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Figure S5: A conserved DSGXYS motif is present in the zebrafish ortholog of IFNAR1.
Alignment of the cytoplasmic tail of hIFNAR1 (cthIFNAR1) and the zebrafish CRFB5
(ctzCRFBS5) is done as in Fig. S4. The conserved BTrcp site is highlighted in yellow.





