Figure S6 Eichenlaub and Ettwiller 2011

Human_TTC29 1 TT T 52 Human_DOCK9 1 TCIG Human_CCDC46 1
Mouse 1CC G 52 Mouse 1 TCIGA! Mouse 1
Chicken 1TA T 52 Xenopus 1 CACC Chicken 1
Xenopus 1 AT C 52 Medaka_codingl 1 CAGC Xenopus 1
Ciona_savignyi 1 GT| A 52 Medaka_coding2 1 GCAC Medaka_coding 1
Medaka_RR 1AA G 50 Elephant_Shark 1 ATI A TG Elephant_Shark 1
Medaka_RR 1 CAGGGTT! GCC-TTCTCCTTC A Medaka_RR 1
Human_TTC29 100
Mouse 100
Chicken 100 ;uman_DOCKs 37 Human_CCDC46 51 C A
louse 37 Mouse C T
Xenopus - A 100 Xenopus 37 Chick c A
Ciona_savignyi --- T G 100 P . icken
Medaka RR GTCAA e ATAl 103 Medaka_codingl 37 Xenopus G| A
- Medaka_coding2 37 Medaka_coding A G
Human_TTC29 101 G-C GA.AGTCA 153 Elephant_Shark 37 --@8CcC Elephant_Shark G A
Mouse o1 AAGC Cc GAAGG ACA 153 Medaka_RR 51 ACEGTECEBEAGEBAGGA Medaka_RR TGTAG Gl
Chicken 101G 153
Xenopus 101 G 153 Human_DOCK9 83 102 Human_CCDC46 Al AATAT G
Ciona_savignyi 101 AAGACAC AATG AC 153 Mouse 83 102 Mouse A AATAT! G
Medaka_RR 104 CECCHlG- G 155 Xenopus 83 102 Chicken G - AG ATGGCAGAG
Medaka_codingl 83 102 Xenopus G - .T GTGTC T
Human_TTC29 154 Medaka_coding2 83 C 102 Medaka_coding C - GCCA CTGCAACAA
Mouse 154 Elephant_Shark 83 102 Elephant_Shark 99 G cr- cl ATAGT Al
Chicken 154 Medaka_RR 101 GlC 119 Medaka_RR 101 TEGCAAT GGTT T A G---TGGT-
Xenopus 154
Ciona_savignyi Human_CCDC46 147 A Al 183
Medaka RR 156 Mouse 147 A | 183
Chicken 147 G cc AGA- G 183
Human_TTC29 206 AC 224 Xenopus 147 GGC c ABG- c 183
Mouse 206 T 224 Medaka_coding 147 GC c 183
5:"1“)‘:‘75 ;gg : :g: Elephant_Shark 147 A T 183
Ciona_savignyi 206 U 224 Medaka_RR b C - 186
Medaka RR 208 ATBGATIGE- - HcAccaaBlc 224
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