
Figure S5
ct-hIFNAR1      IVGICIALFALPFVIYAAKVFLRCINYVFFPSLKPSSSIDE-YFSEQPLKNLLLSTSEEQ 

ct-zCRFB5       LALVLVFLLVLLLFLCSYRTF-QTFKSVCRPSAQLPAHIQELWLSDADTPQILL--SKEC 

                :. : : *:.* :.: : :.* : :: *  ** : .: *:* ::*:    ::**  *:*  

 

ct-hIFNAR1      IEKCFIIENISTIATVEETNQTDEDHKKYSSQTSQDSGNYSNEDESESKTSEELQ----- 

ct-zCRFB5       VCEHMDVALVCAVDTHIPEEPQDSGGCSSDTHSSGDSGVYSEEDSATHTHSHSLSLKNTH 

                : : : :  :.:: *    :  *..  . .:::* *** **:**.:  . *..*.      

 

ct-hIFNAR1      --------QDFV 

ct-zCRFB5       THDHTLLLTDTL 

                         * :  

 
 
Figure S5: A conserved DSGXYS motif is present in the zebrafish ortholog of IFNAR1. Alignment of the cytoplasmic tail of hIFNAR1 (ct-hIFNAR1) and the zebrafish CRFB5 (ct-zCRFB5) is done as in Fig. S4. The conserved βTrcp site is highlighted in yellow. 




