
HSP90.1 --------MADVQMADAETFAFQAEINQLLSLIINTFYSNKEIFLRELISNSSDALDKIR
HSP90.2 -------------MADAETFAFQAEINQLLSLIINTFYSNKEIFLRELISNSSDALDKIR
human   MPEETQTQDQPMEEEEVETFAFQAEIAQLMSLIINTFYSNKEIFLRELISNSSDALDKIR

HSP90.1 FESLTDKSKLDGQPELFIRLVPDKSNKTLSIIDSGIGMTKADLVNNLGTIARSGTKEFME
HSP90.2 FESLTDKSKLDGQPELFIHIIPDKTNNTLTIIDSGIGMTKADLVNNLGTIARSGTKEFME
human   YESLTDPSKLDSGKELHINLIPNKQDRTLTIVDTGIGMTKADLINNLGTIAKSGTKAFME

HSP90.1 ALQAGADVSMIGQFGVGFYSAYLVAEKVVVTTKHNDDEQYVWESQAGGSFTVTRDVDGEP
HSP90.2 ALAAGADVSMIGQFGVGFYSAYLVADKVVVTTKHNDDEQYVWESQAGGSFTVTRDTSGET
human   ALQAGADISMIGQFGVGFYSAYLVAEKVTVITKHNDDEQYAWESSAGGSFTVRTDT-GEP

HSP90.1 LGRGTKITLFLKDDQLEYLEERRLKDLVKKHSEFISYPIYLWTEKTTEKEISDDEDEDEP
HSP90.2 LGRGTKMVLYLKEDQLEYLEERRLKDLVKKHSEFISYPISLWIEKTIEKEISDDEEEEE-
human   MGRGTKVILHLKEDQTEYLEERRIKEIVKKHSQFIGYPITLFVEKERDKEVSDDEAEEKE

HSP90.1 KKENEGEVEEVD-------------EEKEK---DGKKKKKIKEVSHEWELINKQKPIWLR
HSP90.2 KKDEEGKVEEVD-------------EEKEK---EEKKKKKIKEVSHEWDLVNKQKPIWMR
human   DKEEEKEKEEKESEDKPEIEDVGSDEEEEKKDGDKKKKKKIKEKYIDQEELNKTKPIWTR

HSP90.1 KPEEITKEEYAAFYKSLTNDWEDHLAVKHFSVEGQLEFKAILFVPKRAPFDLFDTRKKLN
HSP90.2 KPEEINKEEYAAFYKSLSNDWEEHLAVKHFSVEGQLEFKAILFVPKRAPFDLFDTKKKPN
human   NPDDITNEEYGEFYKSLTNDWEDHLAVKHFSVEGQLEFRALLFVPRRAPFDLFENRKKKN

HSP90.1 NIKLYVRRVFIMDNCEELIPEYLSFVKGVVDSDDLPLNISRETLQQNKILKVIRKNLVKK
HSP90.2 NIKLYVRRVFIMDNCEDIIPEYLGFVKGIVDSEDLPLNISRETLQQNKILKVIRKNLVKK
human   NIKLYVRRVFIMDNCEELIPEYLNFIRGVVDSEDLPLNISREMLQQSKILKVIRKNLVKK

HSP90.1 CIEMFNEIAENKEDYTKFYEAFSKNLKLGIHEDSQNRGKIADLLRYHSTKSGDEMTSFKD
HSP90.2 CLELFFEIAENKEDYNKFYEAFSKNLKLGIHEDSQNRTKIAELLRYHSTKSGDELTSLKD
human   CLELFTELAEDKENYKKFYEQFSKNIKLGIHEDSQNRKKLSELLRYYTSASGDEMVSLKD

HSP90.1 YVTRMKEGQKDIFYITGESKKAVENSPFLERLKKRGYEVLYMVDAIDEYAVGQLKEYDGK
HSP90.2 YVTRMKEGQNDIFYITGESKKAVENSPFLEKLKKKGIEVLYMVDAIDEYAIGQLKEFEGK
human   YCTRMKENQKHIYYITGETKDQVANSAFVERLRKHGLEVIYMIEPIDEYCVQQLKEFEGK

HSP90.1 KLVSATKEGLKLEDETEEEKKKREEKKKSFENLCKTIKEILGDKVEKVVVSDRIVDSPCC
HSP90.2 KLVSATKEGLKLD-ETEDEKKKKEELKEKFEGLCKVIKDVLGDKVEKVIVSDRVVDSPCC
human   TLVSVTKEGLELP-EDEEEKKKQEEKKTKFENLCKIMKDILEKKVEKVVVSNRLVTSPCC

HSP90.1 LVTGEYGWTANMERIMKAQALRDSSMSGYMSSKKTMEINPDNGIMEELRKRAEADKNDKS
HSP90.2 LVTGEYGWTANMERIMKAQALRDSSMAGYMSSKKTMEINPENSIMDELRKRADADKNDKS
human   IVTSTYGWTANMERIMKAQALRDNSTMGYMAAKKHLEINPDHSIIETLRQKAEADKNDKS

HSP90.1 VKDLVMLLYETALLTSGFSLDEPNTFAARIHRMLKLGLSIDEDENVEEDG------DMPE
HSP90.2 VKDLVLLLFETALLTSGFSLDEPNTFGSRIHRMLKLGLSIDDDDAVEADA------EMPP
human   VKDLVILLYETALLSSGFSLEDPQTHANRIYRMIKLGLGIDEDDPTADDTSAAVTEEMPP

HSP90.1 LEEDAAEE-SKMEEVD
HSP90.2 LEDDADAEGSKMEEVD
human   LEGDDDTS--RMEEVD

Supplemental Figure 1: Amino acid sequence aligmment of cytoplasmic Hsp90 proteins from Arabidopsis
 (HSP90.1, HSP90.2) and human Hsp90. The peptide used in CyP40 interaction experiments is underlined
in red.  The MEEVD sequenced is boxed in green. 


