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Figure S8. iPSCs induced by Oct4/KIf4 (OK) or Oct4/Sox2 (OS) are pluripotent. (A) Southern blotting analysis of
indicated colonies. Number of transgene integration were scored and shown at the bottom. (B) OK and OS
iPSCs express Nanog and Rex1. Scale bar, 100um. (C) Imprinted genes expression of iPSC lines derived in
iCD1 were examined by qRT-PCR. (D) Chimeric mouse generated from OS/OK iPSC lines were responsible for

& ¥ oK1 0a O<c
& &

®)
OC’)

the agouti coat color.

S R1
qjo

M
(kb)

15
10

7.5

5

2.5

Klf4
ES OS OK O-b O-a O-d

OK-1




	FS1 advanced protocol.pdf
	FS2 efficiency
	FS3 optimized
	FS4 4F
	FS5
	FS6 other cell type
	FS7
	FS8 OK and OS iPS



