF24C Lyt F6 3744 3762 F GCTAAGGAACTBTAAGG
7 F1K + R8K PCR phiEF24C Lyt F7 4400 4418 F GCTACTGATGABGIACG
8 F1K + R8K PCR phiEF24C Lyt F8 4942 4960 F CAGTATGAGAGBGGCTG
9 F1K + R8K PCR phiEF24C Lyt F9 5481 5498 F GGTATCCCTATAIACC
10 F1K + R8K PCR phiEF24C Lyt F10 5961 5980 F CCTACACCABEAACCAAG
11 F1K + R8K PCR LytNp2 6759 6778 F CGCACCAGTAGCACCTGAAC
12 F1K + R8K PCR LytN p2-2 7431 7454 F GGTAACCCTGTAATTTBATTAC
13 F8K + R15K PCR F8K 7924 7949 F GCCCGCAAGAAACTCTGAAACAGGTG
14 F8K + R15K PCR /kpnl 8k-M4p3 8514 8532 F GGAGAAGCTCAICCGG
15 F8K + R15K PCR /kpnl 8k-M4p4 9091 9110 F GCTATCTGGTGBW GTAG
16 F8K + R15K PCR /kpnl 8k-M4p5 9648 9667 F GGTGCCCCAAGIRMATTG
17 F8K + R15K PCR /kpnl 8k-M4p6 10202 10219 F GGGGTAAGARMGTGGC
18 F8K + R15K PCR /kpnl 8k-M4p7 10773 10790 F GAAGCGGAGTBITGAG
19 F8K + R15K PCR /kpnl 8k-M4p8 11343 11361 F GCTTCACTABPATATGG
20 F8K + R15K PCR /kpnl 8k-M4p9 11906 11922 F GGTACACCAREATGC
21 F8K + R15K PCR /kpnl 8k-M4p10 12474 12491 F CGGACGTATITTGGAG
22 F8K + R15K PCR /kpnl 8k-M4p11 13033 13049 F GAGGAAGABIGGAGG
23 F8K + R15K PCR /kpnl 8k M4rF 13518 13541 F GTACCCAACQXICTCATGCAGAC
24 F8K + R15K PCR /kpnl 8k M4rFpl 14000 14018 F GGTGGAGCGA GAAACAG
25 F8K + R15K PCR /kpnl 8k M4rFp2 14453 14463 F GGTAAAGEGCGTATC
26 F8K + R15K PCR /kpnl 8k M4rFp3 14943 14962 F GTTGCTCGNAATGGGTC
27 F8K + R15K PCR E4M4rp4 14113 14094 R CCACAAAACGTCAATECC
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Table S2 - Continued.

Location

No PCR Fragment Primer Direction Sequence
Start End
28 F15K + R21K PCR E4M4rpl 15717 15697 R CTTCTTCGCTACTAXGAG
29 F15K + R21K PCR E4M4rp2 15162 15143 R GAACTGCTCTCAGGTCG
30 F15K + R21K PCR E4RVpl 17580 17563 R CGCATTGGGTCACCSETT
31 F15K + R21K PCR E4RVp2 17050 17031 R GTTGGCTTGAGCTTCAC
32 F15K + R21K PCR E4RVp3 16496 16480 R CAGCATCCTCGTGTTGG
33 F15K + R21K PCR E4RVp4 16017 15999 R GGTATCCTTTGTAGATA
34 F15K + R21K PCR E3M4rF4 21055 21037 R CGATAGCCTCCTGAAT
35 F15K + R21K PCR E3M4rF4' 20575 20557 R GCCACGCAGGGTCTBGG
36 F15K + R21K PCR E3M4rF5 19824 19805 R CTTCAACACGTTTOGMIG
37 F15K + R21K PCR E3M4rF7 19157 19138 R CCCTAACAAACCTTACGC
38 F15K + R21K PCR E3M4rF8 18351 18335 R CCTGTGTGGACTGGETT
39 F15K + R21K PCR R21K 21618 21590 R CTCTGTTTAGTTCCTGTGBECCTAGAG
40 F20K + R26K PCR F20K 20361 20388 F GTAGAGGTGCCAGAAGTRAIGCTGATG
41 F20K + R26K PCR R26K 25957 25931 R CTGTTTAGCTGTTGAGATACTCTC
42 F20K + R26K PCR E5RVrp6 20482 20500 F GGTGGAATAAAAGCTIG
43 F20K + R26K PCR ESRVrp7 21180 21198 F GTTGAGGCAATGACTGGGG
44 F20K + R26K PCR E5RVrp8 22011 22028 F CGTGGTGTTCTAGCTGAG
45 F20K + R26K PCR E5RVrp9 22800 22818 F CAATCAGTTCCCGGTGACG
46 F20K + R26K PCR E3M4pl 23595 23612 F GCTAAGCTAGGGGCAATG
47 F20K + R26K PCR E1RVpl 24973 24954 R GCTTACCTTCTCTGCAT
48 F20K + R26K PCR E1RVp2 24432 24414 R CTGGGCTAGTTATGUET
49 F20K + R26K PCR E1RVp3' 23896 23879 R GCAGACTCTTCTGCGT
50 F20K + R26K PCR A2RVr1 25950 25931 R GCTGTTGAGCCATC@®&IT
51 F25K + R31K PCR F25K 24946 24973 F CAATAACGGTGAAGCAGABSGGTAAGC
52 F25K + R31K PCR R26K 25957 25931 R CTGTTTAGCTGTTGAGATASCTCTC
53 F25K + R31K PCR OutH1RVp2 29471 29452 R CTGTCAACCTCGINTTC
54 F25K + R31K PCR outH1RVp3 28915 28899 R CTCTGCCATCTGGT
55 F25K + R31K PCR outH1RVp4 28379 28361 R GCTATCGGGTTAAGTC
56 F25K + R31K PCR OoutH1RVp5 27813 27795 R GACTTCTGACCARGTAG
57 F25K + R31K PCR outH1RVp6 27238 27222 R GTAAACCCCCGUAC
58 F25K + R31K PCR OutH1RVp7 26715 26704 R CCTCCGGAGAAGGTCAG
59 F25K + R31K PCR A2RVp7 28980 28996 F CAACAATGAGGGGTTCG
60 F25K + R31K PCR A2RVp8 29543 29561 F CTAGCTCGGTAGACGEA
61 F25K + R31K PCR Pst1C2H1RVrF 31125 31102 R GAACCCTABGTTGTACCCACC
62 F25K + R31K PCR Pst1C2H1RVrF1 30605 30585 R GTAGCCTTAGCTGCCTCG
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Table S2 - Continued.

No PCR Fragment Primer L ocation Direction Sequence

Start End
63 F30K + R36K PCR Pst1C2H1RVrF 31125 31102 R GAACCCTABSTTGTACCCACC
64 F30K + R36K PCR Pst1C2H1RVrF1 30605 30585 R GTAGCCTTAGCTGCCTCG
65 F30K + R36K PCR R31K 31693 31665 R GACCCTGTAAATCGTTAGCAAGCAGTG
66 F30K + R36K PCR H1RVr 33408 33386 R GTAGCCTGAAAACTCTGEGGAG
67 F30K + R36K PCR H1RVrpl 32874 32855 R CGCCCCGTCTTCCTTAG
68 F30K + R36K PCR H1RVrp2 32338 32320 R CATCCCAGAAGTCT@BC
69 F30K + R36K PCR C2H1M5rRp6' 33947 33924 R ACTCTCCACTTAGCTAGTAAC
70 F30K + R36K PCR Pstl1c2H1M5rRp5 34590 34571 R CGACATEGTCCCTGCTG
71 F30K + R36K PCR H1M5rpl 34231 34248 F GCCCATTGGACGTAGT
72 F30K + R36K PCR F35K 34981 35006 F GGAGCACCTGCTGTAGAAGGAGC
73 F35K + R41K PCR F35K 34981 35006 F GGAGCACCTGCTGTAGAAGGAGC
74 F35K + R41K PCR H1M5rp4 35796 35814 F GCTTTGGAAAGGGGITC
75 F35K + R41K PCR H1M5rp5 36346 36365 F GGGACTGTGAAGAGATAC
76 F35K + R41K PCR H1M5rp6 36853 36875 F GGAGGTGATATTTARRTACCC
77 F35K + R41K PCR Sg2to3pl 37526 37543 F GCACCAGAAGGGTCTE
78 F35K + R41K PCR Sg2to3' 37362 37386 F CAGGATTCAGGGTABGCAGAGG
79 F35K + R41K PCR Sg2to3p2 38301 38319 F CTATGGATGTCGTAGG
80 F35K + R41K PCR Sg2to3p3 39036 39057 F CAAAACGATAACTBGGGCTC
81 F35K + R41K PCR Sg2to3p4 39515 39540 F CATACCTAAAGGAMT CAATCGGG
82 F35K + R41K PCR Sg2to3p5 40367 40386 F CCGTAAAGATGGEGEBACG
83 FA0K + gp41R PCR FAOK 39821 39848 F GGACTACAGACCTGCAGGCATTAAACTG
84 FA0K + gp41R PCR Sg2to3p5 40367 40386 F CCGTAAAGATGGETGACG
85 FA0K + gp41R PCR Sg2to3p6 41190 41213 F GCATTGAACACETIAGGGAAC
86 FA0K + gp41R PCR Sg2to3p7 41920 41942 F CGCTAATTCCAGABGGACGGC
87 FA0K + gp41R PCR Sg2to3p8 42615 42636 F GTGGTGTTCCTBSIITCTC
88 FA0K + gp41R PCR Sg2to3p9 43335 43355 F CTGGTGAAGGOGBTAGGG
89 FA0K + gp41R PCR Sg2to3p10 44023 44045 F CCCTTCTGCASYXATGGATTG
90 FA0K + gp41R PCR Sg2to3pll 44711 44732 F CGTGGAATATBAGGTGGGC
91 FA0K + gp41R PCR gp41R 45662 45638 R GTCTTCTTACTCTTGGSAGGAA
92 Sg2to3pll + R46K Sg2to3p1l 44711 44732 F CGTGGAATATBAGGTGGGC
93 Sg2to3pll + R46K gp42F1 45777 45801 F cacagacaaacaggiricgc
94 Sg2to3pll + R46K gp42R1 45888 45864 R gttctttctctagotectc
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No PCR Fragment Primer L ocation Direction Sequence
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95 F46K + R53K PCR FA6K 46165 46190 F CTAAGGTGGGTATGTCAAGGAGCATG
96 F46K + R53K PCR F2RVp2 46412 46429 F GATACGTTCCCCACA®G

97 F46K + R53K PCR F2M4r1 46817 46840 F GTAGGTGCTTTTGGRE&GTAAG
98 F46K + R53K PCR F2M4r2 47293 47312 F CGCTCAGTATAGAATGEC

99 F46K + R53K PCR F2M4r3 47840 47857 F GGTCGGGGCTTACGTAA
100 F46K + R53K PCR F2M4r4 48419 48438 F GCGGAGATAGCTGAR®G

101 F46K + R53K PCR F2M4r5 49226 49241 F CGTGGGGCTAACTRCAC

102 F46K + R53K PCR F2M4r6 49924 49944 F GTCTTTGAGGTAGTERGAC

103 F46K + R53K PCR F2mar7 50259 50280 F GCTAGCTCGTGGAGAL GGG
104 F46K + R53K PCR F2M4r8 50879 50900 F CATCAGAGGAGTTTRACGG
105 F46K + R53K PCR F2M4r9 51556 51576 F GTTATGGGGAACA@EAAG

106 F46K + R53K PCR F2M4r10 52189 52211 F GTTTGAGAGAGGUOMGAAGTG
107 F46K + R53K PCR F2M4r11 52846 52867 F GGTGTTTACCGATGIUOACAGG
108 F53K + R60K PCR F53K 53435 53411 F GCTACCTATGTGGTGCTTTATTGAGCC
109 F53K + R60K PCR E7RVpl 54796 54779 R GTAGCCTTTTCCTTGC

110 F53K + R60K PCR E7M4pl 54061 54079 F GCAATTGGTTGTGARG

111 F53K + R60K PCR E7M4p2 54779 54796 F CAGAGAGGAAAAGGT

112 F53K + R60K PCR E7M4p3 55305 55333 F CTAAGTCAGAACCTGRGAGCCAGAAGC
113 F53K + R60K PCR E7M4p3pl 56011 56032 F CTACGCTGTACABATAAAG
114 F53K + R60K PCR E7M4p3p2 56816 56837 F GTTCGTTGGGACGSAAACC
115 F53K + R60K PCR E7M4p3p3 57580 57602 F GAAAAACACCAGISGTGTAAC
116 F53K + R60K PCR E7M4p3p4 58366 58384 F CGAAACAAACGTZGGGG

117 F53K + R60K PCR E7M4p3p5 59171 59192 F GTAGACGACTAGIBACACTC
118 F53K + R60K PCR E9M5R7 57708 57689 R GTCTGCCATCCCTABAG
119 F53K + R60K PCR E9M5R8 56977 56957 R GGGAATAACTACTCIIGTC
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120 F60K + R68K PCR F60K 60002 60030 F CAGAGATGCTCAGCTAATAGAAATACCAG
121 F60K + R68K PCR E3M4p3p7 60657 60677 F GCTATGAGACAGREATTG
122 F60K + R68K PCR E3M4p3p8 61438 61459 F CTAGTGTCATAGHMBACAGAG
123 F60K + R68K PCR E7M4p3p9 62174 62193 F CGTGGTGACTTAGGGGC
124 F60K + R68K PCR E9MS5in 62674 62698 F GCTTATTGGTAAAGEKITAAGTCC
125 F60K + R68K PCR E9M4p1l 63088 63107 F CTACAAAGAGGGGBRRG
126 F60K + R68K PCR E9M4p2 63567 63585 F GTAGTAAGGTTGGAGZC
127 F60K + R68K PCR E9M4p3 64094 64111 F CAAGGAACTGGTG@ECT
128 F60K + R68K PCR E9M4p6 64763 64788 F GTGAGAACAGCATTRAGAGCAACC
129 F60K + R68K PCR E9RVrFpl 65408 65425 F GCAGTACCGGGABAC
130 F60K + R68K PCR E9RVIFp2 65918 65936 F GCATTACCACAAEGGG
131 F60K + R68K PCR E9RVIFp3 66487 66506 F CACACCTAGTGREIBACC
132 F60K + R68K PCR E9RVrFp4 67013 67030 F GAACGTGTAGCAENG
133 F60K + R68K PCR FiM4p1l 67786 67803 F GGAACAACCTAACCBRA
134 F60K + R68K PCR 17RVRpl 67923 67946 F GCGCAAAGGACTABRCTAACCC
135 F68K + R76K PCR F1RVp2 68631 68612 R GCGGTATCTCGGASTICC
136 F68K + R76K PCR F1M4p2' 68792 68811 F GGAACAGTAAGGAKLITCG
137 F68K + R76K PCR F1M4p3 69373 69391 F GATGGGTACACTG@G
138 F68K + R76K PCR F1RVrl 70132 70151 F GCAAGCGGTGACGTAGC
139 F68K + R76K PCR F1RVr3 70958 70980 F CATTAGTGGGTTT@EAGGCGG
140 F68K + R76K PCR F1RVr4 71830 71849 F GCATGTTAACGAAGIBCC
141 F68K + R76K PCR F1RVr5 72505 72526 F CAACGTGAGGGAGBTTTTG
142 F68K + R76K PCR F1RVré 73233 73255 F CATGGGGCATATC@LERAC
143 F68K + R76K PCR F1RVr8 74620 74632 F CGAGGGCTCATTGGBS
144 F68K + R76K PCR F1RVr9pl 75492 75520 F GCATTGGTAAGEATGTAGGTAAGCTG
145 F68K + R76K PCR F1RVp1l 69084 69068 R GGTAAAGGTTCCCAAC
146 F68K + R76K PCR F1RVp2 68631 68612 R GCGGTATCTCGGASTICC
147 F68K + R76K PCR SG2cl4SLr 74997 74973 R CCCACCAGAA@EGTTTGTCTTC
148 F68K + R76K PCR SG2cl4SLr1 74543 74520 R CCTATATCCBBEGATTCTTTGC
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No PCR Fragment Primer L ocation Direction Sequence
Start End
149 F1RVr5 + FIRVr9p3R5 PCR F1RVr6 73233 73255 F CATGGAGAETCCATACAAC
150 F1RVr5 + FIRVr9p3R5 PCR F1RVr7 73914 73933 F CATTAABACGTGGGGTC
151 F1RVr5 + FIRVr9p3R5 PCR F1RVr8 74620 74632 F CGAGGGRTTGGCATAG
152 F1RVr5 + FIRVr9p3R5 PCR F1RVr9 74826 74855 F GTTAGBBGATAAACAACCTAGCCGTTC
153 F1RVr5 + FIRVr9p3R5 PCR F1RVropl 75492 75520 F GCAGTBAGGAACCTGTAGGTAAGCTG
154 F1RVRVr9 + F1RVr9p3R PCR F1RVropl 75492 75520 F GCBGTAAGGAACCTGTAGGTAAGCTG
155 F1RVRVr9 + F1RVr9p3R PCR F1RVr9pl1-1 76277 76298 F BAGAGTAGGAGAAAGACAG
156 F1RVRVr9 + F1RVr9p3R PCR F1RVrop2 76617 76644 F GGGGACACTTACACCGAAGCACTAG
157 F1RVRVr9 + F1RVr9p3R PCR F1RVr9p2-1 77375 77395 F BCEBAGCTCCCAAAGTTTC
158 F1RVRVr9 + F1RVr9p3R PCR F1RVr9p2-2 78222 78241 F GTGECTGATTAAGAATGG
159 F1RVRVr9 + F1RVr9p3R PCR F1RVr9p2-3 79116 79136 F GTTAAGACTGCTCATGAC
160 F1RVRVr9 + F1RVr9p3R PCR F1RVr9p2-4 79906 79926 F BGSTAGACGAGGCGTTAG
161 F1RVRVr9 + F1RVr9p3R PCR F1RVr9p2-5 80683 80703 F GGTGTACCTGTTACGCAG
162 F1IRVRVr9 + F1RVr9p3R PCR F1RVrop3 81324 81348 F GCBEACACAAGGCGCAGAACCT
163 F1RVr9p3 + F1IRVr9p4SR1 PCR F1RVr9p4KR1 82537 82519 R GTGGGTGATTCTCTACACG
164 F1RVr9p3 + F1IRVr9p4SR1 PCR F1RVr9p4KR2 81711 81691 R CCAAGCTTGCTTCATGTAGTC
165 F1RVr9p3 + F1IRVr9p4SR1 PCR F1RVr9p4 81809 81833 F BBCGATATTGTTACCTTGTATGC
166 F1RVr9p3 + F1IRVr9p4SR1 PCR F1RVr9p4K1 82485 82506 F TATGCAGTACGTTCAGGAGAC
167 F1RVr9p3 + F1IRVr9p4SR1 PCR F1RVr9p4K2 83353 83372 F GAGTGCCACGTAGAGGACG
168 F1RVr9p3 + F1IRVr9p4SR1 PCR F1RVr9p4K3 83937 83956 F TAGATGGCGGTTTGGTAGC
169 F1RVr9p3 + F1IRVr9p4SR1 PCR F1RVr9p4K4 84734 84755 F TGGTAAGGGAAGCTAAACTAC
170 F1RVr9p3 + F1IRVr9p4SR1 PCR F1RVr9p4K5 85600 85619 F TTATGGAGACTACCATGGG
171 F1RVr9p3 + F1IRVr9p4SR1 PCR F1RVr9p4K6 86389 86408 F AAGGAGGTCAAGTAGTTAC
172 F1RVr9p3 + F1IRVr9p4SR1 PCR F1RVr9p4K7 86932 86952 F CTARCACTAACAGTTCCTGTG
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173 F87K + R95K PCR F87K 87199 87224 F GTAGCAGGCTACACAGAGTCTACTTC
174 F87K + R95K PCR F1RVrop5 87333 87362 F CGGTGGTGTAACARCAGTTGTAGTGGC
175 F87K + R95K PCR F1RVr9p6 87903 87927 F GCACCCTCTTAXGATACAAGTA
176 F87K + R95K PCR F1RVr9p7 88532 88558 F GCCATCTTACTAGACGTAGAGGAC
177 F87K + R95K PCR F1RVrop8 88803 88827 F GGCTAGAGGGTAGITTGTGGACG
178 F87K + R95K PCR F1RVr9p9 89530 89557 F GGTAATTGGGGTUOGCTACATGGTTG
179 F87K + R95K PCR F1RVrop9-1 90375 90393 F GCTGAGGAGBGAGCAC
180 F87K + R95K PCR F1RVr9p9-2 91224 91246 F GGTTGAGCTARTAGTAGAAG
181 F87K + R95K PCR F1RVr9p9-3 92061 92081 F CTCTAGTATGBGCTTTGG
182 F87K + R95K PCR F1RVr9p9-4 92861 92882 F GTAGGGGACATTTTATGGG
183 F87K + R95K PCR F1RVr9p9-5 93646 93666 F GTGTGTAGCGATTATTCC
184 F87K + R95K PCR F1RVrop10 94097 94123 F CCCAAGTAGAQGGTAAACTAGGTG
185 F87K + R95K PCR F1RVr9p9R 94201 94173 R CCTCATCAACAMRACCCTTGCTTGTTC
186 F87K + R95K PCR F1RVr9p9rR1 93317 93296 R CTAAACTCAARGCATCTGG
187 F87K + R95K PCR F1RVr9p9R2 92496 92474 R CTCTCTGTTATIGAAGCTAG
188 F87K + R95K PCR F1RVr9p9Rr3 91716 91698 R GCCATGGTTTATAGGC
189 F87K + R95K PCR F1RVrop9Rr4 90900 90881 R GCAAACAGGORTGCCTC
190 F87K + R95K PCR F1RVr9p9Rr5 90058 90040 R GCTCATTGGGAGGCGG
191 F95K + R102K PCR F95K 94572 94598 F GGGGAATGGCTTTATCTGCCTTAAGTG
192 F95K + R102K PCR F1RVr9p10-1 94711 94738 F GGGTAAACTBGAAGTCTCTGATAAC
193 F95K + R102K PCR F1RVr9p10R2 96239 96219 R GTGGGTTSTAGGTAGCAC
194 F95K + R102K PCR F1RVr9p10R3 95527 95504 R GAAAGCTGDCAACCGTCACAC
195 F95K + R102K PCR F1RVr9p10-2 95504 95527 F GTGTGACBGGEGGACAGCTTTC
196 F95K + R102K PCR F1RVr9p9R 94201 94173 R CCTCATCAAGWRMACCCTTGCTTGTTC
197 F95K + R102K PCR F1RVr9p10-4 97046 97070 F CTAATGGGGTTTGTTAGCGTTG
198 F95K + R102K PCR F1RVr9p1l 97429 97455 F GAGTGAGTGBCTTAGGGACTTAGG
199 F95K + R102K PCR F1RVr9p11-1 98195 98216 F GACTTCCTCTTTACATAGAC
200 F95K + R102K PCR F1RVr9p11-1' 98249 98271 F GCACTARMITGCAGAGAATAG
201 F95K + R102K PCR B8M4p3pl2 100326 100299 R GGTATTTOGCTAACTCTTTACTAGC
202 F95K + R102K PCR B8M4p3pl2-1 99493 99469 R CTAATGTTRIGTTTAGCACTTC
203 F95K + R102K PCR F1RVr9p11-2 99555 99575 F CGTTAAAABG@GGTTGACAC
204 F95K + R102K PCR B8M4p3plliR 100299 100321 F GCTAGTENMSTTAGCGGGAAAT
205 F95K + R102K PCR B8M4p3pllR1 101079 101101 F GAAACPAGAAGTGCCAGAAG
206 F95K + R102K PCR F1RVr9p9R 94201 94173 R CCTCATCAAGHWRMACCCTTGCTTGTTC
207 F95K + R102K PCR B8M4p3pl2 100326 100299 R GGTATTTOGCTAACTCTTTACTAGC
208 F95K + R102K PCR B8M4p3pl2-1 99493 99469 R CTAATGTTRIGTTTAGCACTTC
209 F95K + R102K PCR F1RVr9p10R2 96239 96219 R GTGGGTTSTAGGTAGCAC
210 F95K + R102K PCR F1RVr9p10R3 95527 95504 R GAAAGCTGDCAACCGTCACAC
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211 F101K + R108R PCR B8M4p3pllR1 101079 101101 F GAAAGAAGAAGTGCCAGAAG
212 F101K + R108R PCR B8M4p3pllR1.1 101767 101787 F CAORGGGGGAGAGATAG
213 F101K + R108R PCR B8M4p3pllR2 101970 101988 F GAAAGGBGGGAAAAGG
214 F101K + R108R PCR B8M4p3pl1R3 102785 102804 F GCCTARGAGGGCTACC
215 F101K + R108R PCR B8M4p3pllR4 103568 103585 F GGAGGGACAATGGAC
216 F101K + R108R PCR B8M4p3pl1R5 104400 104418 F CGGGR@TAACATGAC
217 F101K + R108R PCR B8M4p3pl0R 104862 104886 F GTTAAAGTGAGTGAGTTGCTAA
218 F101K + R108R PCR B8M4p3pl0R1 105656 105673 F GGGAACKSTCGACAAC
219 F101K + R108R PCR B8M4p3pl0R2 106514 106537 F CAGAGACTATTGCATTCTTTG
220 F101K + R108R PCR B8M4p3p9R3 107369 107388 F GGAAABGBCGGCACTTG
221 F101K + R108R PCR B8M4p3p8R 107938 107962 F CCCATAARAAGACCCCTCCCCGT
222 F101K + R108R PCR B8M4p3p10 107626 107602 R CAAGCCCBAGCTTACTGCTTGT
223 F101K + R108R PCR B8M4p3p9-2 106771 106749 R CATAGRGTTGTAATTCCTCG
224 F101K + R108R PCR B8M4p3p9-3 105900 105882 R CCCCTOICTATAACC
225 F101K + R108R PCR B8M4p3p9-4 105341 105323 R GTTCQGIMGTTCATTG
226 F101K + R108R PCR B8M4p3pll 105062 105038 R GCGACTBATAACACCTAACAAC
227 F101K + R108R PCR B8M4p3pll-1 104645 104621 R CGT@QEUTTCTATAACCGTGTC
228 F101K + R108R PCR B8M4p3pl1-2 103889 103865 R CGTCIBGECTGTATTCCTCTTC
229 F101K + R108R PCR B8M4p3pl11-3 103078 103054 R CGGGI@GTCTACTATATCTCC
230 F101K + R108R PCR B8M4p3pll-4 102242 102221 R GATAGEACCCCCTATATAG
231 F101K + R108R PCR B8M4p3pll-5 101365 101344 R CTAGGITRATCTAACCTCCTC
232 F108K + R115K PCR F108K 108078 108104 F GTCACCACTCTCCACAATGTAGTAGTC
233 F108K + R115K PCR B8M4p3p8R1 108751 108771 F GTCACAGTTACTGTTGCC
234 F108K + R115K PCR B8M4p3p8R2 109612 109631 F CGTGTASGIGTGTACTC
235 F108K + R115K PCR B8M4p3p8R3 110347 110368 F GTATAGTCCTCACCTGTTG
236 F108K + R115K PCR B8M4p3p7R1 111759 111782 F GGGTARCTTTTGTCAATCATG
237 F108K + R115K PCR B8M4p3p7R2 112561 112579 F GTGGQTAGTTGCCATC
238 F108K + R115K PCR B8M4p3p7R3 113408 113430 F CTGCONTIIGCAGTCTTATAC
239 F108K + R115K PCR B8M4p3p6 114475 114446 R GATTAAGBGAGAGCGGGGTATATTTGG
240 F108K + R115K PCR B8M4p3p6-1 113765 113743 R CACCCATGCACAGAAAGACG
241 F108K + R115K PCR B8M4p3p7 113569 113554 R GTCACGTEGACGAGGAATAGTG
242 F108K + R115K PCR B8M4p3p7R4 114133 114151 F CCTTGITIATTGCCTG
243 F108K + R115K PCR B8M4p3p5R 114296 114325 F CTGAATRGITCTAGGTCATTCAATGAG
244 F108K + R115K PCR B8M4p3p5R1 115101 115120 F CTCCAARGUTACCACAAAG
245 F108K + R115K PCR 110831F 110830 110852 F CCCCTGAATTGAGACGTGGC
246 F108K + R115K PCR 111955R 111954 111929 R CTCAAGTAGBEGACGGTACATTG

Continued on following page
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Table S2 - Continued.

No PCR Fragment Primer L ocation Direction Sequence

Start End
247 F115K +R122K PCR F115K 115044 115071 F GTACAGATGCTAGTAGTTCGTGGTCTTC
248 F115K +R122K PCR B8M4p3p5R2 115892 115912 F CCCTCABTAGCAGTGAAC
249 F115K +R122K PCR B8M4p3p5R3 116761 116780 F GCAGATAGGAGCTCATC
250 F115K +R122K PCR B8M4p3p5R4 117621 117643 F CGTACTCTGICTCAACAAAC
251 F115K +R122K PCR B8M4p3p3R 118338 118362 F CTTCCATTGIGCCCTCCCTATC
252 F115K +R122K PCR B8M4p3p3R1 119156 119176 F CCCTCACTRGCTACCTCC
253 F115K +R122K PCR B8M4p3p3R2 122021 120042 F CTGCTABGTAAGTAGCTAG
254 F115K +R122K PCR B8M4p3p3R3 120848 120870 F CTGGTGBTGACCCCTACATTC
255 F115K +R122K PCR B8M4p3p2-4 121766 121745 R GAGGGAGCAAACGAATATG
256 F115K +R122K PCR B8M4p3p3R4 121616 121638 F GCGATATEBCTCTGTAAGGC
257 F122K + R130K B8M4p3p2-3 122556 122542 R GCCAATACTASAGGAATGG
258 F122K + R130K B8M4p3p3R5 122430 122450 F GTAGCCCACTBIGTTGTG
259 F122K + R130K B8M4p3p3R6 123240 123263 F GCAGTCATCABAAGCATTATC
260 F122K + R130K B8M4p3p3R7 124100 124123 F CCCTACTATBATTCTGTCAAC
261 F122K + R130K B8M4p3p2R1 124872 124896 F CTTGCTCACTEBGCTCTTACTGG
262 F122K + R130K B8M4p3-7 125901 125880 R GAGGTAGAAGTAANACAGG
263 F122K + R130K B8M4p3p2R2 125762 125786 F GCGAAAAACOARCTAAACTCTG
264 F122K + R130K B8M4p3p2R3 126635 126655 F CTACGTCATCCTTATTAGC
265 F122K + R130K B8M4p3p2R4 127497 127516 F CTTACTCATATBCCTCC
266 F122K + R130K E5M4rpl 128013 128038 F GCATGACGAGACATATGCTC
267 F122K + R130K B8M4p3p2R5 128311 128332 F CCCTACAGTBGTCATAACC
268 F122K + R130K B8M4p3-1 130901 130882 R CCCAACAACAARTAGACG
269 F122K + R130K B8M4p3-2 130043 130023 R CGGTAGGTGTGGBTGTTG
270 F122K + R130K R130K 130004 129978 R CAATTGATGCAATCATCCGCTCAGGAC
271 B8M4p3' +E5M4rpl PCR B8M4p3p2R6 129122 129145 F CCBTGTTTTTAGCTGTTCTTC
272 B8M4p3' +E5M4rpl PCR B8M4p3-1 130901 130882 R CCCAACAAGTGCAGACG
273 B8M4p3' +E5M4rpl PCR B8M4p3-2 130043 130023 R CGGTAGBGCCTGACGTTG
274 B8M4p3' +E5M4rpl PCR R130K 130004 129978 R CAATTGATGCAATCATCCGCTCAGGAC

Continued on following page
Page 9



Table S2 - Continued.

Location

No PCR Fragment Primer Direction Sequence

Start End
275 F130K + R137K PCR F130K 129747 129774 F CACCTACGATTGTAGTTACCCAACCATG
276 F130K + R137K PCR B8M4p3p2R8 130733 130756 F CTATABAETAGCTAGCTTGTC
277 F130K + R137K PCR B8M4p3p2R9 131494 131515 F CCGATGATTGAACTGTGTC
278 F130K + R137K PCR B8RVpl 132259 132278 F CTTCTGCCATATITAGAG
279 F130K + R137K PCR B8RVp2 133006 133024 F CCCCAGACTCABGCTC
280 F130K + R137K PCR Aftorf34 R5 133787 133810 F GAATE&TIRACAGCTTCTTTATC
281 F130K + R137K PCR Aftorf34R5-3 134474 134496 F CCTTCSTTCGTGTATGTTCC
282 F130K + R137K PCR B8RVp3p1l-2 135788 135806 F CAACAGGTAGTCCACC
283 F130K + R137K PCR Aftorf34 R2 136531 136550 F GTTTE&AGGCAACTTATC
284 F130K + R137K PCR B8M4p3'-1 130901 130882 R CCCAACAAGTGCAGACG
285 F130K + R137K PCR Aftorf34F2'-1 136041 136022 R CGACCTCTGATGCAGACG
286 F130K + R137K PCR Sg1Rp2 135815 135791 R caatttgggacacagcctg
287 F137K + R1K PCR Aftorf34 R1-p3r 137350 137331 R GAGCTCTAAGAGGTAGG
288 F137K + R1IK PCR Aftorf34 R1-p2 137097 137115 F CTGAGAGGCGCAGACC
289 F137K + R1IK PCR Aftorf34 R1-p3 137464 137483 F GTCATGCCTGCTGAATC
290 F137K + R1IK PCR Aftorf34 R1-p4 137923 137941 F GAGAQGTGAACCCCTC
291 F137K + R1K PCR Aftorf34 R1-p5 138413 138435 F CTTARKGGTATAACAAGTATG
292 F137K + R1IK PCR Aftorf34 R1-p6 138868 138887 F GTT&ETAAGTTAGTGAG
293 F137K + R1IK PCR Aftorf34 R1-p7 139402 139420 F GCTABCTCAGTGATAAG
294 F137K + R1IK PCR Aftorf34 R1-p8 139978 139995 F CTCAIGCCACCTAAC
295 F137K + R1K PCR Aftorf34 R1-p9 140491 140510 F CAAMCICCTGAGTGCTCC
296 F137K + R1K PCR Aftorf34 R1-p10 141056 141073 F GTCBBTCTGACTTCC
297 F137K + R1K PCR Aftorf34 R1-p11 141648 141666 F CAGUECGCACTATTCAG
298 F137K + R1K PCR Aftorf34 R1-p12 213 229 F GTAGAACAAAGCCCC
299 F137K + R1K PCR orf34 F1' 899 918 F CCTGTACCTTCTTGORT

On the rows numbered 68 and 69 shown in page Bepsiused for mutation detection were shown.
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