Sequence Moifications
HFELKHLSSGOLLR Acetyl ()
Acetyl (k)
SKEAWDAGKFASEITPITISVK Aceyl ()
SFEKE Acetyl ()
DGLONEKSIVPTPVK Acetyl ()
DILGK Acetyl ()
IPVPEDKYTALVDQEEKEDVK Aceyl ()
SIAKEGFEKISK Acetyl (k)
VVAGVATALAHKYH Acetyl ()
SLEIGAPFSKGQPR Acetyl ()
ITKHFELK Acetyl ()

Acetyl (K);
DFGSFEKF! Acetyl ()
SAVSCLWAKVNPDEVGGEALGR Acetyl ()
RKOPEGTPYINHPIGVAR Acety! ()
ITKHFELKHLSSGOLLR 2 Acetyl (K)
YFPAFEKVLK Acetyl ()
VEAKFINYVK Acetyl ()
ARVSCLWGKVNSDEVGGEALGR Aceyl ()
KLEEEGEQFVKK Acetyl (k)
NRYFPAFEKVLK Acetyl ()
1QEVEKQLEK Acetyl ()
AGQSDKDVKYYTLEEIQK 2 acetyl (K)
PHOPIEN! Acetyl ()
IQEITEQUDITTSEYEKEKLNER Acetyl ()
QFEGIVTDLIKR Acetyl ()
GATPYGGVKLEDLIVK Aceyl ()
ALPGHLKPFETLLSONQGGK Acetyl (k)
AFPSYFSKGIPNVLR Acetyl ()
KeGH Acetyl (k)
AHGSVVKSEDYAFPTYADRR Acey! ()
EISKELLE Acetyl ()
EAWDAGKFASEITPITISVK Acetyl ()
DQWTKYEEDKFYLEPYLK Acetyl ()
ITKHFELKHLSSGOLLR Aceyl ()
DTPENNPDTPFDFTPENYKR Acetyl (k)
THPETLDKFOKFK Acetyl ()
AILNYIASKYNLYGK Acetyl ()
SVEARAELSAKDLK Aceyl ()
FGTKFGLOLK Acetyl ()
e Acetyl ()
WYTLEEIQKH Acetyl ()
GO Acetyl ()
KGEDFVKNMK

LAPEFAKR
DIKHDPSLQPWSASYDPGSAK

Acetyl(K),Oxidation (M)
Acetyl (K)

Acetyl ()
VYDLTKFLEEHPGGEEVLR Acetyl (k)
GDNPFPKNADGTVR Acetyl ()
AKWDSWNKLK Aceyl ()
AKWDSWINK Acetyl (k)
LFVOKIR Acetyl ()
STWVILHHKWYDLTK Aceyl ()
LCAATATILDKPEDR Acenyl ()
VLODKDYFLFR Acetyl ()
FFQKADGVPIHLK Acey! ()
LKETEVDVR Acenyl ()
WTKIVLPHSLPQQ Acetyl ()
ETGVDLTKONMALQR Acetyl(K),Oxication (M)
KHG Aceyl ()
FEQRADGVPIHLKR Acetyl (k)
IDLKDK Acetyl ()
DFSKVE Acetyl ()
HTISKFLQENLAPK Aceyl ()
QATVGDVNTDRPGLLDIKGK Acetyl (k)
HYGGLTGLNKAETARK Acetyl ()
TAMKYNLGLDLR Acety!(K),Oxication (M)
SUMTKWLAIPOHSR Acetyl(K)Oxidation ()
ITPFEEKMIAEAIPELK Acetyl (K
VEEDKFYLEPYLK Acetyl ()
IGIEIIK Acetyl ()
ALVSTKWLAES R Aceyl ()
KKYPYWPHPIENL Acetyl ()
AVTYTS: Acetyl ()
TAWELK! Acetyl ()
AVFEKTHEQUTPLVR Aceyl ()
FRVDLSPYPTISHINK Acetyl (k)
YODPEVOKDTK Acetyl ()
ANLVFKEIEK Acetyl ()
YVRPGGGFEPNFTLFEKCEVNGEK Aceyl ()
VPTOKYGAQTVR Acetyl ()
LLDASWYLPKLGR Acetyl ()
HLQTYGEHYPLOHFOK cetyl ()
SLGMIFEKR Acetyl(K),Oxidation ()
NAEKYAEEDRR Acetyl (k)
EGNHKPGTOYLKPPK Acetyl ()
NAEKYAEEDR Acetyl ()
MNPOSAFFQGKLK Acety!(K),0xidation (M)
EAFSLFDKDGDGTITTK Acetyl ()
AHGSVVKSEDYAFPTYADR Acetyl ()
(GVEVTVGHEQEEGGKWPYAGTAEATK Acewyl ()
LASLSEKPPAIDWAYYR Acetyl (k)
‘GKDIKGVSEIVHEGK Acetyl ()
KWYYNARGFNK Acetyl ()

EIPAKIIFEDDR

NILEKHSLDASQGTATGPR

Acetyl (K)
Acetyl (K),Oxidation (M)
Acetyl (K

Acetyl (K,
HQILPKDQWTK Acetyl (k)
VSFELFADKVPK Acetyl (k)
DASHPQFKEIOK Acetyl ()
TRYTKVLNEEER Acetyl ()

&
SAVSASSKWLDGFRK Acetyl (K)
KYTEQITNEKLDMVK Acetyl K)Oxidation (M)
SVDEVNYWDKQDHPISR Acetyl ()
YSQREDKYEEEIK Aceyl ()
LSAMPVPFTPELKPK Acetyl (K)Oxidation (M)
GVFTKELPSGK Acetyl
LLLPGELAKHAVSEGTK Acetyl ()
e KL Aceyl ()
TPAKEEDAFHFVSYVPVNGR Acetyl (K)
QUKEELGAQQPDIK Acetyl ()
KNPDSQYGELIEK
LLAKILNMSSGR Acetyl (K)Oxidation (M)
IGEKYVDMSAK Acetyl (K)Oxidation (M)
LAEKEKVDLLFLGK Acetyl ()
NGDLDEVKDYVAKGEDVNR Aceyl ()
ELSKTYIIGELHPDDR
YNKKEQESEVDMK Acetyl (K)Oxidation (M)
s Acetyl ()
GKYVTLIYTNYENGKNDYVK Aceyl ()
AAWGKIGGHGAEYGAEALER Acetyl ()
NQKLTATTOKQEQINTMTADLR 2 acetyl (€)
DGLANEKSIVPTPVKIR Acetyl ()
FGIAAKYQVDPDACFSAK Acety (k)
DFVK! Acetyl (K)Oxidation (M)
AKWDAWNALGSLPK Acetyl ()
SOKPOMAEIEKFDK Acetyl (K)Oxidation (M)
MQIFVKTLTGK Acetyl (K)Oxidation (M)
GUSEIVHEGKK
YODPEVAKDTK Acetyl ()
DTPTSAGPNSFNKGK Aceyl ()
ILEVVKDK Acetyl ()
DVKLAQFIEK Acetyl ()
GVNTGAVGSYIVDKDPEGTVQP Aceyl ()
o ® Aceny! ()
VEIEAIAVQGPFIKA Acetyl ()
\QFIEKAAASL Acetyl ()
IPGESTQKLSEVAK Aceyl ()
Acenyl ()
GMINTLVGYDLVPEPKIDAALR Acetyl ()
1QALLDKYNAEKPK Acetyl ()
QIYIGDVHPSDLKPK Aceyl ()
IDIAAKYK Acetyl (k)
DQWTKYEEDK Acetyl ()
TYTNLAMDLNSRK Acetyl ()
GELLEAIKR Acetyl (k)
SAEDEAADLPTKPTK Acetyl ()
DYTEMNDLOKR Acetyl (K)Oxidation (M)
KT 1 (k)
LALHELKTLTQCSWLLDGFPR Acetyl ()
NKVPELQKFFQK Aceyl ()
LKAYEAQTEPVLQYYOK Acetyl ()
CIPALDSLKPANEDQK Acetyl ()
NLGIGKITPFEEK Acey! ()
YEEDKFYLEPYLKEVIR Acetyl (k)
IKDPDAAKPEDWDER Acetyl ()

18040094
13407187
23041175
1637.8625
15617624,
13597544,
2408.1781
1297.6224
16439498
2177.0237
19269687
1783.8208
15248763
2423.2009
2084.0076
2786.4233
1935.0789
1687.9066
20289615
11245172
15978253
17097818
13227268

1223651
13786252
15617372
2914.4495
984.58555
12316812
2308.0859

18258483

Mass Error [ppm]

Proteins Protein Names. Gene Names. Uniprot
1PI00221769 3 alphariike 1 5
1PI00125460  ATP synthase- 6 Atps] P97450,081200
1PI00154054  Acetoacetyl-C Acatl Qsazri;esTer?
1PI00109109 5002:500-2;mCG_16695. P09671,03TIA2,03U
oA Iyase, x
1PID0263863 b 1 (Chaperonin 10;MCG117539; ;mCG_117539 Q64433,04K1L76
1PI00230507;1PIG ATP synthase subunit d, mitochondrial Atpsh QIDCX2A2ASKE
2 P63038,03KQP2;03
Z betar1 beta-maj ;i Hbb-b1;
IPIO0117914  Arginase-1;Liver-type arginase;Type | arginase;Arginase | Argt Q61176,037874,03L
1PI00221769 alpha: 5
3 thiol 22649 Q8BWTL,Q3TITo,Q3L
1PI00109109 500250d-2;mCG_16695 P0S671,03TIA2,03U
;i beta- _1413413
1PI00132959  HD domain-containing protein 3 Hdde3 Qgp114
1PI00221769 3 alpharlike 1 .
1PI00331241 YeGsT ! 2 P30115,0544Y6,09D
;i beta1 beta-mai subunit beta-1; * flanking Hbb-b1
pecifc lipid- protein P.chi;SCPS protein 2; protein X 15cp-2:5cp2: 1232020,
1PI00331241 YeGsT 2 . P30115,0544Y6,09D
wuoozaasw wmm synthase subunit d, mitochondrial Atpsh QIDCX2;A2A8KE
b5, isoform CRA_d Cyb5;CybSa;mCG_1553 P56395,054479
wmuz;osm 110 o synthase subunit , mitochondrial Q9DCX2;A2A8K4
i Y P63038,03KQP2;Q3L
1PI00133903 70Kka p E ;  mit 1
1PI00154054  Acetoacety-Ct Acatl Qsazri;eaTer?
;i P 1,GST class-pi;GST YF-YF; . 2,G5T-piA 2
1PI00224210 5K Ugerg Qscass
i P63035,03KQP2;Q3L
1PI00117978  C, aisoform 1, P19783
;i i ;serine p inhibitor :Dom3;
1PI0154054 Acati asazri;asrer?
;i Jex I subunit 5 Q9Cas4;090855
1PI00221769 alpharlike 1 e
;i [ubiquinone] flavopr 4 kDa subunit Ndufv2:Ndufv2 Q9D616,03U9L9;088
1PI00230760 isoform CRA_a protein Mb;mcG_23631 P04247,03UVB1
1PI00331241 YeiGsT X 2 P30115,0544Y6,09D
i Y Ptms;Puns Q9DOJ3;Q66IREQ80
' thiol ;22649 Q8BWTL,Q3TITS,Q3t
2 1 (Chaperonin 10;MCG117535; ;mCG_117539,C; 76,09
1PI00230113 ©y e b5;Cytochrome b-5, isoform CRA_d Cyb5;CybSa;mCG_1553 P56395,054479
i itochondrial CoxsaiCoxsa Q9D2W1;p12787
1PI00323592;1PIC Malate dehydrogenase, mitochondrial Mdh2;Mor1;Mdh2;Mor1 P08249,000F44;08C
1PI00221890 Ca3icar3
moozzzssz POMalt deydrogenase, micchondril Mdh2;Mor1;Mdh2;Morl P08249,Q00F44;08C
b5, isoform CRA ¢ Cyb5;CybSa;mCG_1553 P56395,054479
Z 1 member AL 77¢18.1-001;
1PI00130589;1PI0 Superoxide dismutase [Cu-Zn] Sod1 P08228

1PI00222430;1PIC Diazepam binding inhibitor, splice form 1b;MCG17804, isoform CRA_bjAcyl-CoA-binding protein;Diazepam-binding inhibitor;Endoze Dbi;mCG_17804;0bi;mCG_17804 QAVWZ5;P31786,03
1PI00222430;1PIC Diazepam binding infibitor, splice form 16;MCG17804, soform CRA_b;Acyl-CoA-binding protein;Diazepam-binding inhibitor;Endoze Dbi;mCG_17804;,0b,mCG_17804  QAVWZ5;P31786,03
itochondrial G

1PI00125460  ATP synthase-

CoxsaiCoxsa Q9D2W1,p12787

6 AtpS] P97450,081200
1PI00230113 €y ‘e b5;Cytochrome b-5, isoform CRA_d; CybsCybSa;mCG_1553 P56395,054479
1PI00230034 i protein DdtMCG_6002 035215,03UNI8.

1 (Chaperonin 10;MCG117535; ;mCG_11753 76,09

2 oA thiolase, A Q8BWTL,Q3TITO;Q3t
1PI00115949  Putative uncharacterized protein;Cox7a2l protein Cox7anl Q3UTR2Q99K06

1PI00117914  Arginase-1;Liver-type arginase;Type | arginase;Arginase | ArgL Q61176,037874,03L

IPIDO116896;1PI0 ABLATP synthase protein &;F-ATPase subunit &

1PI0013: 70Kka p i

G
AtpE;m AtpE;MtatpB;ATPE;ATPase PO3930,071CZ0
1

1PIO0117083  GrpE protein homolog 1, mitochondrial;Mt-GrpEH1;GrpE protein homolog Grpell Q99LP6;Q3UTES
1PI00115949  Putative uncharacterized protein;Cox7a2l protein coazl Q3U7R2;099K06

Z Y P63038,03KQP2;Q3
1PIO0154054  Acetoacetyl-Cc Acatl asazri;asrer?
1PI00471246  Isovaleryl-CoA dehydrogenase, mitochondrial wd IHIS

1PI00222430;1PIC Diazepam binding inhibitor, splice form 16;MCG17804, soform CRA_b;Acyl-Co-binding protein;Diazepam-binding inhibitor;Endoze Dbi;mCG_17804;,0b,mCG_17804  QAVWZ5P31786,03

1PI00114209 1,

_113582im:

GludGlud; smm P26443,0375Q7

P42125,08Q2V3,Q90

1PI0114416;1PI0 3, 2-trans-enoyl-
1PI00323592;1PIC Malate dehydrogenase, mitochondrial

Mm,mu,mum,mm P08249,Q00F44;08¢C

P63038,03KQP2;Q3L

. itochondria, isoform CRI TstmCG_13351 P52196,054550
1PI00230507;1PIG ATP synthase subunit d, mitochondrial Q9DCX2;A2A8K4

type 1PH28 type LF//L 918 Histane H2B type 1-M y H2b-jH2b-H2b-n; y
wvoonsasa I1PI0 AGLIATP synthase protein 8;F-ATPase subunit 8 AtPE;ML-ALpS;Mtatp8;ATPE;ATPase PO3930,71C20
1PI00111: | Isoform CRA_ i Apoaz;mCG_8635;Apoll P09813;03UKXG;Q6L
wloousun lone MNCb-6148, simlar Gstz1;Maai Q9WVLO;0911A0
1PI00133903 70kDa p i P 2  mit Grp75) 1

;i Tipid- ' PchisSCE protein 2; protein X 156p-25cp2 232020,
1PI00319652  C: 2 Gpxt P11352,Q5RIH8

y ;i FhFh1;mCG_AS64FhiFh1 P97807-1,797807.3

i Mpst;Mpst;mCG_13337 Q99199,03UW66,05
1PI00331555. Bekdha;mCG_7651 PS0136,03U311,099
1PI00116603; fom CRAPulaive u OLGCG_L0S54RFL3 382024200 PL1T25 054343088
1PI00133903 70KkDa pr E P . L mit ¥
IPIOD117914  Arginase-1;Liver-type arginase;Type | arginase;Arginase | gl Qﬁu7s,u}m7t;mt
1PI00133903 70Kka p i ;  mit
1PI00125460  ATP synthase-c 3 Atps) P97450,081200

pecifc lipid- protein P.chi;SCPGS protein 2; protein X 15cp-2:5ep2: 232020,

;i Calm;Calm1,Calm2;Calm3;Cam;Cam QITEH7,Q3THKS, Q31
1PI00117978  Cy form 1, P19783
1PI00133284  ES1 protein homolog, mitochondrial Di0Jhugle Q@172
1PI00230507;1PIG ATP synthase subunit d, mitochondrial Q9DCX2;A2A8K4
1PI00120451 i 2 ;i g . 5 127278 X

Jex I subunit X Q9Cas4;090855
1P00108185 protein 1 inhibitor 1;Protein kinase C- ;Hint PeiPheil
1PI00130589;1PI0 Superoxide dismutase (Cu-Zn] sod1 P08228
1PI00125460  ATP synthase- Atps] P97450,081200
Jex Il subunit Q9CQ84;090855

i lophilin ACycl ’ isomera Ppia;mCG_121511:RP23-196N14.9.P17742;Q3TE63,03U
1PI00757372
1PI00312058  Catalase Cas1;Cas-1,CatymCG_9645,RP23-261 P24270;Q3TVZ1,Q3T
1PI00154054  Acetoacetyl-C Acatl asazri;esTer?

i binding Complex Il subunit X 9Ca84;090855
1PI00331332 Q9CPPE;Q3CK78
1PI00331555. Bekdha;mCG_7651 PS0136,03U311,099

i Ipha-1 ;i 1, alpha, isoform CR Tpm1;Tpm-1,Tpma;mCG_1234;mC¢ PS8771-1,7587711
1PI00311626 protein 1 Q9u3s,03v272

y pe 128 type LF/I/L 918 Histone H28 type 1-Vif : (H2b-j;H2b-H2b-n; QBCGP2-2,Q8CGP2F
1PI00453777 : ting, mitochondrial F1 complex, ; 13014 Q9D309,Q4FK74,091

2 ~terminal hydrolase UCH37.Ubiquitin ¥
1PI00129164  Sepiapterin reductase spr Q64105,091XH5
1PI00331146  Cy . , . kiCmpk /Q88K17,08'
1PI00116222 Hibadh Q99LI3A0ZNI2
1PID0331332  Complex | subunit B3 @ 1 Q9CPP6;Q3CK78
1PI00118986 AtpS0;D12Wsu28e vmediaad
1PIO0121440;1PI0 Electron transfer flavoprotein subunit beta Etb agpew:
1PI00228583  Granule celldifferentiation protein;Myotrophin;Protein V-1 GedpiMi o
1PI00230113 €y b5, isoform Cyb5;CybSa;mCG_1553 P56395,0544
1PI0017005: ” iron-sulfur protein s, 3 kDa < NAufs&;mCG_3885 Q8K311,03UY05,Q51
1PI00132958 Acot13;Them2 Q9cara;asszv7
1PI00555023 P 1,GST class-pijGST YF-YF; 2 factor Gstp1;Gstpib P19157
1PI00469114 mANA ;Hba-al;Hbatl;Hba-a2: 57,061

i i TprmCG_8530,C77892;Tpr Q3UVRO;Q3VILSA7I

i A oA Iyase, X

i heat shock protein,

P63038,03KQP2;Q3L

1PI00323592;1PIC Malate dehydrogenase, mitochondrial

protein 1,Voltage:

Mdh2;Mor1;Mdh2;Morl P08249,000F44,08C

It 1 3,2-trans-enoy- QIWURZ,Q3TCD4,Qt
1PI00228757 i beta 4, X 6_11577C

1 B,MCG23377, soform CRA G13441,MC 233774
1PI00120451 P L protein; ;127278 X
1PI00133903 70Kka p i ;  mit X

: protein;MCG130899;PEST proteolytic signal containing Penp;mCG_130899;Pcnp. Q6P814;03TMB9;031
1PI00154054  Acetoacety-C: Qsazri;037ap;

i itochondrial CoxsaiCoxsa Q9D2W1p12787
1PI00469840 dehydrat: o factor 1 asczts
1PI00121319  Cysteine-rich protein 2;Heart LIM protein;Crip2 protein;Cysteine rich protein 2, isoform CRA_b Crip2;Crp2;HipimCG_15411 Q9DCTE;Q4FIU3
1PI00114209;1PI0 Glutamate dehydrogenase 1, mitochond Glud;Gludl P26443
1PIOD130640  Heat-responsive protein 12;Ribonuclease UK114 Hp12Hrsp12 iy
1PI0469840 dehydrat: o factor 1 s
1PI00119945  Nitrilase homolog 2;0mega-amidase NIT2 DI6ENdS02e;Nit2 qscmq QW2

omplex iy ytochrome c1 non-heme 11 kDa Ugerhy 5:002;Ugerh
itochondrial CoxsaiCorsa Q9D2W1,p12787
wvoosmsx 110 Caha\ast Ca(z\zse, soform CRA_a Cas1;Cas-1,CatymCG_9645,RP23-261 P24270,Q3TVZ1,Q3T
1P100: ndrial membrane protein CybSbiCybsm Q9CQX2,03THE4,Q3
wmuz;msn isoform CRA_a protein Mb;mCG_23631 P04247,03UVB1
1PI00130133 A Ubash3a;RP24-261118.1-001;RP24-; Q3TED7,Q3V3E 1,8t

i Ipha-1 ;i 1, alpha, isoform CR/ #mMCG_1234;mCE PS8
1PI00109109 5002i500:2,mCG_16695 POS671,03TIAZ,Q3

2 g Penp;mCG_130899;Pcnp. Q6P814,03TMB3;Q3t
1PI00319652  C: ¥ Goxt P11352,Q5RIH
1PI00114377 ) 7 Cox7a;Cox7a3Cox7al Pag771
1PI00177051 intranuclear g TprmCG_8530,C77892;Tpr Q3UVRO;Q3VALSA7I
1PI00221769 Y 3 alphariike 1 Q

7 13, 1/2/MCG121569, isoform CRA_a;Myosin, light polypeptide MylL;MyIfAC124389.4-001;mCG _1; POS977,054517,06P
1Pi001 teiniCe IiCoxTrp;Silg8l
1PIO0454045;1PI0 Enoyl-CoA hydratase 1noyl-CoA hydrat 21632
1PI00221769 3 alpharlike 1

P63038,03KQP2;Q3L

1PI00323592;1PIC Malate dehydrogenase, mitochondrial

Mdh2;Mor1;Mdh2;Morl mus aoqm 8¢

binding Complex Il subunit

1PI00123639  CalreguliniCalreticul

protein G mzn uswnz Qs

Charges

23
23
23




FAADAILER Acetyl (k)
VVSSIEQKTEGAEK Acetyl (k)
IQGKFR Acetyl (K)

ADKDYHFKVDNDENEHQUSLR
TUNDELEIEGMKFDR

Acetyl (K)
Acetyl(K),Oxidation (M)

VYINLDKETK Acetyl (K)
LGPNEQYKFYSVNVDYSK Acetyl (K)
AVLIDKDQTPK Acetyl (K)
ANVAKPGLVDDFEK Acetyl (K)
/ANLEKAQSELSGAADEAAR Acetyl (K)
FFPLEAWQIGKK Acetyl (K)
IAQAQGLKDGYR Acetyl (K)
YQLQSQENFEPFMK. Acetyl (K),Oxidation (M)
AQEIDQTNDFKNLR cety
VLKSHGQDVLVGH Acetyl (k)
‘QIESSDYDSSSSKGKK. 2 Acetyl (k)
EHGPVGLVHVGAHTNTTDKPREEK Acetyl (K)
/QKDTKNVPFK Acetyl (K)
ANTFVAELKGLOPAR Acetyl (k)
TGEEKYIEESAASKR Acetyl (K)
FGHTFCKYSEEMKK Acetyl (K),Oxidation (M)
SKEEYQKVLSK. Acetyl (K)
YTALVDQEEKEDVK Acetyl (K)
GGNEESTKTGNAGSR Acetyl (K)
T Acetyl (K)
AAYEAQTEPVLQYYQKK Acetyl (K)
PATEKHLQK Acetyl (K)
GKYVTLIYTNYENGK Acetyl (K)
VGGTSDVEVNEKKDR Acetyl (K)
/ANDSKYGLAAAVFTK Acetyl (K)
QUIEATNEFAKK Acetyl (K)
KLIAQC Acetyl (K)
EHCEQLEKCVK Acetyl (k)
VNTEFMKAAAR Acetyl (K),Oxidation (M)
VLSGEDKSNIK Acetyl (K)
LTTVLTTHHHWOHAGGNEKLVK Acetyl (K)
FVVEKAEQQK Acetyl (K)
'VVSSIEQKTEGAEKK Acetyl (K)

11746346
1545.7886
11156451
2614.2048
1979951
2002.0293
12636711
21920426
12686976
15437882
19719498
15048078
19059506
13607099
1845824
1732838
16268478
18288327
2649.3259
19639527
16428679
17388374
91256442
18488175
18169029
13797296

16738836

003033

1PI00124692  Transaldolase. TalTaldo;Taldo1 Q93092
1PID116498;1PI0 14-3. 522 YuhazYwhaz P63101,03UASS;08¢
1PI00462365  Purkinje cell potein &lke protein 1 Pepall Q6W8a3,a9CW2
i 7 P63038,03KQP2;03
1PI00278611 3 P21107-1,721107,8
/1PIO Complex. iron-sulfur protein 6, 13KD Ip13;Ndufss P52503
1PI00125929  Complex 1 Q62425
1PI00154047 hydrol hydrol Hibch asazst
1PI00230507,1PI0 ATP synthase subunit d, mitochondrial Atpsh Q9DOX2;A2A8KE
1PI00453777 3 itochondrial F1 complex, a4 Q9D309,04FK74,091

5_13
DdtMCG_6002

1PI00230034 protein 035215,03UNI8.
1PI00221769 3 alpharlike 1 2
1PI00133034 5 MCG19276 Hint2;mCG_19276
1PI00120451 14 ' ;i 4 5127278 X
1PI00471246  Isovaleryl-CoA dehydrogenase, mitochondrial wd Q9IS

;i YeiGsT
1PI0336376;1PIC Inhibitor of growth protein 4;p29INGA. Ing4;ing;Ing;ing4. Q8C0D7-1,08C007;C
1PIO0110843  Agmatinase, mitochondrial;Agmatine ureohydrolase;Agmat protein Agmat A2AS89,Q148N7,8F
1PI00133903 i protein 74;  mit
1PI00323592;1PIC Malate dehydrogenase, mitochondrial Mdh2;Mor1;Mdh2;Morl P08249,000F44;08C
1PI00131177 i 2 1 temt Q92210
1PIO0121440;1PI0 Electron transfer flavoprotein subunit beta Etb Qgpcwa

g 2 pura P42669,Q8C6€9
1PI0116154;1PI0 Cytochrome ¢ oxidase, subunit Vb;MCG17741, isoform CRA_ ;mMCG_17741;mCG_23026;RP: Q9D8B1;P19536

;i 5 | 15870;Msra Q9D6Y7;05€807,09
1PI00230507;1PIC ATP synthase subunit d, mitochondrial Atpsh QIDCK2;A2ABK
1PI00130589;1PI0 Superoxide dismutase (Cu-Zn] Sod1 Po82

y 3 protein  Chehd3;Chhd3 Q9CRES,Q91VG6,09
1PI00221769 3 alpharlike 1 5
1PI00555023 P 1,GST class-pi;GST g factor Gstpl;Gstpib P19157

i 7 P6303803KQP2;Q3L
Ipi00111218 ALDH Aldh2;mCG_16016 2

. itochondrial Cedc90b;CedcS0b Qscax2,a907CL;Q8!
1PI00132958 hi 2 Acot13;Them2 Q9CQR4;552V7

P10 Complex iy ytochrome c1 non-heme 11 kDa Ugerh P99028;A24909,088
1PI00130661 1,mCG_19720
1PI00469114. mRNA.; ;Hba-a Hbat1 Hba-a2
1PI00115866 hondrial Glo2;Hagh Q99KB8;Q3TMR4;Q3

protein 32;

CDNA 1700071K01 gene

1PI00116498;1PI0 143,

Ph;1700071K01RIKmCG_48927;PF
YwhazYwhaz

P67778,03UB75,055
P63101,03UASS;08¢



