
Analysis Information
Report Type Protein-Peptide Summary by Spot Analysis Type Combined (MS+MS/MS)
Sample Set Name RAJA110207 Database NCBInr
Analysis Name Sheep Creation Date #######
Reported By 02/17/2011 11:45:57 - admin Last Modified #######

MS Acq. : Proc. Methods (Unspecified) : (Unspecified)
Interpretation Method (Unspecified)

Gel Idx/Pos 2/A3 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 elongation factor 2 [Callithrix jacchus] gi|297206888 95249.9 6.41 23 672 100 519 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4021 -0.1072 -120 499 506 FSVSPVVR Mascot
969.5475 969.4302 -0.1173 -121 717 726 GGGQIIPTAR Mascot
1013.501 1013.3802 -0.1208 -119 240 249 GEGQLGPAER Mascot

1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR Mascot
1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR 53 98.373 Mascot
1107.6409 1107.4938 -0.1471 -133 416 426 VFSGLVSTGLK Mascot
1125.6487 1125.5104 -0.1383 -123 717 727 GGGQIIPTARR Mascot
1138.5164 1138.3916 -0.1248 -110 639 647 YEWDVAEAR Mascot
1208.5034 1208.3651 -0.1383 -114 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3469 -0.1514 -124 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5653 -0.145 -114 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR 78 99.995 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6438 -0.1615 -115 439 449 KEDLYLKPIQR Mascot
1430.7386 1430.5764 -0.1622 -113 236 249 FAAKGEGQLGPAER Mascot
1525.7434 1525.5677 -0.1757 -115 260 272 LWGDRYFDPATGK Mascot
1534.8158 1534.6367 -0.1791 -117 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR 52 97.914 Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5674 -0.1921 -118 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR 84 99.999 Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR 117 100 Mascot
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS 31 0 Mascot

AR
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR 104 100 Mascot
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR Mascot
2233.1321 2232.873 -0.2591 -116 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.7966 -0.2715 -117 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.7991 -0.2639 -113 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2498.1438 2497.9197 -0.2241 -90 677 698 DSVVAGFQWATKEGALC Carbamidomethyl (C)[17] Mascot

EENMR
2576.3057 2576.0083 -0.2974 -115 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR

2 elongation factor 2 [Homo sapiens] gi|4503483 95277 6.41 22 662 100 519 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4021 -0.1072 -120 499 506 FSVSPVVR Mascot
969.5475 969.4302 -0.1173 -121 717 726 GGGQIIPTAR Mascot
1013.501 1013.3802 -0.1208 -119 240 249 GEGQLGPAER Mascot

1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR Mascot
1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR 53 98.373 Mascot
1107.6409 1107.4938 -0.1471 -133 416 426 VFSGLVSTGLK Mascot
1125.6487 1125.5104 -0.1383 -123 717 727 GGGQIIPTARR Mascot
1138.5164 1138.3916 -0.1248 -110 639 647 YEWDVAEAR Mascot
1208.5034 1208.3651 -0.1383 -114 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3469 -0.1514 -124 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5653 -0.145 -114 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR 78 99.995 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6438 -0.1615 -115 439 449 KEDLYLKPIQR Mascot
1430.7386 1430.5764 -0.1622 -113 236 249 FAAKGEGQLGPAER Mascot
1534.8158 1534.6367 -0.1791 -117 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR 52 97.914 Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5674 -0.1921 -118 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR 84 99.999 Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR 117 100 Mascot
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS 31 0 Mascot

AR
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR 104 100 Mascot
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR Mascot
2233.1321 2232.873 -0.2591 -116 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.7966 -0.2715 -117 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.7991 -0.2639 -113 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2498.1438 2497.9197 -0.2241 -90 677 698 DSVVAGFQWATKEGALC Carbamidomethyl (C)[17] Mascot

EENMR
2576.3057 2576.0083 -0.2974 -115 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR

3 PREDICTED: elongation factor 2 [Macaca mulatta] gi|297275803 95262.9 6.41 22 661 100 519 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.4578 890.4021 -0.0557 -63 276 284 SATSPDGKK Mascot
969.5475 969.4302 -0.1173 -121 717 726 GGGQIIPTAR Mascot
1013.501 1013.3802 -0.1208 -119 240 249 GEGQLGPAER Mascot

1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR Mascot
1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR 53 98.373 Mascot
1107.6409 1107.4938 -0.1471 -133 416 426 VFSGLVSTGLK Mascot
1125.6487 1125.5104 -0.1383 -123 717 727 GGGQIIPTARR Mascot
1138.5164 1138.3916 -0.1248 -110 639 647 YEWDVAEAR Mascot
1208.5034 1208.3651 -0.1383 -114 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3469 -0.1514 -124 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5653 -0.145 -114 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR 78 99.995 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot



1402.8053 1402.6438 -0.1615 -115 439 449 KEDLYLKPIQR Mascot
1430.7386 1430.5764 -0.1622 -113 236 249 FAAKGEGQLGPAER Mascot
1534.8158 1534.6367 -0.1791 -117 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR 52 97.914 Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5674 -0.1921 -118 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR 84 99.999 Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR 117 100 Mascot
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS 31 0 Mascot

AR
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR 104 100 Mascot
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR Mascot
2233.1321 2232.873 -0.2591 -116 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.7966 -0.2715 -117 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.7991 -0.2639 -113 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2498.1438 2497.9197 -0.2241 -90 677 698 DSVVAGFQWATKEGALC Carbamidomethyl (C)[17] Mascot

EENMR
2576.3057 2576.0083 -0.2974 -115 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR

4 RecName: Full=Elongation factor 2; Short=EF-2 gi|298286925 95235.8 6.22 21 652 100 519 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4021 -0.1072 -120 499 506 FSVSPVVR Mascot
969.5475 969.4302 -0.1173 -121 717 726 GGGQIIPTAR Mascot
1013.501 1013.3802 -0.1208 -119 240 249 GEGQLGPAER Mascot

1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR Mascot
1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR 53 98.373 Mascot
1125.6487 1125.5104 -0.1383 -123 717 727 GGGQIIPTARR Mascot
1138.5164 1138.3916 -0.1248 -110 639 647 YEWDVAEAR Mascot
1208.5034 1208.3651 -0.1383 -114 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3469 -0.1514 -124 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5653 -0.145 -114 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR 78 99.995 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6438 -0.1615 -115 439 449 KEDLYLKPIQR Mascot
1430.7386 1430.5764 -0.1622 -113 236 249 FAAKGEGQLGPAER Mascot
1534.8158 1534.6367 -0.1791 -117 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR 52 97.914 Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5674 -0.1921 -118 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR 84 99.999 Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR 117 100 Mascot
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS 31 0 Mascot

AR
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR 104 100 Mascot
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR Mascot
2233.1321 2232.873 -0.2591 -116 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.7966 -0.2715 -117 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.7991 -0.2639 -113 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2498.1438 2497.9197 -0.2241 -90 677 698 DSVVAGFQWATKEGALC Carbamidomethyl (C)[17] Mascot

EENMR
2576.3057 2576.0083 -0.2974 -115 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR

5 elongation factor 2 [Cricetulus griseus] gi|600159 95248.9 6.41 21 651 100 519 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4021 -0.1072 -120 499 506 FSVSPVVR Mascot
969.5475 969.4302 -0.1173 -121 717 726 GGGQIIPTAR Mascot
1013.501 1013.3802 -0.1208 -119 240 249 GEGQLGPAER Mascot

1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR Mascot
1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR 53 98.373 Mascot
1125.6487 1125.5104 -0.1383 -123 717 727 GGGQIIPTARR Mascot
1138.5164 1138.3916 -0.1248 -110 639 647 YEWDVAEAR Mascot
1208.5034 1208.3651 -0.1383 -114 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3469 -0.1514 -124 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5653 -0.145 -114 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR 78 99.995 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6438 -0.1615 -115 439 449 KEDLYLKPIQR Mascot
1430.7386 1430.5764 -0.1622 -113 236 249 FAAKGEGQLGPAER Mascot
1534.8158 1534.6367 -0.1791 -117 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR 52 97.914 Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5674 -0.1921 -118 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR 84 99.999 Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR 117 100 Mascot
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS 31 0 Mascot

AR
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR 104 100 Mascot
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR Mascot
2233.1321 2232.873 -0.2591 -116 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.7966 -0.2715 -117 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.7991 -0.2639 -113 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2498.1438 2497.9197 -0.2241 -90 677 698 DSVVAGFQWATKEGALC Carbamidomethyl (C)[17] Mascot

EENMR
2576.3057 2576.0083 -0.2974 -115 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR

6 PREDICTED: elongation factor 2-like [Ailuropoda gi|301786208 95233 6.51 21 650 100 519 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.4578 890.4021 -0.0557 -63 276 284 SATSPDGKK Mascot
969.5475 969.4302 -0.1173 -121 717 726 GGGQIIPTAR Mascot
1013.501 1013.3802 -0.1208 -119 240 249 GEGQLGPAER Mascot

1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR Mascot
1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR 53 98.373 Mascot
1107.6409 1107.4938 -0.1471 -133 416 426 VFSGLVSTGLK Mascot
1125.6487 1125.5104 -0.1383 -123 717 727 GGGQIIPTARR Mascot



1125.5104 Mascot
1138.5164 1138.3916 -0.1248 -110 639 647 YEWDVAEAR Mascot
1208.5034 1208.3651 -0.1383 -114 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3469 -0.1514 -124 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5653 -0.145 -114 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR 78 99.995 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6438 -0.1615 -115 439 449 KEDLYLKPIQR Mascot
1430.7386 1430.5764 -0.1622 -113 236 249 FAAKGEGQLGPAER Mascot
1534.8158 1534.6367 -0.1791 -117 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR 52 97.914 Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5674 -0.1921 -118 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR 84 99.999 Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR 117 100 Mascot
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS 31 0 Mascot

AR
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR 104 100 Mascot
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR Mascot
2327.0681 2326.7966 -0.2715 -117 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.7991 -0.2639 -113 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2498.1438 2497.9197 -0.2241 -90 677 698 DSVVAGFQWATKEGALC Carbamidomethyl (C)[17] Mascot

EENMR
2576.3057 2576.0083 -0.2974 -115 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR

7 elongation factor 2 [Cricetulus griseus] gi|304505 95262.9 6.41 19 632 100 519 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4021 -0.1072 -120 499 506 FSVSPVVR Mascot
969.5475 969.4302 -0.1173 -121 717 726 GGGQIIPTAR Mascot
1013.501 1013.3802 -0.1208 -119 240 249 GEGQLGPAER Mascot

1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR Mascot
1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR 53 98.373 Mascot
1125.6487 1125.5104 -0.1383 -123 717 727 GGGQIIPTARR Mascot
1138.5164 1138.3916 -0.1248 -110 639 647 YEWDVAEAR Mascot
1208.5034 1208.3651 -0.1383 -114 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3469 -0.1514 -124 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR 78 99.995 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1430.7386 1430.5764 -0.1622 -113 236 249 FAAKGEGQLGPAER Mascot
1534.8158 1534.6367 -0.1791 -117 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR 52 97.914 Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5674 -0.1921 -118 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR 84 99.999 Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR 117 100 Mascot
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS 31 0 Mascot

AR
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR 104 100 Mascot
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR Mascot
2233.1321 2232.873 -0.2591 -116 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.7966 -0.2715 -117 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.7991 -0.2639 -113 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2498.1438 2497.9197 -0.2241 -90 677 698 DSVVAGFQWATKEGALC Carbamidomethyl (C)[17] Mascot

EENMR
2576.3057 2576.0083 -0.2974 -115 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR

8 elongation factor 2 [Cricetus cricetus] gi|387049 95334.9 6.31 19 628 100 519 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4021 -0.1072 -120 499 506 FSVSPVVR Mascot
1013.501 1013.3802 -0.1208 -119 240 249 GEGQLGPAER Mascot

1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR Mascot
1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR 53 98.373 Mascot
1138.5164 1138.3916 -0.1248 -110 639 647 YEWDVAEAR Mascot
1208.5034 1208.3651 -0.1383 -114 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3469 -0.1514 -124 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5653 -0.145 -114 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR 78 99.995 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6438 -0.1615 -115 439 449 KEDLYLKPIQR Mascot
1430.7386 1430.5764 -0.1622 -113 236 249 FAAKGEGQLGPAER Mascot
1534.8158 1534.6367 -0.1791 -117 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR 52 97.914 Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5674 -0.1921 -118 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR 84 99.999 Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR 117 100 Mascot
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS 31 0 Mascot

AR
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR 104 100 Mascot
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR Mascot
2233.1321 2232.873 -0.2591 -116 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.7966 -0.2715 -117 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.7991 -0.2639 -113 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2498.1438 2497.9197 -0.2241 -90 677 698 DSVVAGFQWATKEGALC Carbamidomethyl (C)[17] Mascot

EENMR
2576.3057 2576.0083 -0.2974 -115 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR

9 elongation factor 2 [Rattus norvegicus] gi|8393296 95222.9 6.41 19 627 100 519 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4021 -0.1072 -120 499 506 FSVSPVVR Mascot
969.5475 969.4302 -0.1173 -121 717 726 GGGQIIPTAR Mascot

1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR Mascot
1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR 53 98.373 Mascot
1125.6487 1125.5104 -0.1383 -123 717 727 GGGQIIPTARR Mascot
1138.5164 1138.3916 -0.1248 -110 639 647 YEWDVAEAR Mascot
1208.5034 1208.3651 -0.1383 -114 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot



1224.4983 1224.3469 -0.1514 -124 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5653 -0.145 -114 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR 78 99.995 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6438 -0.1615 -115 439 449 KEDLYLKPIQR Mascot
1534.8158 1534.6367 -0.1791 -117 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR 52 97.914 Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5674 -0.1921 -118 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR 84 99.999 Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR 117 100 Mascot
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS 31 0 Mascot

AR
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR 104 100 Mascot
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR Mascot
2233.1321 2232.873 -0.2591 -116 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.7966 -0.2715 -117 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.7991 -0.2639 -113 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2498.1438 2497.9197 -0.2241 -90 677 698 DSVVAGFQWATKEGALC Carbamidomethyl (C)[17] Mascot

EENMR
2576.3057 2576.0083 -0.2974 -115 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR

10 unnamed protein product [Mus musculus] gi|74181334 95261.8 6.38 19 626 100 519 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4021 -0.1072 -120 499 506 FSVSPVVR Mascot
969.5475 969.4302 -0.1173 -121 717 726 GGGQIIPTAR Mascot

1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR Mascot
1091.5844 1091.4508 -0.1336 -122 2 10 VNFTVDQIR 53 98.373 Mascot
1125.6487 1125.5104 -0.1383 -123 717 727 GGGQIIPTARR Mascot
1138.5164 1138.3916 -0.1248 -110 639 647 YEWDVAEAR Mascot
1208.5034 1208.3651 -0.1383 -114 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3469 -0.1514 -124 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5653 -0.145 -114 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR 78 99.995 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5527 -0.162 -118 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6438 -0.1615 -115 439 449 KEDLYLKPIQR Mascot
1534.8158 1534.6367 -0.1791 -117 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR 52 97.272 Mascot
1615.7645 1615.5801 -0.1844 -114 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5674 -0.1921 -118 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6367 -0.2017 -116 634 647 YLAEKYEWDVAEAR 84 99.998 Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR Mascot
1799.8962 1799.6888 -0.2074 -115 786 801 AYLPVNESFGFTADLR 117 100 Mascot
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2143.0779 2142.834 -0.2439 -114 606 625 ARPFPDGLAEDIDKGEVS 31 0 Mascot

AR
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR 104 100 Mascot
2220.1545 2219.895 -0.2595 -117 163 180 ALLELQLEPEELYQTFQR Mascot
2233.1321 2232.873 -0.2591 -116 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.7966 -0.2715 -117 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.7991 -0.2639 -113 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2498.1438 2497.9197 -0.2241 -90 677 698 DSVVAGFQWATKEGALC Carbamidomethyl (C)[17] Mascot

EENMR
2576.3057 2576.0083 -0.2974 -115 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR

Gel Idx/Pos 16/A4 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 elongation factor 2 [Bos taurus] gi|115497900 95307 6.41 27 823 100 577 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4191 -0.0902 -101 499 506 FSVSPVVR Mascot
922.4628 922.3605 -0.1023 -111 573 580 SDPVVSYR Mascot
969.5475 969.4484 -0.0991 -102 717 726 GGGQIIPTAR Mascot
1013.501 1013.3998 -0.1012 -100 240 249 GEGQLGPAER Mascot

1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR Mascot
1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR 60 99.607 Mascot
1107.6409 1107.5142 -0.1267 -114 416 426 VFSGLVSTGLK Mascot
1138.5164 1138.4023 -0.1141 -100 639 647 YEWDVAEAR Mascot
1208.5034 1208.387 -0.1164 -96 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3759 -0.1224 -100 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5836 -0.1267 -99 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR 66 99.883 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6671 -0.1382 -99 439 449 KEDLYLKPIQR Mascot
1444.7682 1444.6219 -0.1463 -101 846 858 EGIPALDNFLDKL Mascot
1494.8025 1494.6416 -0.1609 -108 288 299 TFCQLILDPIFK Carbamidomethyl (C)[3] Mascot
1534.8158 1534.6658 -0.15 -98 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR 64 99.827 Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5951 -0.1644 -101 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR 114 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR 124 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR Mascot
1975.9946 1975.7948 -0.1998 -101 768 785 GHVFEETQVAGTPMFVV Mascot

K
2132.0957 2131.8884 -0.2073 -97 767 785 RGHVFEETQVAGTPMFV Mascot

VK
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS 50 95.41 Mascot

AR
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR Mascot
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR 100 100 Mascot
2233.1321 2232.9185 -0.2136 -96 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.842 -0.2261 -97 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.8398 -0.2232 -95 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2353.2185 2352.99 -0.2285 -97 668 688 GVQYLNEIKDSVVAGFQ Mascot

WATK
2462.2629 2462.0879 -0.175 -71 121 144 VTDGALVVVDCVSGVCV Mascot



QTETVLR
2576.3057 2576.0515 -0.2542 -99 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR
2817.4053 2817.1223 -0.283 -100 94 120 DGSGFLINLIDSPGHVDF Mascot

SSEVTAALR
2989.5525 2989.2532 -0.2993 -100 740 765 LMEPIYLVEIQCPEQVVG Carbamidomethyl (C)[12] Mascot

GIYGVLNR

2 RecName: Full=Elongation factor 2; Short=EF-2 gi|298286925 95235.8 6.22 24 776 100 577 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4191 -0.0902 -101 499 506 FSVSPVVR Mascot
922.4628 922.3605 -0.1023 -111 573 580 SDPVVSYR Mascot
969.5475 969.4484 -0.0991 -102 717 726 GGGQIIPTAR Mascot
1013.501 1013.3998 -0.1012 -100 240 249 GEGQLGPAER Mascot

1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR Mascot
1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR 60 99.607 Mascot
1138.5164 1138.4023 -0.1141 -100 639 647 YEWDVAEAR Mascot
1208.5034 1208.387 -0.1164 -96 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3759 -0.1224 -100 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5836 -0.1267 -99 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR 66 99.883 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6671 -0.1382 -99 439 449 KEDLYLKPIQR Mascot
1444.7682 1444.6219 -0.1463 -101 846 858 EGIPALDNFLDKL Mascot
1494.8025 1494.6416 -0.1609 -108 288 299 TFCQLILDPIFK Carbamidomethyl (C)[3] Mascot
1534.8158 1534.6658 -0.15 -98 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR 64 99.827 Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5951 -0.1644 -101 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR 114 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR 124 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR Mascot
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS 50 95.41 Mascot

AR
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR Mascot
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR 100 100 Mascot
2233.1321 2232.9185 -0.2136 -96 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.842 -0.2261 -97 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.8398 -0.2232 -95 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2353.2185 2352.99 -0.2285 -97 668 688 GVQYLNEIKDSVVAGFQ Mascot

WATK
2462.2629 2462.0879 -0.175 -71 121 144 VTDGALVVVDCVSGVCV Mascot

2462.0879 Mascot
QTETVLR

2576.3057 2576.0515 -0.2542 -99 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot
QTETVLR

2817.4053 2817.1223 -0.283 -100 94 120 DGSGFLINLIDSPGHVDF Mascot
SSEVTAALR

2989.5525 2989.2532 -0.2993 -100 740 765 LMEPIYLVEIQCPEQVVG Carbamidomethyl (C)[12] Mascot
GIYGVLNR

3 PREDICTED: elongation factor 2-like [Ailuropoda gi|301786208 95233 6.51 24 775 100 577 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.4578 890.4191 -0.0387 -43 276 284 SATSPDGKK Mascot
922.4628 922.3605 -0.1023 -111 573 580 SDPVVSYR Mascot
969.5475 969.4484 -0.0991 -102 717 726 GGGQIIPTAR Mascot
1013.501 1013.3998 -0.1012 -100 240 249 GEGQLGPAER Mascot

1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR Mascot
1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR 60 99.607 Mascot
1107.6409 1107.5142 -0.1267 -114 416 426 VFSGLVSTGLK Mascot
1138.5164 1138.4023 -0.1141 -100 639 647 YEWDVAEAR Mascot
1208.5034 1208.387 -0.1164 -96 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3759 -0.1224 -100 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5836 -0.1267 -99 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR 66 99.883 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6671 -0.1382 -99 439 449 KEDLYLKPIQR Mascot
1444.7682 1444.6219 -0.1463 -101 846 858 EGIPALDNFLDKL Mascot
1494.8025 1494.6416 -0.1609 -108 288 299 TFCQLILDPIFK Carbamidomethyl (C)[3] Mascot
1534.8158 1534.6658 -0.15 -98 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR 64 99.827 Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5951 -0.1644 -101 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR 114 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR 124 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR Mascot
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS 50 95.41 Mascot

AR
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR Mascot

2219.9341 Mascot
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR 100 100 Mascot
2327.0681 2326.842 -0.2261 -97 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.8398 -0.2232 -95 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2353.2185 2352.99 -0.2285 -97 668 688 GVQYLNEIKDSVVAGFQ Mascot

WATK
2462.2629 2462.0879 -0.175 -71 121 144 VTDGALVVVDCVSGVCV Mascot

QTETVLR
2576.3057 2576.0515 -0.2542 -99 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR
2817.4053 2817.1223 -0.283 -100 94 120 DGSGFLINLIDSPGHVDF Mascot

SSEVTAALR
2989.5525 2989.2532 -0.2993 -100 740 765 LMEPIYLVEIQCPEQVVG Carbamidomethyl (C)[12] Mascot

GIYGVLNR

4 elongation factor 2 [Pongo abelii] gi|197099082 95248.9 6.41 24 774 100 577 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4191 -0.0902 -101 499 506 FSVSPVVR Mascot
922.4628 922.3605 -0.1023 -111 573 580 SDPVVSYR Mascot
969.5475 969.4484 -0.0991 -102 717 726 GGGQIIPTAR Mascot
1013.501 1013.3998 -0.1012 -100 240 249 GEGQLGPAER Mascot

1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR Mascot
1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR 60 99.607 Mascot
1107.6409 1107.5142 -0.1267 -114 416 426 VFSGLVSTGLK Mascot
1138.5164 1138.4023 -0.1141 -100 639 647 YEWDVAEAR Mascot
1208.5034 1208.387 -0.1164 -96 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3759 -0.1224 -100 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5836 -0.1267 -99 440 449 EDLYLKPIQR Mascot



1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR 66 99.883 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6671 -0.1382 -99 439 449 KEDLYLKPIQR Mascot
1444.7682 1444.6219 -0.1463 -101 846 858 EGIPALDNFLDKL Mascot
1494.8025 1494.6416 -0.1609 -108 288 299 TFCQLILDPIFK Carbamidomethyl (C)[3] Mascot
1534.8158 1534.6658 -0.15 -98 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR 64 99.827 Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5951 -0.1644 -101 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR 114 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR 124 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR Mascot
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS 50 95.41 Mascot

AR
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR Mascot
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR 100 100 Mascot
2233.1321 2232.9185 -0.2136 -96 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.842 -0.2261 -97 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.8398 -0.2232 -95 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2353.2185 2352.99 -0.2285 -97 668 688 GVQYLNEIKDSVVAGFQ Mascot

WATK
2462.2629 2462.0879 -0.175 -71 121 144 VTDGALVVVDCVSGVCV Mascot

QTETVLR
2576.3057 2576.0515 -0.2542 -99 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR
2989.5525 2989.2532 -0.2993 -100 740 765 LMEPIYLVEIQCPEQVVG Carbamidomethyl (C)[12] Mascot

GIYGVLNR

5 PREDICTED: elongation factor 2 [Macaca mulatta] gi|297275803 95262.9 6.41 24 773 100 577 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.4578 890.4191 -0.0387 -43 276 284 SATSPDGKK Mascot
922.4628 922.3605 -0.1023 -111 573 580 SDPVVSYR Mascot
969.5475 969.4484 -0.0991 -102 717 726 GGGQIIPTAR Mascot
1013.501 1013.3998 -0.1012 -100 240 249 GEGQLGPAER Mascot

1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR Mascot
1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR 60 99.607 Mascot
1107.6409 1107.5142 -0.1267 -114 416 426 VFSGLVSTGLK Mascot
1138.5164 1138.4023 -0.1141 -100 639 647 YEWDVAEAR Mascot
1208.5034 1208.387 -0.1164 -96 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3759 -0.1224 -100 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5836 -0.1267 -99 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR 66 99.883 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6671 -0.1382 -99 439 449 KEDLYLKPIQR Mascot
1444.7682 1444.6219 -0.1463 -101 846 858 EGIPALDNFLDKL Mascot
1494.8025 1494.6416 -0.1609 -108 288 299 TFCQLILDPIFK Carbamidomethyl (C)[3] Mascot
1534.8158 1534.6658 -0.15 -98 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR 64 99.827 Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5951 -0.1644 -101 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR 114 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR 124 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR Mascot
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS 50 95.41 Mascot

AR
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR Mascot
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR 100 100 Mascot
2233.1321 2232.9185 -0.2136 -96 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.842 -0.2261 -97 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.8398 -0.2232 -95 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2353.2185 2352.99 -0.2285 -97 668 688 GVQYLNEIKDSVVAGFQ Mascot

WATK
2462.2629 2462.0879 -0.175 -71 121 144 VTDGALVVVDCVSGVCV Mascot

QTETVLR
2576.3057 2576.0515 -0.2542 -99 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR
2989.5525 2989.2532 -0.2993 -100 740 765 LMEPIYLVEIQCPEQVVG Carbamidomethyl (C)[12] Mascot

GIYGVLNR

6 unnamed protein product [Mus musculus] gi|74213791 95206.9 6.41 23 761 100 577 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4191 -0.0902 -101 499 506 FSVSPVVR Mascot
922.4628 922.3605 -0.1023 -111 573 580 SDPVVSYR Mascot
969.5475 969.4484 -0.0991 -102 717 726 GGGQIIPTAR Mascot

1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR Mascot
1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR 60 99.607 Mascot
1138.5164 1138.4023 -0.1141 -100 639 647 YEWDVAEAR Mascot
1208.5034 1208.387 -0.1164 -96 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3759 -0.1224 -100 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5836 -0.1267 -99 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR 66 99.883 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6671 -0.1382 -99 439 449 KEDLYLKPIQR Mascot
1444.7682 1444.6219 -0.1463 -101 846 858 EGIPALDNFLDKL Mascot
1494.8025 1494.6416 -0.1609 -108 288 299 TFCQLILDPIFK Carbamidomethyl (C)[3] Mascot
1534.8158 1534.6658 -0.15 -98 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR 64 99.827 Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5951 -0.1644 -101 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR 114 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR 124 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR Mascot
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS 50 95.41 Mascot

AR
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR Mascot
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR 100 100 Mascot
2233.1321 2232.9185 -0.2136 -96 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.842 -0.2261 -97 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.8398 -0.2232 -95 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2353.2185 2352.99 -0.2285 -97 668 688 GVQYLNEIKDSVVAGFQ Mascot

WATK
2462.2629 2462.0879 -0.175 -71 121 144 VTDGALVVVDCVSGVCV Mascot



QTETVLR
2576.3057 2576.0515 -0.2542 -99 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR
2817.4053 2817.1223 -0.283 -100 94 120 DGSGFLINLIDSPGHVDF Mascot

SSEVTAALR
2989.5525 2989.2532 -0.2993 -100 740 765 LMEPIYLVEIQCPEQVVG Carbamidomethyl (C)[12] Mascot

GIYGVLNR

7 elongation factor 2 [Mus musculus] gi|33859482 95252.9 6.41 23 760 100 577 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4191 -0.0902 -101 499 506 FSVSPVVR Mascot
922.4628 922.3605 -0.1023 -111 573 580 SDPVVSYR Mascot
969.5475 969.4484 -0.0991 -102 717 726 GGGQIIPTAR Mascot

1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR Mascot
1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR 60 99.607 Mascot
1138.5164 1138.4023 -0.1141 -100 639 647 YEWDVAEAR Mascot
1208.5034 1208.387 -0.1164 -96 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3759 -0.1224 -100 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot

1224.3759 Mascot
1274.7103 1274.5836 -0.1267 -99 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR 66 99.883 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6671 -0.1382 -99 439 449 KEDLYLKPIQR Mascot
1444.7682 1444.6219 -0.1463 -101 846 858 EGIPALDNFLDKL Mascot
1494.8025 1494.6416 -0.1609 -108 288 299 TFCQLILDPIFK Carbamidomethyl (C)[3] Mascot
1534.8158 1534.6658 -0.15 -98 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR 64 99.827 Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5951 -0.1644 -101 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR 114 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR 124 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR Mascot
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS 50 95.41 Mascot

AR
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR Mascot
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR 100 100 Mascot
2233.1321 2232.9185 -0.2136 -96 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.842 -0.2261 -97 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.8398 -0.2232 -95 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2353.2185 2352.99 -0.2285 -97 668 688 GVQYLNEIKDSVVAGFQ Mascot

WATK
2462.2629 2462.0879 -0.175 -71 121 144 VTDGALVVVDCVSGVCV Mascot

QTETVLR
2576.3057 2576.0515 -0.2542 -99 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR
2817.4053 2817.1223 -0.283 -100 94 120 DGSGFLINLIDSPGHVDF Mascot

SSEVTAALR
2989.5525 2989.2532 -0.2993 -100 740 765 LMEPIYLVEIQCPEQVVG Carbamidomethyl (C)[12] Mascot

GIYGVLNR

8 elongation factor 2 [Cricetus cricetus] gi|387049 95334.9 6.31 23 760 100 577 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4191 -0.0902 -101 499 506 FSVSPVVR Mascot
922.4628 922.3605 -0.1023 -111 573 580 SDPVVSYR Mascot
1013.501 1013.3998 -0.1012 -100 240 249 GEGQLGPAER Mascot

1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR Mascot
1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR 60 99.607 Mascot
1138.5164 1138.4023 -0.1141 -100 639 647 YEWDVAEAR Mascot
1208.5034 1208.387 -0.1164 -96 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3759 -0.1224 -100 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5836 -0.1267 -99 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR 66 99.883 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6671 -0.1382 -99 439 449 KEDLYLKPIQR Mascot
1444.7682 1444.6219 -0.1463 -101 846 858 EGIPALDNFLDKL Mascot
1494.8025 1494.6416 -0.1609 -108 288 299 TFCQLILDPIFK Carbamidomethyl (C)[3] Mascot
1534.8158 1534.6658 -0.15 -98 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR 64 99.827 Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5951 -0.1644 -101 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR 114 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR 124 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR Mascot
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS 50 95.41 Mascot

AR
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR Mascot
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR 100 100 Mascot
2233.1321 2232.9185 -0.2136 -96 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.842 -0.2261 -97 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.8398 -0.2232 -95 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2353.2185 2352.99 -0.2285 -97 668 688 GVQYLNEIKDSVVAGFQ Mascot

WATK
2462.2629 2462.0879 -0.175 -71 121 144 VTDGALVVVDCVSGVCV Mascot

QTETVLR
2576.3057 2576.0515 -0.2542 -99 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR
2817.4053 2817.1223 -0.283 -100 94 120 DGSGFLINLIDSPGHVDF Mascot

SSEVTAALR
2989.5525 2989.2532 -0.2993 -100 740 765 LMEPIYLVEIQCPEQVVG Carbamidomethyl (C)[12] Mascot

GIYGVLNR

9 unnamed protein product [Mus musculus] gi|74181334 95261.8 6.38 23 759 100 577 100
Peptide Information

Start End Ion
Calc. Mass Obsrv. Mass ± da ± ppm Sequence C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4191 -0.0902 -101 499 506 FSVSPVVR Mascot
922.4628 922.3605 -0.1023 -111 573 580 SDPVVSYR Mascot
969.5475 969.4484 -0.0991 -102 717 726 GGGQIIPTAR Mascot

1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR Mascot
1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR 60 99.607 Mascot
1138.5164 1138.4023 -0.1141 -100 639 647 YEWDVAEAR Mascot
1208.5034 1208.387 -0.1164 -96 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3759 -0.1224 -100 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1274.7103 1274.5836 -0.1267 -99 440 449 EDLYLKPIQR Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR 66 99.883 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1402.8053 1402.6671 -0.1382 -99 439 449 KEDLYLKPIQR Mascot
1444.7682 1444.6219 -0.1463 -101 846 858 EGIPALDNFLDKL Mascot



1494.8025 1494.6416 -0.1609 -108 288 299 TFCQLILDPIFK Carbamidomethyl (C)[3] Mascot
1534.8158 1534.6658 -0.15 -98 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR 64 99.827 Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5951 -0.1644 -101 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR 114 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR 124 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR Mascot
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS 50 95.41 Mascot

AR
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR Mascot
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR 100 100 Mascot
2233.1321 2232.9185 -0.2136 -96 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.842 -0.2261 -97 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.8398 -0.2232 -95 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2353.2185 2352.99 -0.2285 -97 668 688 GVQYLNEIKDSVVAGFQ Mascot

WATK
2462.2629 2462.0879 -0.175 -71 121 144 VTDGALVVVDCVSGVCV Mascot

QTETVLR
2576.3057 2576.0515 -0.2542 -99 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR
2817.4053 2817.1223 -0.283 -100 94 120 DGSGFLINLIDSPGHVDF Mascot

SSEVTAALR
2989.5525 2989.2532 -0.2993 -100 740 765 LMEPIYLVEIQCPEQVVG Carbamidomethyl (C)[12] Mascot

GIYGVLNR

10 elongation factor 2 [Cricetulus griseus] gi|304505 95262.9 6.41 22 750 100 577 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
890.5093 890.4191 -0.0902 -101 499 506 FSVSPVVR Mascot
922.4628 922.3605 -0.1023 -111 573 580 SDPVVSYR Mascot
969.5475 969.4484 -0.0991 -102 717 726 GGGQIIPTAR Mascot
1013.501 1013.3998 -0.1012 -100 240 249 GEGQLGPAER Mascot

1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR Mascot
1091.5844 1091.4723 -0.1121 -103 2 10 VNFTVDQIR 60 99.607 Mascot
1138.5164 1138.4023 -0.1141 -100 639 647 YEWDVAEAR Mascot
1208.5034 1208.387 -0.1164 -96 689 698 EGALCEENMR Carbamidomethyl (C)[5] Mascot
1224.4983 1224.3759 -0.1224 -100 689 698 EGALCEENMR Carbamidomethyl (C)[5], Oxidation (M)[9] Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR 66 99.883 Carbamidomethyl (C)[1] Mascot
1378.7147 1378.5804 -0.1343 -97 728 739 CLYASVLTAQPR Carbamidomethyl (C)[1] Mascot
1444.7682 1444.6219 -0.1463 -101 846 858 EGIPALDNFLDKL Mascot
1494.8025 1494.6416 -0.1609 -108 288 299 TFCQLILDPIFK Carbamidomethyl (C)[3] Mascot
1534.8158 1534.6658 -0.15 -98 727 739 RCLYASVLTAQPR Carbamidomethyl (C)[2] Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR 64 99.827 Mascot
1615.7645 1615.608 -0.1565 -97 482 495 TGTITTFEHAHNMR Mascot
1631.7595 1631.5951 -0.1644 -101 482 495 TGTITTFEHAHNMR Oxidation (M)[13] Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR Mascot
1742.8384 1742.6671 -0.1713 -98 634 647 YLAEKYEWDVAEAR 114 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR 124 100 Mascot
1799.8962 1799.7196 -0.1766 -98 786 801 AYLPVNESFGFTADLR Mascot
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS 50 95.41 Mascot

AR
2143.0779 2142.8677 -0.2102 -98 606 625 ARPFPDGLAEDIDKGEVS Mascot

AR
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR Mascot
2220.1545 2219.9341 -0.2204 -99 163 180 ALLELQLEPEELYQTFQR 100 100 Mascot
2233.1321 2232.9185 -0.2136 -96 648 667 KIWCFGPDGTGPNILTDIT Carbamidomethyl (C)[4] Mascot

K
2327.0681 2326.842 -0.2261 -97 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3] Mascot

GIK
2343.063 2342.8398 -0.2232 -95 367 386 YRCELLYEGPPDDEAAM Carbamidomethyl (C)[3], Oxidation (M)[17] Mascot

GIK
2353.2185 2352.99 -0.2285 -97 668 688 GVQYLNEIKDSVVAGFQ Mascot

WATK
2462.2629 2462.0879 -0.175 -71 121 144 VTDGALVVVDCVSGVCV Mascot

QTETVLR
2576.3057 2576.0515 -0.2542 -99 121 144 VTDGALVVVDCVSGVCV Carbamidomethyl (C)[11,16] Mascot

QTETVLR
2817.4053 2817.1223 -0.283 -100 94 120 DGSGFLINLIDSPGHVDF Mascot

SSEVTAALR
2989.5525 2989.2532 -0.2993 -100 740 765 LMEPIYLVEIQCPEQVVG Carbamidomethyl (C)[12] Mascot

GIYGVLNR

Gel Idx/Pos 3/A5 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 RecName: Full=Serotransferrin; Short=Transferrin; gi|2501351 77702.7 6.75 25 518 100 358 100
AltName: Full=Beta-1 metal-binding globulin; AltN
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3236 -0.0916 -103 135 142 SCHTGLGR Carbamidomethyl (C)[2] Mascot
936.5009 936.4019 -0.099 -106 608 616 GPNHAVVSR Mascot

1064.5959 1064.4829 -0.113 -106 608 617 GPNHAVVSRK Mascot
1097.505 1097.3854 -0.1196 -109 540 548 YYGYTGAFR 69 99.963 Mascot
1097.505 1097.3854 -0.1196 -109 540 548 YYGYTGAFR Mascot

1104.4739 1104.3842 -0.0897 -81 531 539 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.4103 -0.1213 -105 366 374 WCAIGHQER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.4103 -0.1213 -105 366 374 WCAIGHQER 65 99.906 Carbamidomethyl (C)[2] Mascot
1250.6376 1250.5021 -0.1355 -108 122 131 DTDFKLNELR Mascot
1251.6262 1251.4987 -0.1275 -102 38 47 CASFRENVLR Carbamidomethyl (C)[1] Mascot
1311.6539 1311.5186 -0.1353 -103 156 166 ELPDPQESIQR Mascot
1346.6157 1346.4819 -0.1338 -99 27 37 WCTISTHEANK Carbamidomethyl (C)[2] Mascot
1354.6056 1354.4659 -0.1397 -103 245 255 NYELLCGDNTR Carbamidomethyl (C)[6] Mascot
1447.6594 1447.5092 -0.1502 -104 527 539 GTGKECVPNSNER Carbamidomethyl (C)[6] Mascot
1478.7825 1478.6118 -0.1707 -115 143 155 SAGWNIPMAKLYK Mascot
1482.7006 1482.5701 -0.1305 -88 245 256 NYELLCGDNTRK Carbamidomethyl (C)[6] Mascot

1510.743 1510.5862 -0.1568 -104 595 607 KPVTDAENCHLAR Carbamidomethyl (C)[9] Mascot
1640.7664 1640.6005 -0.1659 -101 230 243 HSTVFDNLPNPEDR Mascot
1640.7664 1640.6005 -0.1659 -101 230 243 HSTVFDNLPNPEDR 27 0 Mascot
1644.7111 1644.5482 -0.1629 -99 499 513 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1715.8962 1715.7151 -0.1811 -106 153 166 LYKELPDPQESIQR Mascot
1715.8962 1715.7151 -0.1811 -106 153 166 LYKELPDPQESIQR 90 100 Mascot
1768.8613 1768.6768 -0.1845 -104 230 244 HSTVFDNLPNPEDRK Mascot
1880.7731 1880.7297 -0.0434 -23 200 216 CACSNHEPYFGYSGAFK Mascot
1939.9403 1939.7375 -0.2028 -105 591 607 DGTRKPVTDAENCHLAR Carbamidomethyl (C)[13] Mascot
1994.8159 1994.6121 -0.2038 -102 200 216 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2261.9954 2261.7678 -0.2276 -101 167 187 AAANFFSASCVPCADQS Carbamidomethyl (C)[10,13] Mascot

SFPK
2274.0066 2273.7654 -0.2412 -106 494 513 INNCKFDEFFSAGCAPGS 109 100 Carbamidomethyl (C)[4,14] Mascot

PR
2274.0066 2273.7654 -0.2412 -106 494 513 INNCKFDEFFSAGCAPGS Carbamidomethyl (C)[4,14] Mascot

PR
2410.1165 2409.8704 -0.2461 -102 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8] Mascot



VVAR
2426.1116 2425.8625 -0.2491 -103 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8], Oxidation (M)[12] Mascot

VVAR
2538.2114 2537.9512 -0.2602 -103 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9] Mascot

AVVAR
2554.2065 2553.9509 -0.2556 -100 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9], Oxidation (M)[13] Mascot

AVVAR

2 serotransferrin precursor [Bos taurus] gi|114326282 77688.7 6.75 24 507 100 358 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3236 -0.0916 -103 135 142 SCHTGLGR Carbamidomethyl (C)[2] Mascot
936.5009 936.4019 -0.099 -106 608 616 GPNHAVVSR Mascot

1064.5959 1064.4829 -0.113 -106 608 617 GPNHAVVSRK Mascot
1097.505 1097.3854 -0.1196 -109 540 548 YYGYTGAFR 69 99.963 Mascot
1097.505 1097.3854 -0.1196 -109 540 548 YYGYTGAFR Mascot

1104.4739 1104.3842 -0.0897 -81 531 539 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.4103 -0.1213 -105 366 374 WCAIGHQER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.4103 -0.1213 -105 366 374 WCAIGHQER 65 99.906 Carbamidomethyl (C)[2] Mascot
1250.6376 1250.5021 -0.1355 -108 122 131 DTDFKLNELR Mascot
1251.6262 1251.4987 -0.1275 -102 38 47 CASFRENVLR Carbamidomethyl (C)[1] Mascot
1311.6539 1311.5186 -0.1353 -103 156 166 ELPDPQESIQR Mascot
1346.6157 1346.4819 -0.1338 -99 27 37 WCTISTHEANK Carbamidomethyl (C)[2] Mascot
1354.6056 1354.4659 -0.1397 -103 245 255 NYELLCGDNTR Carbamidomethyl (C)[6] Mascot
1447.6594 1447.5092 -0.1502 -104 527 539 GTGKECVPNSNER Carbamidomethyl (C)[6] Mascot
1482.7006 1482.5701 -0.1305 -88 245 256 NYELLCGDNTRK Carbamidomethyl (C)[6] Mascot

1510.743 1510.5862 -0.1568 -104 595 607 KPVTDAENCHLAR Carbamidomethyl (C)[9] Mascot
1640.7664 1640.6005 -0.1659 -101 230 243 HSTVFDNLPNPEDR Mascot
1640.7664 1640.6005 -0.1659 -101 230 243 HSTVFDNLPNPEDR 27 0 Mascot
1644.7111 1644.5482 -0.1629 -99 499 513 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1715.8962 1715.7151 -0.1811 -106 153 166 LYKELPDPQESIQR Mascot
1715.8962 1715.7151 -0.1811 -106 153 166 LYKELPDPQESIQR 90 100 Mascot
1768.8613 1768.6768 -0.1845 -104 230 244 HSTVFDNLPNPEDRK Mascot
1880.7731 1880.7297 -0.0434 -23 200 216 CACSNHEPYFGYSGAFK Mascot
1939.9403 1939.7375 -0.2028 -105 591 607 DGTRKPVTDAENCHLAR Carbamidomethyl (C)[13] Mascot
1994.8159 1994.6121 -0.2038 -102 200 216 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2261.9954 2261.7678 -0.2276 -101 167 187 AAANFFSASCVPCADQS Carbamidomethyl (C)[10,13] Mascot

SFPK
2274.0066 2273.7654 -0.2412 -106 494 513 INNCKFDEFFSAGCAPGS 109 100 Carbamidomethyl (C)[4,14] Mascot

PR
2274.0066 2273.7654 -0.2412 -106 494 513 INNCKFDEFFSAGCAPGS Carbamidomethyl (C)[4,14] Mascot

PR
2410.1165 2409.8704 -0.2461 -102 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8] Mascot

VVAR
2426.1116 2425.8625 -0.2491 -103 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8], Oxidation (M)[12] Mascot

VVAR
2538.2114 2537.9512 -0.2602 -103 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9] Mascot

AVVAR
2554.2065 2553.9509 -0.2556 -100 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9], Oxidation (M)[13] Mascot

AVVAR

3 serotransferrin precursor [Bos taurus] gi|296490958 77615.7 7.13 23 490 100 358 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3236 -0.0916 -103 135 142 SCHTGLGR Carbamidomethyl (C)[2] Mascot
936.5009 936.4019 -0.099 -106 608 616 GPNHAVVSR Mascot

1064.5959 1064.4829 -0.113 -106 608 617 GPNHAVVSRK Mascot
1097.505 1097.3854 -0.1196 -109 540 548 YYGYTGAFR 69 99.963 Mascot
1097.505 1097.3854 -0.1196 -109 540 548 YYGYTGAFR Mascot

1104.4739 1104.3842 -0.0897 -81 531 539 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.4103 -0.1213 -105 366 374 WCAIGHQER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.4103 -0.1213 -105 366 374 WCAIGHQER 65 99.906 Carbamidomethyl (C)[2] Mascot
1250.6376 1250.5021 -0.1355 -108 122 131 DTDFKLNELR Mascot
1251.6262 1251.4987 -0.1275 -102 38 47 CASFRENVLR Carbamidomethyl (C)[1] Mascot
1311.6539 1311.5186 -0.1353 -103 156 166 ELPDPQESIQR Mascot
1346.6157 1346.4819 -0.1338 -99 27 37 WCTISTHEANK Carbamidomethyl (C)[2] Mascot
1354.6056 1354.4659 -0.1397 -103 245 255 NYELLCGDNTR Carbamidomethyl (C)[6] Mascot
1447.6594 1447.5092 -0.1502 -104 527 539 GTGKECVPNSNER Carbamidomethyl (C)[6] Mascot
1482.7006 1482.5701 -0.1305 -88 245 256 NYELLCGDNTRK Carbamidomethyl (C)[6] Mascot

1510.743 1510.5862 -0.1568 -104 595 607 KPVTDAENCHLAR Carbamidomethyl (C)[9] Mascot
1640.7664 1640.6005 -0.1659 -101 230 243 HSTVFDNLPNPEDR Mascot
1640.7664 1640.6005 -0.1659 -101 230 243 HSTVFDNLPNPEDR 27 0 Mascot
1644.7111 1644.5482 -0.1629 -99 499 513 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1715.8962 1715.7151 -0.1811 -106 153 166 LYKELPDPQESIQR Mascot
1715.8962 1715.7151 -0.1811 -106 153 166 LYKELPDPQESIQR 90 100 Mascot
1768.8613 1768.6768 -0.1845 -104 230 244 HSTVFDNLPNPEDRK Mascot
1880.7731 1880.7297 -0.0434 -23 200 216 CACSNHEPYFGYSGAFK Mascot
1939.9403 1939.7375 -0.2028 -105 591 607 DGTRKPVTDAENCHLAR Carbamidomethyl (C)[13] Mascot
1994.8159 1994.6121 -0.2038 -102 200 216 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2261.9954 2261.7678 -0.2276 -101 167 187 AAANFFSASCVPCADQS Carbamidomethyl (C)[10,13] Mascot

SFPK
2274.0066 2273.7654 -0.2412 -106 494 513 INNCKFDEFFSAGCAPGS 109 100 Carbamidomethyl (C)[4,14] Mascot

PR
2274.0066 2273.7654 -0.2412 -106 494 513 INNCKFDEFFSAGCAPGS Carbamidomethyl (C)[4,14] Mascot

PR
2409.1326 2408.8784 -0.2542 -106 257 277 SVDNYQECYLAMVPSHA Carbamidomethyl (C)[8] Mascot

VVAR

4 transferrin [Bos grunniens] gi|209973077 77607.8 6.92 19 366 100 269 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3236 -0.0916 -103 135 142 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1088.5305 1088.4176 -0.1129 -104 143 152 SAGWNIPMGR Mascot
1097.505 1097.3854 -0.1196 -109 540 548 YYGYTGAFR 69 99.963 Mascot
1097.505 1097.3854 -0.1196 -109 540 548 YYGYTGAFR Mascot

1104.4739 1104.3842 -0.0897 -81 531 539 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.4103 -0.1213 -105 366 374 WCAIGHQER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.4103 -0.1213 -105 366 374 WCAIGHQER 65 99.906 Carbamidomethyl (C)[2] Mascot
1251.6262 1251.4987 -0.1275 -102 38 47 CASFRENVLR Carbamidomethyl (C)[1] Mascot
1346.6157 1346.4819 -0.1338 -99 27 37 WCTISTHEANK Carbamidomethyl (C)[2] Mascot
1354.6056 1354.4659 -0.1397 -103 245 255 NYELLCGDNTR Carbamidomethyl (C)[6] Mascot
1447.6594 1447.5092 -0.1502 -104 527 539 GTGKECVPNSNER Carbamidomethyl (C)[6] Mascot
1482.7006 1482.5701 -0.1305 -88 245 256 NYELLCGDNTRK Carbamidomethyl (C)[6] Mascot

1510.743 1510.5862 -0.1568 -104 595 607 KPVTDAENCHLAR Carbamidomethyl (C)[9] Mascot
1640.7664 1640.6005 -0.1659 -101 230 243 HSTVFDNLPNPEDR Mascot
1640.7664 1640.6005 -0.1659 -101 230 243 HSTVFDNLPNPEDR 27 0 Mascot
1644.7111 1644.5482 -0.1629 -99 499 513 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1768.8613 1768.6768 -0.1845 -104 230 244 HSTVFDNLPNPEDRK Mascot
1880.7731 1880.7297 -0.0434 -23 200 216 CACSNHEPYFGYSGAFK Mascot
1939.9403 1939.7375 -0.2028 -105 591 607 DGTRKPVTDAENCHLAR Carbamidomethyl (C)[13] Mascot
1994.8159 1994.6121 -0.2038 -102 200 216 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2274.0066 2273.7654 -0.2412 -106 494 513 INNCKFDEFFSAGCAPGS 109 100 Carbamidomethyl (C)[4,14] Mascot

PR
2274.0066 2273.7654 -0.2412 -106 494 513 INNCKFDEFFSAGCAPGS Carbamidomethyl (C)[4,14] Mascot

PR
2410.1165 2409.8704 -0.2461 -102 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8] Mascot

VVAR
2426.1116 2425.8625 -0.2491 -103 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8], Oxidation (M)[12] Mascot

VVAR
2538.2114 2537.9512 -0.2602 -103 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9] Mascot

AVVAR
2554.2065 2553.9509 -0.2556 -100 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9], Oxidation (M)[13] Mascot



AVVAR

5 hemiferrin, transferrin-like protein [Rattus norvegicus] gi|28849947 24075.5 7.86 6 208 100 177 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1097.505 1097.3854 -0.1196 -109 53 61 YYGYTGAFR 69 99.963 Mascot
1097.505 1097.3854 -0.1196 -109 53 61 YYGYTGAFR Mascot

1104.4739 1104.3842 -0.0897 -81 44 52 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1447.6594 1447.5092 -0.1502 -104 40 52 GTGKECVPNSNER Carbamidomethyl (C)[6] Mascot
1644.7111 1644.5482 -0.1629 -99 11 25 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1880.8153 1880.7297 -0.0856 -46 149 165 SVTDCTSNFCLFQSNSK Mascot
1994.8583 1994.6121 -0.2462 -123 149 165 SVTDCTSNFCLFQSNSK Carbamidomethyl (C)[5,10] Mascot
2274.0066 2273.7654 -0.2412 -106 6 25 INNCKFDEFFSAGCAPGS 109 100 Carbamidomethyl (C)[4,14] Mascot

PR
2274.0066 2273.7654 -0.2412 -106 6 25 INNCKFDEFFSAGCAPGS Carbamidomethyl (C)[4,14] Mascot

PR

6 RecName: Full=Lactotransferrin; Short=Lactoferrin; gi|6136043 77679.8 8.28 9 99 99.988 69 99.963
Flags: Precursor
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1097.505 1097.3854 -0.1196 -109 542 550 YYGYTGAFR 69 99.963 Mascot
1097.505 1097.3854 -0.1196 -109 542 550 YYGYTGAFR Mascot

1250.4888 1250.5021 0.0133 11 194 205 GEGENQCACSPR Mascot
1354.6426 1354.4659 -0.1767 -130 540 550 EKYYGYTGAFR Mascot
1447.7039 1447.5092 -0.1947 -134 27 37 WCTISQPEWLK Carbamidomethyl (C)[2] Mascot
1478.6614 1478.6118 -0.0496 -34 520 533 LCALCAGDDQGLDK Carbamidomethyl (C)[2] Mascot
1510.8086 1510.5862 -0.2224 -147 316 328 DLLFKDCALGFLR Mascot

1880.892 1880.7297 -0.1623 -86 241 255 ADRDQYELLCLNNTR Carbamidomethyl (C)[10] Mascot
1880.7297 Mascot

1939.943 1939.7375 -0.2055 -106 653 669 SETKNLLFNDNTECLAK Mascot
2554.0762 2553.9509 -0.1253 -49 194 216 GEGENQCACSPREPYFG Carbamidomethyl (C)[7] Mascot

YSGAFK

7 PREDICTED: similar to Serotransferrin precursor gi|73990156 77678.3 7.75 10 96 99.98 69 99.965
(Transferrin) (Siderophilin) (Beta-1-metal binding 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3236 -0.0916 -103 134 141 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1097.4792 1097.3854 -0.0938 -85 529 537 ECVPNNHER Mascot
1097.505 1097.3854 -0.1196 -109 538 546 YYGYTGAFR 69 99.963 Mascot

1250.6099 1250.5021 -0.1078 -86 364 374 WCAVGHHEIAK Mascot
1251.6692 1251.4987 -0.1705 -136 229 239 HSTVLENLPNK Mascot
1378.6816 1378.5912 -0.0904 -66 187 198 LCQLCVGKGTDK Carbamidomethyl (C)[2,5] Mascot
1880.7731 1880.7297 -0.0434 -23 199 215 CACSNHEPYFGYSGAFK Mascot
1939.8987 1939.7375 -0.1612 -83 386 403 IECESAESTEDCIAKIAK Mascot
1994.8159 1994.6121 -0.2038 -102 199 215 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2262.0681 2261.7678 -0.3003 -133 166 186 AASSFFTASCVPCVDRTA Carbamidomethyl (C)[10] Mascot

FPK
2273.9888 2273.7654 -0.2234 -98 492 511 INHCEFDKFFSQGCAPGS 2 0 Mascot

MR
2273.9888 2273.7654 -0.2234 -98 492 511 INHCEFDKFFSQGCAPGS Mascot

MR

8 PREDICTED: similar to Serotransferrin precursor gi|73990142 78055.5 7.73 10 96 99.979 69 99.965
(Transferrin) (Siderophilin) (Beta-1-metal binding 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3236 -0.0916 -103 134 141 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1097.4792 1097.3854 -0.0938 -85 531 539 ECVPNNHER Mascot
1097.505 1097.3854 -0.1196 -109 540 548 YYGYTGAFR 69 99.963 Mascot

1250.6099 1250.5021 -0.1078 -86 366 376 WCAVGHHEIAK Mascot
1251.6692 1251.4987 -0.1705 -136 229 239 HSTVLENLPNK Mascot
1378.6816 1378.5912 -0.0904 -66 187 198 LCQLCVGKGTDK Carbamidomethyl (C)[2,5] Mascot
1880.7731 1880.7297 -0.0434 -23 199 215 CACSNHEPYFGYSGAFK Mascot
1939.8987 1939.7375 -0.1612 -83 388 405 IECESAESTEDCIAKIAK Mascot
1994.8159 1994.6121 -0.2038 -102 199 215 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2262.0681 2261.7678 -0.3003 -133 166 186 AASSFFTASCVPCVDRTA Carbamidomethyl (C)[10] Mascot

FPK
2273.9888 2273.7654 -0.2234 -98 494 513 INHCEFDKFFSQGCAPGS 2 0 Mascot

MR
2273.9888 2273.7654 -0.2234 -98 494 513 INHCEFDKFFSQGCAPGS Mascot

MR

9 PREDICTED: similar to Serotransferrin precursor gi|73990152 78004.3 7.55 10 96 99.977 69 99.965
(Transferrin) (Siderophilin) (Beta-1-metal binding 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3236 -0.0916 -103 134 141 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1097.4792 1097.3854 -0.0938 -85 531 539 ECVPNNHER Mascot
1097.505 1097.3854 -0.1196 -109 540 548 YYGYTGAFR 69 99.963 Mascot

1250.6099 1250.5021 -0.1078 -86 366 376 WCAVGHHEIAK Mascot
1251.6692 1251.4987 -0.1705 -136 229 239 HSTVLENLPNK Mascot
1378.6816 1378.5912 -0.0904 -66 187 198 LCQLCVGKGTDK Carbamidomethyl (C)[2,5] Mascot
1880.7731 1880.7297 -0.0434 -23 199 215 CACSNHEPYFGYSGAFK Mascot
1939.8987 1939.7375 -0.1612 -83 388 405 IECESAESTEDCIAKIAK Mascot
1994.8159 1994.6121 -0.2038 -102 199 215 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2262.0681 2261.7678 -0.3003 -133 166 186 AASSFFTASCVPCVDRTA Carbamidomethyl (C)[10] Mascot

FPK
2273.9888 2273.7654 -0.2234 -98 494 513 INHCEFDKFFSQGCAPGS 2 0 Mascot

MR
2273.9888 2273.7654 -0.2234 -98 494 513 INHCEFDKFFSQGCAPGS Mascot

MR

10 PREDICTED: similar to Serotransferrin precursor gi|73990154 78139.6 7.99 10 96 99.977 69 99.965
(Transferrin) (Siderophilin) (Beta-1-metal binding 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3236 -0.0916 -103 134 141 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1097.4792 1097.3854 -0.0938 -85 530 538 ECVPNNHER Mascot
1097.505 1097.3854 -0.1196 -109 539 547 YYGYTGAFR 69 99.963 Mascot

1250.6099 1250.5021 -0.1078 -86 362 372 WCAVGHHEIAK Mascot
1251.6692 1251.4987 -0.1705 -136 229 239 HSTVLENLPNK Mascot
1378.6816 1378.5912 -0.0904 -66 187 198 LCQLCVGKGTDK Carbamidomethyl (C)[2,5] Mascot
1880.7731 1880.7297 -0.0434 -23 199 215 CACSNHEPYFGYSGAFK Mascot
1939.8987 1939.7375 -0.1612 -83 384 401 IECESAESTEDCIAKIAK Mascot
1994.8159 1994.6121 -0.2038 -102 199 215 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2262.0681 2261.7678 -0.3003 -133 166 186 AASSFFTASCVPCVDRTA Carbamidomethyl (C)[10] Mascot

FPK
2273.9888 2273.7654 -0.2234 -98 493 512 INHCEFDKFFSQGCAPGS 2 0 Mascot

2273.7654 Mascot
MR

2273.9888 2273.7654 -0.2234 -98 493 512 INHCEFDKFFSQGCAPGS Mascot
MR

Gel Idx/Pos 17/A6 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %



1 protein disulfide-isomerase A3 [Ovis aries] gi|251823897 56979.9 6.23 22 731 100 536 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
900.5049 900.427 -0.0779 -87 297 304 LHFAVASR Mascot

1028.6 1028.515 -0.085 -83 296 304 KLHFAVASR 59 99.533 Mascot
1028.6 1028.515 -0.085 -83 297 305 LHFAVASRK Mascot

1084.5674 1084.4626 -0.1048 -97 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR 41 67.76 Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR Mascot
1179.5865 1179.486 -0.1005 -85 174 183 AASNLRDNYR Mascot
1188.5354 1188.4244 -0.111 -93 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4978 -0.1027 -86 63 73 LAPEYEAAATR Mascot
1252.5076 1252.4052 -0.1024 -82 108 119 DGEESGAYDGPR Mascot
1319.6953 1319.5875 -0.1078 -82 62 73 KLAPEYEAAATR Mascot
1341.6837 1341.5596 -0.1241 -92 449 460 GFPTIYFSPANK Mascot
1368.6642 1368.6487 -0.0155 -11 367 379 SEPIPESNDGPVK Mascot
1370.7314 1370.6189 -0.1125 -82 472 482 ELSDFISYLKR 60 99.606 Mascot
1370.7314 1370.6189 -0.1125 -82 472 482 ELSDFISYLKR Mascot
1422.6899 1422.5693 -0.1206 -85 162 173 DLFSEAHSEFLK Mascot
1469.7787 1469.6512 -0.1275 -87 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5651 -0.1187 -81 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.55 -0.1287 -86 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot

1516.743 1516.6145 -0.1285 -85 352 363 FLEDYFDGNLKR 110 100 Mascot
1516.743 1516.6145 -0.1285 -85 352 363 FLEDYFDGNLKR Mascot

1579.8326 1579.693 -0.1396 -88 483 496 EATNPPVIQEEKPK Mascot
1619.7839 1619.6466 -0.1373 -85 259 271 DLLIAYYDVDYEK Mascot
1664.7584 1664.618 -0.1404 -84 434 448 MDATANDVPSPYEVR Mascot
1668.7612 1668.6198 -0.1414 -85 105 119 IFRDGEESGAYDGPR Mascot
1668.7612 1668.6198 -0.1414 -85 105 119 IFRDGEESGAYDGPR 58 99.348 Mascot
1680.7534 1680.609 -0.1444 -86 434 448 MDATANDVPSPYEVR Oxidation (M)[1] Mascot
2591.2988 2591.0686 -0.2302 -89 306 329 TFSHELSDFGLESTTGEI Mascot

PVVAVR
2591.2988 2591.0686 -0.2302 -89 306 329 TFSHELSDFGLESTTGEI 101 100 Mascot

PVVAVR
2719.3938 2719.1484 -0.2454 -90 305 329 KTFSHELSDFGLESTTGE 109 100 Mascot

IPVVAVR
2719.3938 2719.1484 -0.2454 -90 305 329 KTFSHELSDFGLESTTGE Mascot

IPVVAVR

2 RecName: Full=Protein disulfide-isomerase A3; gi|729433 56893.9 6.23 21 668 100 478 100
AltName: Full=58 kDa glucose-regulated protein; AltNa
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
900.5049 900.427 -0.0779 -87 297 304 LHFAVASR Mascot

1028.6 1028.515 -0.085 -83 297 305 LHFAVASRK 3 0 Mascot
1028.6 1028.515 -0.085 -83 297 305 LHFAVASRK Mascot

1084.5674 1084.4626 -0.1048 -97 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR 41 67.76 Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR Mascot
1179.5865 1179.486 -0.1005 -85 174 183 AASNLRDNYR Mascot
1188.5354 1188.4244 -0.111 -93 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4978 -0.1027 -86 63 73 LAPEYEAAATR Mascot
1252.5076 1252.4052 -0.1024 -82 108 119 DGEESGAYDGPR Mascot
1319.6953 1319.5875 -0.1078 -82 62 73 KLAPEYEAAATR Mascot
1341.6837 1341.5596 -0.1241 -92 449 460 GFPTIYFSPANK Mascot
1368.6642 1368.6487 -0.0155 -11 367 379 SEPIPESNDGPVK Mascot
1370.7314 1370.6189 -0.1125 -82 472 482 ELSDFISYLKR 60 99.606 Mascot
1370.7314 1370.6189 -0.1125 -82 472 482 ELSDFISYLKR Mascot
1422.6899 1422.5693 -0.1206 -85 162 173 DLFSEAHSEFLK Mascot
1469.7787 1469.6512 -0.1275 -87 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5651 -0.1187 -81 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.55 -0.1287 -86 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot

1516.743 1516.6145 -0.1285 -85 352 363 FLEDYFDGNLKR 110 100 Mascot
1516.743 1516.6145 -0.1285 -85 352 363 FLEDYFDGNLKR Mascot

1579.8326 1579.693 -0.1396 -88 483 496 EATNPPVIQEEKPK Mascot
1619.7839 1619.6466 -0.1373 -85 259 271 DLLIAYYDVDYEK Mascot
1664.7584 1664.618 -0.1404 -84 434 448 MDATANDVPSPYEVR Mascot
1668.7612 1668.6198 # -0.1414 -85 105 119 IFRDGEESGAYDGPR Mascot Mascot
1668.7612 1668.6198 -0.1414 -85 105 119 IFRDGEESGAYDGPR 58 99.348 Mascot
1680.7534 1680.609 -0.1444 -86 434 448 MDATANDVPSPYEVR Oxidation (M)[1] Mascot
2591.2988 2591.0686 -0.2302 -89 306 329 TFSHELSDFGLESTTGEI Mascot

PVVAVR
2591.2988 2591.0686 -0.2302 -89 306 329 TFSHELSDFGLESTTGEI 101 100 Mascot

PVVAVR
2719.3938 2719.1484 -0.2454 -90 305 329 KTFSHELSDFGLESTTGE 109 100 Mascot

IPVVAVR
2719.3938 2719.1484 -0.2454 -90 305 329 KTFSHELSDFGLESTTGE Mascot

IPVVAVR

3 RecName: Full=Protein disulfide-isomerase A3 gi|298351769 23373.5 4.75 7 240 100 185 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4626 -0.1048 -97 13 22 YGVSGYPTLK Mascot
1172.5404 1172.4408 -0.0996 -85 144 152 FVMQEEFSR 41 67.76 Mascot
1172.5404 1172.4408 -0.0996 -85 144 152 FVMQEEFSR Mascot
1188.5354 1188.4244 -0.111 -93 144 152 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4978 -0.1027 -86 2 12 LAPEYEAAATR Mascot
1341.6837 1341.5596 -0.1241 -92 196 207 GFPTIYFSPANK Mascot
1469.7787 1469.6512 -0.1275 -87 196 208 GFPTIYFSPANKK Mascot
2591.2988 2591.0686 -0.2302 -89 120 143 TFSHELSDFGLESTTGEV Mascot

PVVAIR
2591.2988 2591.0686 -0.2302 -89 120 143 TFSHELSDFGLESTTGEV 72 99.979 Mascot

PVVAIR
2719.3938 2719.1484 -0.2454 -90 119 143 KTFSHELSDFGLESTTGE 72 99.975 Mascot

VPVVAIR
2719.3938 2719.1484 -0.2454 -90 119 143 KTFSHELSDFGLESTTGE Mascot

VPVVAIR

4 unnamed protein product [Mus musculus] gi|74143892 55392.9 5.53 9 234 100 185 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4626 -0.1048 -97 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR 41 67.76 Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR Mascot
1179.5865 1179.486 -0.1005 -85 174 183 AASNLRDNYR Mascot
1188.5354 1188.4244 -0.111 -93 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4978 -0.1027 -86 63 73 LAPEYEAAATR Mascot
1341.6837 1341.5596 -0.1241 -92 449 460 GFPTIYFSPANK Mascot
1469.7787 1469.6512 -0.1275 -87 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5651 -0.1187 -81 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.55 -0.1287 -86 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot
2591.2988 2591.0686 -0.2302 -89 306 329 TFSHELSDFGLESTTGEV Mascot

PVVAIR
2591.2988 2591.0686 -0.2302 -89 306 329 TFSHELSDFGLESTTGEV 72 99.979 Mascot

PVVAIR
2719.3938 2719.1484 -0.2454 -90 305 329 KTFSHELSDFGLESTTGE 72 99.975 Mascot

VPVVAIR
2719.3938 2719.1484 -0.2454 -90 305 329 KTFSHELSDFGLESTTGE Mascot

VPVVAIR

5 unnamed protein product [Mus musculus] gi|26353794 56589.6 5.78 9 233 100 185 100
Peptide Information



Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Seq. Seq. Score

1084.5674 1084.4626 -0.1048 -97 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR 41 67.76 Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR Mascot
1179.5865 1179.486 -0.1005 -85 174 183 AASNLRDNYR Mascot
1188.5354 1188.4244 -0.111 -93 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4978 -0.1027 -86 63 73 LAPEYEAAATR Mascot
1341.6837 1341.5596 -0.1241 -92 449 460 GFPTIYFSPANK Mascot
1469.7787 1469.6512 -0.1275 -87 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5651 -0.1187 -81 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.55 -0.1287 -86 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot
2591.2988 2591.0686 -0.2302 -89 306 329 TFSHELSDFGLESTTGEV Mascot

PVVAIR
2591.2988 2591.0686 -0.2302 -89 306 329 TFSHELSDFGLESTTGEV 72 99.979 Mascot

PVVAIR
2719.3938 2719.1484 -0.2454 -90 305 329 KTFSHELSDFGLESTTGE 72 99.975 Mascot

VPVVAIR
2719.3938 2719.1484 -0.2454 -90 305 329 KTFSHELSDFGLESTTGE Mascot

VPVVAIR

6 Chain A, TapasinERP57 HETERODIMER gi|220702506 54199.2 5.61 13 182 100 100 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4626 -0.1048 -97 71 80 YGVSGYPTLK Mascot
1172.5404 1172.4408 -0.0996 -85 312 320 FVMQEEFSR 41 67.76 Mascot
1172.5404 1172.4408 -0.0996 -85 312 320 FVMQEEFSR Mascot
1179.5865 1179.486 -0.1005 -85 150 159 AASNLRDNYR Mascot
1188.5354 1188.4244 -0.111 -93 312 320 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4978 -0.1027 -86 39 49 LAPEYEAAATR Mascot
1341.6837 1341.5596 -0.1241 -92 425 436 GFPTIYFSPANK Mascot
1368.6642 1368.6487 -0.0155 -11 343 355 SEPIPESNDGPVK Mascot
1370.6951 1370.6189 -0.0762 -56 448 458 ELSDFISYLQR 60 99.606 Mascot
1370.6951 1370.6189 -0.0762 -56 448 458 ELSDFISYLQR Mascot
1469.7787 1469.6512 -0.1275 -87 425 437 GFPTIYFSPANKK Mascot
1472.6838 1472.5651 -0.1187 -81 312 323 FVMQEEFSRDGK Mascot
1488.6787 1488.55 -0.1287 -86 312 323 FVMQEEFSRDGK Oxidation (M)[3] Mascot
1579.8326 1579.693 -0.1396 -88 459 472 EATNPPVIQEEKPK Mascot
1619.7839 1619.6466 -0.1373 -85 235 247 DLLIAYYDVDYEK Mascot
1639.7446 1639.6104 -0.1342 -82 1 14 SDVLELTDDNFESR Mascot
1664.7584 1664.618 -0.1404 -84 410 424 MDATANDVPSPYEVR Mascot
1680.7534 1680.609 -0.1444 -86 410 424 MDATANDVPSPYEVR Oxidation (M)[1] Mascot

7 unnamed protein product [Homo sapiens] gi|193786828 54068.5 6.78 13 181 100 100 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4626 -0.1048 -97 70 79 YGVSGYPTLK Mascot
1172.5404 1172.4408 -0.0996 -85 311 319 FVMQEEFSR 41 67.76 Mascot
1172.5404 1172.4408 -0.0996 -85 311 319 FVMQEEFSR Mascot
1179.5865 1179.486 -0.1005 -85 149 158 AASNLRDNYR Mascot
1188.5354 1188.4244 -0.111 -93 311 319 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4978 -0.1027 -86 38 48 LAPEYEAAATR Mascot
1341.6837 1341.5596 -0.1241 -92 424 435 GFPTIYFSPANK Mascot
1368.6642 1368.6487 -0.0155 -11 342 354 SEPIPESNDGPVK Mascot
1370.6951 1370.6189 -0.0762 -56 447 457 ELSDFISYLQR 60 99.606 Mascot
1370.6951 1370.6189 -0.0762 -56 447 457 ELSDFISYLQR Mascot
1469.7787 1469.6512 -0.1275 -87 424 436 GFPTIYFSPANKK Mascot
1472.6838 1472.5651 -0.1187 -81 311 322 FVMQEEFSRDGK Mascot
1488.6787 1488.55 -0.1287 -86 311 322 FVMQEEFSRDGK Oxidation (M)[3] Mascot
1579.8326 1579.693 -0.1396 -88 458 471 EATNPPVIQEEKPK Mascot
1619.7839 1619.6466 -0.1373 -85 234 246 DLLIAYYDVDYEK Mascot

1652.037 1652.0835 0.0465 28 5 20 RLALFPGVALLLAAAR Mascot
1664.7584 1664.618 -0.1404 -84 409 423 MDATANDVPSPYEVR Mascot
1680.7534 1680.609 -0.1444 -86 409 423 MDATANDVPSPYEVR Oxidation (M)[1] Mascot

8 protein disulfide-isomerase A3 precursor [Homo gi|21361657 56746.8 5.98 13 176 100 100 100
sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4626 -0.1048 -97 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR 41 67.76 Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR Mascot
1179.5865 1179.486 -0.1005 -85 174 183 AASNLRDNYR Mascot
1188.5354 1188.4244 -0.111 -93 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4978 -0.1027 -86 63 73 LAPEYEAAATR Mascot
1341.6837 1341.5596 -0.1241 -92 449 460 GFPTIYFSPANK Mascot
1368.6642 1368.6487 -0.0155 -11 367 379 SEPIPESNDGPVK Mascot
1370.6951 1370.6189 -0.0762 -56 472 482 ELSDFISYLQR 60 99.606 Mascot
1370.6951 1370.6189 -0.0762 -56 472 482 ELSDFISYLQR Mascot
1469.7787 1469.6512 -0.1275 -87 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5651 -0.1187 -81 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.55 -0.1287 -86 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot
1579.8326 1579.693 -0.1396 -88 483 496 EATNPPVIQEEKPK Mascot
1619.7839 1619.6466 -0.1373 -85 259 271 DLLIAYYDVDYEK Mascot

1652.037 1652.0835 0.0465 28 5 20 RLALFPGVALLLAAAR Mascot
1664.7584 1664.618 -0.1404 -84 434 448 MDATANDVPSPYEVR Mascot
1680.7534 1680.609 -0.1444 -86 434 448 MDATANDVPSPYEVR Oxidation (M)[1] Mascot

9 PREDICTED: protein disulfide isomerase-associated 3 gi|114656687 54928.9 6.42 12 169 100 100 100
isoform 1 [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4626 -0.1048 -97 75 84 YGVSGYPTLK Mascot
1172.5404 1172.4408 -0.0996 -85 316 324 FVMQEEFSR 41 67.76 Mascot
1172.5404 1172.4408 -0.0996 -85 316 324 FVMQEEFSR Mascot
1179.5865 1179.486 -0.1005 -85 154 163 AASNLRDNYR Mascot
1188.5354 1188.4244 -0.111 -93 316 324 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4978 -0.1027 -86 43 53 LAPEYEAAATR Mascot
1341.6837 1341.5596 -0.1241 -92 429 440 GFPTIYFSPANK Mascot
1368.6642 1368.6487 -0.0155 -11 347 359 SEPIPESNDGPVK Mascot
1370.6951 1370.6189 -0.0762 -56 452 462 ELSDFISYLQR 60 99.606 Mascot

1370.6189 Mascot
1370.6951 1370.6189 -0.0762 -56 452 462 ELSDFISYLQR Mascot
1469.7787 1469.6512 -0.1275 -87 429 441 GFPTIYFSPANKK Mascot
1472.6838 1472.5651 -0.1187 -81 316 327 FVMQEEFSRDGK Mascot
1488.6787 1488.55 -0.1287 -86 316 327 FVMQEEFSRDGK Oxidation (M)[3] Mascot
1579.8326 1579.693 -0.1396 -88 463 476 EATNPPVIQEEKPK Mascot
1619.7839 1619.6466 -0.1373 -85 239 251 DLLIAYYDVDYEK Mascot
1664.7584 1664.618 -0.1404 -84 414 428 MDATANDVPSPYEVR Mascot
1680.7534 1680.609 -0.1444 -86 414 428 MDATANDVPSPYEVR Oxidation (M)[1] Mascot

10 protein disulfide isomerase-associated 3 precursor gi|226875264 56861.9 5.82 12 168 100 100 100
(predicted) [Dasypus novemcinctus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4626 -0.1048 -97 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR 41 67.76 Mascot
1172.5404 1172.4408 -0.0996 -85 336 344 FVMQEEFSR Mascot
1179.5865 1179.486 -0.1005 -85 174 183 AASNLRDNYR Mascot
1188.5354 1188.4244 -0.111 -93 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4978 -0.1027 -86 63 73 LAPEYEAAATR Mascot
1341.6837 1341.5596 -0.1241 -92 449 460 GFPTIYFSPANK Mascot
1368.6642 1368.6487 -0.0155 -11 367 379 SEPIPESNDGPVK Mascot



1370.6951 1370.6189 -0.0762 -56 472 482 ELSDFISYLQR 60 99.606 Mascot
1370.6951 1370.6189 -0.0762 -56 472 482 ELSDFISYLQR Mascot
1469.7787 1469.6512 -0.1275 -87 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5651 -0.1187 -81 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.55 -0.1287 -86 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot
1619.7839 1619.6466 -0.1373 -85 259 271 DLLVAYYEVDYEK Mascot
1664.7584 1664.618 -0.1404 -84 434 448 MDATANDVPSPYEVR Mascot
1680.7534 1680.609 -0.1444 -86 434 448 MDATANDVPSPYEVR Oxidation (M)[1] Mascot
2719.3838 2719.1484 -0.2354 -87 196 218 YNDNGEGIILFRPSHLINK Mascot

FEDK
2719.3838 2719.1484 -0.2354 -87 196 218 YNDNGEGIILFRPSHLINK Mascot

FEDK

Gel Idx/Pos 4/A7 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 protein disulfide-isomerase A3 [Ovis aries] gi|251823897 56979.9 6.23 24 879 100 639 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
900.5049 900.4188 -0.0861 -96 297 304 LHFAVASR Mascot

1028.6 1028.5052 -0.0948 -92 296 304 KLHFAVASR 67 99.926 Mascot
1028.6 1028.5052 -0.0948 -92 297 305 LHFAVASRK Mascot

1084.5674 1084.4591 -0.1083 -100 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR 56 99.118 Mascot
1179.5865 1179.4806 -0.1059 -90 174 183 AASNLRDNYR Mascot
1188.5354 1188.4181 -0.1173 -99 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4879 -0.1126 -94 63 73 LAPEYEAAATR Mascot
1252.5076 1252.3959 -0.1117 -89 108 119 DGEESGAYDGPR Mascot
1319.6953 1319.5796 -0.1157 -88 62 73 KLAPEYEAAATR Mascot
1341.6837 1341.5509 -0.1328 -99 449 460 GFPTIYFSPANK Mascot
1370.7314 1370.6084 -0.123 -90 472 482 ELSDFISYLKR 90 100 Mascot
1370.7314 1370.6084 -0.123 -90 472 482 ELSDFISYLKR Mascot
1422.6899 1422.5577 -0.1322 -93 162 173 DLFSEAHSEFLK Mascot
1469.7787 1469.6425 -0.1362 -93 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5715 -0.1123 -76 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.5436 -0.1351 -91 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot

1516.743 1516.6045 -0.1385 -91 352 363 FLEDYFDGNLKR Mascot
1516.743 1516.6045 -0.1385 -91 352 363 FLEDYFDGNLKR 104 100 Mascot

1579.8326 1579.6851 -0.1475 -93 483 496 EATNPPVIQEEKPK Mascot
1619.7839 1619.6343 -0.1496 -92 259 271 DLLIAYYDVDYEK Mascot
1664.7584 1664.6093 -0.1491 -90 434 448 MDATANDVPSPYEVR Mascot
1668.7612 1668.6096 -0.1516 -91 105 119 IFRDGEESGAYDGPR Mascot
1668.7612 1668.6096 -0.1516 -91 105 119 IFRDGEESGAYDGPR 62 99.745 Mascot
1680.7534 1680.5995 -0.1539 -92 434 448 MDATANDVPSPYEVR Oxidation (M)[1] Mascot
1845.9229 1845.754 -0.1689 -91 131 147 QAGPASVPLKSEEEFEK Mascot
2591.2988 2591.0515 -0.2473 -95 306 329 TFSHELSDFGLESTTGEI 141 100 Mascot

PVVAVR
2591.2988 2591.0515 -0.2473 -95 306 329 TFSHELSDFGLESTTGEI Mascot

PVVAVR
2719.3938 2719.1382 -0.2556 -94 305 329 KTFSHELSDFGLESTTGE 121 100 Mascot

IPVVAVR
2719.3938 2719.1382 -0.2556 -94 305 329 KTFSHELSDFGLESTTGE Mascot

IPVVAVR
2847.3804 2847.125 -0.2554 -90 235 258 FIQENIFGICPHMTEDNKD Carbamidomethyl (C)[10] Mascot

LLQGK
3531.7502 3531.4126 -0.3376 -96 184 214 FAHTNIESLVNKYDDDGE Mascot

GITLFRPSHLTNK

2 protein disulfide-isomerase A3 precursor [Bos taurus] gi|148230374 56893.9 6.38 23 859 100 639 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
900.5049 900.4188 -0.0861 -96 297 304 LHFAVASR Mascot

1028.6 1028.5052 -0.0948 -92 296 304 KLHFAVASR 67 99.926 Mascot
1028.6 1028.5052 -0.0948 -92 297 305 LHFAVASRK Mascot

1084.5674 1084.4591 -0.1083 -100 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR 56 99.118 Mascot
1179.5865 1179.4806 -0.1059 -90 174 183 AASNLRDNYR Mascot
1188.5354 1188.4181 -0.1173 -99 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4879 -0.1126 -94 63 73 LAPEYEAAATR Mascot
1252.5076 1252.3959 -0.1117 -89 108 119 DGEESGAYDGPR Mascot
1319.6953 1319.5796 -0.1157 -88 62 73 KLAPEYEAAATR Mascot
1341.6837 1341.5509 -0.1328 -99 449 460 GFPTIYFSPANK Mascot
1370.7314 1370.6084 -0.123 -90 472 482 ELSDFISYLKR 90 100 Mascot
1370.7314 1370.6084 -0.123 -90 472 482 ELSDFISYLKR Mascot
1422.6899 1422.5577 -0.1322 -93 162 173 DLFSEAHSEFLK Mascot
1469.7787 1469.6425 -0.1362 -93 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5715 -0.1123 -76 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.5436 -0.1351 -91 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot

1516.743 1516.6045 -0.1385 -91 352 363 FLEDYFDGNLKR Mascot
1516.743 1516.6045 -0.1385 -91 352 363 FLEDYFDGNLKR 104 100 Mascot

1579.8326 1579.6851 -0.1475 -93 483 496 EATNPPVIQEEKPK Mascot
1619.7839 1619.6343 -0.1496 -92 259 271 DLLIAYYDVDYEK Mascot
1664.7584 1664.6093 -0.1491 -90 434 448 MDATANDVPSPYEVR Mascot
1668.7612 1668.6096 -0.1516 -91 105 119 IFRDGEESGAYDGPR Mascot
1668.7612 1668.6096 -0.1516 -91 105 119 IFRDGEESGAYDGPR 62 99.745 Mascot

1668.6096 Mascot
1680.7534 1680.5995 -0.1539 -92 434 448 MDATANDVPSPYEVR Oxidation (M)[1] Mascot
1845.9229 1845.754 -0.1689 -91 131 147 QAGPASVPLKSEEEFEK Mascot
2591.2988 2591.0515 -0.2473 -95 306 329 TFSHELSDFGLESTTGEI 141 100 Mascot

PVVAVR
2591.2988 2591.0515 -0.2473 -95 306 329 TFSHELSDFGLESTTGEI Mascot

PVVAVR
2719.3938 2719.1382 -0.2556 -94 305 329 KTFSHELSDFGLESTTGE 121 100 Mascot

IPVVAVR
2719.3938 2719.1382 -0.2556 -94 305 329 KTFSHELSDFGLESTTGE Mascot

IPVVAVR
2847.3804 2847.125 -0.2554 -90 235 258 FIQENIFGICPHMTEDNKD Carbamidomethyl (C)[10] Mascot

LLQGK

3 RecName: Full=Protein disulfide-isomerase A3; gi|729433 56893.9 6.23 22 788 100 574 100
AltName: Full=58 kDa glucose-regulated protein; AltNa
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
900.5049 900.4188 -0.0861 -96 297 304 LHFAVASR Mascot

1028.6 1028.5052 -0.0948 -92 297 305 LHFAVASRK 4 0 Mascot
1028.6 1028.5052 -0.0948 -92 297 305 LHFAVASRK Mascot

1084.5674 1084.4591 -0.1083 -100 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR 56 99.118 Mascot
1179.5865 1179.4806 -0.1059 -90 174 183 AASNLRDNYR Mascot
1188.5354 1188.4181 -0.1173 -99 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4879 -0.1126 -94 63 73 LAPEYEAAATR Mascot
1252.5076 1252.3959 -0.1117 -89 108 119 DGEESGAYDGPR Mascot
1319.6953 1319.5796 -0.1157 -88 62 73 KLAPEYEAAATR Mascot
1341.6837 1341.5509 -0.1328 -99 449 460 GFPTIYFSPANK Mascot
1370.7314 1370.6084 -0.123 -90 472 482 ELSDFISYLKR 90 100 Mascot
1370.7314 1370.6084 -0.123 -90 472 482 ELSDFISYLKR Mascot
1422.6899 1422.5577 -0.1322 -93 162 173 DLFSEAHSEFLK Mascot



1469.7787 1469.6425 -0.1362 -93 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5715 -0.1123 -76 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.5436 -0.1351 -91 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot

1516.743 1516.6045 -0.1385 -91 352 363 FLEDYFDGNLKR Mascot
1516.743 1516.6045 -0.1385 -91 352 363 FLEDYFDGNLKR 104 100 Mascot

1579.8326 1579.6851 -0.1475 -93 483 496 EATNPPVIQEEKPK Mascot
1619.7839 1619.6343 -0.1496 -92 259 271 DLLIAYYDVDYEK Mascot
1664.7584 1664.6093 -0.1491 -90 434 448 MDATANDVPSPYEVR Mascot

1664.6093 Mascot
1668.7612 1668.6096 -0.1516 -91 105 119 IFRDGEESGAYDGPR Mascot
1668.7612 1668.6096 -0.1516 -91 105 119 IFRDGEESGAYDGPR 62 99.745 Mascot
1680.7534 1680.5995 -0.1539 -92 434 448 MDATANDVPSPYEVR Oxidation (M)[1] Mascot
1845.9229 1845.754 -0.1689 -91 131 147 QAGPASVPLKSEEEFEK Mascot
2591.2988 2591.0515 -0.2473 -95 306 329 TFSHELSDFGLESTTGEI 141 100 Mascot

PVVAVR
2591.2988 2591.0515 -0.2473 -95 306 329 TFSHELSDFGLESTTGEI Mascot

PVVAVR
2719.3938 2719.1382 -0.2556 -94 305 329 KTFSHELSDFGLESTTGE 121 100 Mascot

IPVVAVR
2719.3938 2719.1382 -0.2556 -94 305 329 KTFSHELSDFGLESTTGE Mascot

IPVVAVR
2847.3804 2847.125 -0.2554 -90 235 258 FIQENIFGICPHMTEDNKD Carbamidomethyl (C)[10] Mascot

LLQGK

4 RecName: Full=Protein disulfide-isomerase A3 gi|298351769 23373.5 4.75 7 321 100 264 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4591 -0.1083 -100 13 22 YGVSGYPTLK Mascot
1172.5404 1172.4343 -0.1061 -90 144 152 FVMQEEFSR Mascot
1172.5404 1172.4343 -0.1061 -90 144 152 FVMQEEFSR 56 99.118 Mascot
1188.5354 1188.4181 -0.1173 -99 144 152 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4879 -0.1126 -94 2 12 LAPEYEAAATR Mascot
1341.6837 1341.5509 -0.1328 -99 196 207 GFPTIYFSPANK Mascot
1469.7787 1469.6425 -0.1362 -93 196 208 GFPTIYFSPANKK Mascot
2591.2988 2591.0515 -0.2473 -95 120 143 TFSHELSDFGLESTTGEV 104 100 Mascot

PVVAIR
2591.2988 2591.0515 -0.2473 -95 120 143 TFSHELSDFGLESTTGEV Mascot

PVVAIR
2719.3938 2719.1382 -0.2556 -94 119 143 KTFSHELSDFGLESTTGE 104 100 Mascot

VPVVAIR
2719.3938 2719.1382 -0.2556 -94 119 143 KTFSHELSDFGLESTTGE Mascot

VPVVAIR

5 unnamed protein product [Mus musculus] gi|74143892 55392.9 5.53 9 315 100 264 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4591 -0.1083 -100 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR 56 99.118 Mascot
1179.5865 1179.4806 -0.1059 -90 174 183 AASNLRDNYR Mascot
1188.5354 1188.4181 -0.1173 -99 336 344 FVMQEEFSR Oxidation (M)[3] Mascot

1188.4181 Mascot
1191.6005 1191.4879 -0.1126 -94 63 73 LAPEYEAAATR Mascot
1341.6837 1341.5509 -0.1328 -99 449 460 GFPTIYFSPANK Mascot
1469.7787 1469.6425 -0.1362 -93 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5715 -0.1123 -76 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.5436 -0.1351 -91 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot
2591.2988 2591.0515 -0.2473 -95 306 329 TFSHELSDFGLESTTGEV 104 100 Mascot

PVVAIR
2591.2988 2591.0515 -0.2473 -95 306 329 TFSHELSDFGLESTTGEV Mascot

PVVAIR
2719.3938 2719.1382 -0.2556 -94 305 329 KTFSHELSDFGLESTTGE 104 100 Mascot

VPVVAIR
2719.3938 2719.1382 -0.2556 -94 305 329 KTFSHELSDFGLESTTGE Mascot

VPVVAIR

6 unnamed protein product [Mus musculus] gi|26353794 56589.6 5.78 9 314 100 264 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4591 -0.1083 -100 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR 56 99.118 Mascot
1179.5865 1179.4806 -0.1059 -90 174 183 AASNLRDNYR Mascot
1188.5354 1188.4181 -0.1173 -99 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4879 -0.1126 -94 63 73 LAPEYEAAATR Mascot
1341.6837 1341.5509 -0.1328 -99 449 460 GFPTIYFSPANK Mascot
1469.7787 1469.6425 -0.1362 -93 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5715 -0.1123 -76 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.5436 -0.1351 -91 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot
2591.2988 2591.0515 -0.2473 -95 306 329 TFSHELSDFGLESTTGEV 104 100 Mascot

PVVAIR
2591.2988 2591.0515 -0.2473 -95 306 329 TFSHELSDFGLESTTGEV Mascot

PVVAIR
2719.3938 2719.1382 -0.2556 -94 305 329 KTFSHELSDFGLESTTGE 104 100 Mascot

VPVVAIR
2719.3938 2719.1382 -0.2556 -94 305 329 KTFSHELSDFGLESTTGE Mascot

VPVVAIR

7 protein disulfide-isomerase A3 precursor [Homo gi|21361657 56746.8 5.98 14 240 100 147 100
sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4591 -0.1083 -100 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR 56 99.118 Mascot
1179.5865 1179.4806 -0.1059 -90 174 183 AASNLRDNYR Mascot
1188.5354 1188.4181 -0.1173 -99 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4879 -0.1126 -94 63 73 LAPEYEAAATR Mascot
1341.6837 1341.5509 -0.1328 -99 449 460 GFPTIYFSPANK Mascot
1370.6951 1370.6084 -0.0867 -63 472 482 ELSDFISYLQR 90 100 Mascot
1370.6951 1370.6084 -0.0867 -63 472 482 ELSDFISYLQR Mascot
1469.7787 1469.6425 -0.1362 -93 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5715 -0.1123 -76 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.5436 -0.1351 -91 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot
1579.8326 1579.6851 -0.1475 -93 483 496 EATNPPVIQEEKPK Mascot
1619.7839 1619.6343 -0.1496 -92 259 271 DLLIAYYDVDYEK Mascot

1652.037 1652.0723 0.0353 21 5 20 RLALFPGVALLLAAAR Mascot
1664.7584 1664.6093 -0.1491 -90 434 448 MDATANDVPSPYEVR Mascot
1680.7534 1680.5995 -0.1539 -92 434 448 MDATANDVPSPYEVR Oxidation (M)[1] Mascot
2755.2788 2755.084 -0.1948 -71 39 62 ISDTGSAGLMLVEFFAPW Carbamidomethyl (C)[19,22], Oxidation Mascot

CGHCKR (M)[10]
2847.3804 2847.125 -0.2554 -90 235 258 FIQENIFGICPHMTEDNKD Carbamidomethyl (C)[10] Mascot

LIQGK

8 Chain A, TapasinERP57 HETERODIMER gi|220702506 54199.2 5.61 13 232 100 147 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4591 -0.1083 -100 71 80 YGVSGYPTLK Mascot
1172.5404 1172.4343 -0.1061 -90 312 320 FVMQEEFSR Mascot
1172.5404 1172.4343 -0.1061 -90 312 320 FVMQEEFSR 56 99.118 Mascot
1179.5865 1179.4806 -0.1059 -90 150 159 AASNLRDNYR Mascot



1188.5354 1188.4181 -0.1173 -99 312 320 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4879 -0.1126 -94 39 49 LAPEYEAAATR Mascot
1341.6837 1341.5509 -0.1328 -99 425 436 GFPTIYFSPANK Mascot
1370.6951 1370.6084 -0.0867 -63 448 458 ELSDFISYLQR 90 100 Mascot
1370.6951 1370.6084 -0.0867 -63 448 458 ELSDFISYLQR Mascot
1469.7787 1469.6425 -0.1362 -93 425 437 GFPTIYFSPANKK Mascot
1472.6838 1472.5715 -0.1123 -76 312 323 FVMQEEFSRDGK Mascot
1488.6787 1488.5436 -0.1351 -91 312 323 FVMQEEFSRDGK Oxidation (M)[3] Mascot
1579.8326 1579.6851 -0.1475 -93 459 472 EATNPPVIQEEKPK Mascot
1619.7839 1619.6343 -0.1496 -92 235 247 DLLIAYYDVDYEK Mascot

1619.6343 Mascot
1639.7446 1639.6005 -0.1441 -88 1 14 SDVLELTDDNFESR Mascot
1664.7584 1664.6093 -0.1491 -90 410 424 MDATANDVPSPYEVR Mascot
1680.7534 1680.5995 -0.1539 -92 410 424 MDATANDVPSPYEVR Oxidation (M)[1] Mascot
2847.3804 2847.125 -0.2554 -90 211 234 FIQENIFGICPHMTEDNKD Carbamidomethyl (C)[10] Mascot

LIQGK

9 protein disulfide isomerase family A, member 3, isoform gi|119597640 54054.5 6.78 13 231 100 147 100
CRA_a [Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4591 -0.1083 -100 70 79 YGVSGYPTLK Mascot
1172.5404 1172.4343 -0.1061 -90 311 319 FVMQEEFSR Mascot
1172.5404 1172.4343 -0.1061 -90 311 319 FVMQEEFSR 56 99.118 Mascot
1179.5865 1179.4806 -0.1059 -90 149 158 AASNLRDNYR Mascot
1188.5354 1188.4181 -0.1173 -99 311 319 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4879 -0.1126 -94 38 48 LAPEYEAAATR Mascot
1341.6837 1341.5509 -0.1328 -99 424 435 GFPTIYFSPANK Mascot
1370.6951 1370.6084 -0.0867 -63 447 457 ELSDFISYLQR 90 100 Mascot
1370.6951 1370.6084 -0.0867 -63 447 457 ELSDFISYLQR Mascot
1469.7787 1469.6425 -0.1362 -93 424 436 GFPTIYFSPANKK Mascot
1472.6838 1472.5715 -0.1123 -76 311 322 FVMQEEFSRDGK Mascot
1488.6787 1488.5436 -0.1351 -91 311 322 FVMQEEFSRDGK Oxidation (M)[3] Mascot
1579.8326 1579.6851 -0.1475 -93 458 471 EATNPPVIQEEKPK Mascot
1619.7839 1619.6343 -0.1496 -92 234 246 DLLIAYYDVDYEK Mascot

1652.037 1652.0723 0.0353 21 5 20 RLALFPGVALLLAAAR Mascot
1664.7584 1664.6093 -0.1491 -90 409 423 MDATANDVPSPYEVR Mascot
1680.7534 1680.5995 -0.1539 -92 409 423 MDATANDVPSPYEVR Oxidation (M)[1] Mascot
2847.3804 2847.125 -0.2554 -90 210 233 FIQENIFGICPHMTEDNKD Carbamidomethyl (C)[10] Mascot

LIQGK

10 ER-60 protease [Homo sapiens] gi|1208427 56760.8 5.98 13 228 100 147 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1084.5674 1084.4591 -0.1083 -100 95 104 YGVSGYPTLK Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR Mascot
1172.5404 1172.4343 -0.1061 -90 336 344 FVMQEEFSR 56 99.118 Mascot
1179.5865 1179.4806 -0.1059 -90 174 183 AASNLRDNYR Mascot

1179.4806 Mascot
1188.5354 1188.4181 -0.1173 -99 336 344 FVMQEEFSR Oxidation (M)[3] Mascot
1191.6005 1191.4879 -0.1126 -94 63 73 LAPEYEAAATR Mascot
1341.6837 1341.5509 -0.1328 -99 449 460 GFPTIYFSPANK Mascot
1370.6951 1370.6084 -0.0867 -63 472 482 ELSDFISYLQR 90 100 Mascot
1370.6951 1370.6084 -0.0867 -63 472 482 ELSDFISYLQR Mascot
1469.7787 1469.6425 -0.1362 -93 449 461 GFPTIYFSPANKK Mascot
1472.6838 1472.5715 -0.1123 -76 336 347 FVMQEEFSRDGK Mascot
1488.6787 1488.5436 -0.1351 -91 336 347 FVMQEEFSRDGK Oxidation (M)[3] Mascot
1579.8326 1579.6851 -0.1475 -93 483 496 EATNPPVIQEEKPK Mascot
1619.7839 1619.6343 -0.1496 -92 259 271 DLLIAYYDVDYEK Mascot
1664.7584 1664.6093 -0.1491 -90 434 448 MDATANDVPSPYEVR Mascot
1680.7534 1680.5995 -0.1539 -92 434 448 MDATANDVPSPYEVR Oxidation (M)[1] Mascot
2755.2788 2755.084 -0.1948 -71 39 62 ISDTGSAGLMLVEFFAPW Carbamidomethyl (C)[19,22], Oxidation Mascot

CGHCKR (M)[10]
2847.3804 2847.125 -0.2554 -90 235 258 FIQENIFGICPHMTEDNKD Carbamidomethyl (C)[10] Mascot

LIQGK

Gel Idx/Pos 18/A8 Instr./Gel Origin AB4700/110211A Process Stat Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW rotein Pep. Protein Protein Total Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 Isoleucyl-tRNA synthetase OS=Chromohalobacter SYI_CHRSD 106007.5 5.46 15 66 88.408
salexigens (strain DSM 3043 / ATCC BAA-138 / NCIMB

13
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1045.5022 1045.4902 -0.012 -11 169 177 MVEGGYVFK Oxidation (M)[1] Mascot
1089.5283 1089.4988 -0.0295 -27 427 435 EDDQGRTLR Mascot
1126.4781 1126.5361 0.058 51 908 915 CERCWHHR Mascot
1193.5797 1193.5573 -0.0224 -19 125 135 EYAGAQIEGQK Mascot
1291.5597 1291.5454 -0.0143 -11 551 562 GSHPMGHDQGPR Oxidation (M)[5] Mascot
1382.7208 1382.6292 -0.0916 -66 898 910 VAVVSSPHAKCER Mascot
1519.7614 1519.6755 -0.0859 -57 365 377 DDLPLFGGQMIWK Mascot
1519.7614 1519.6755 -0.0859 -57 365 377 DDLPLFGGQMIWK Mascot
1553.7125 1553.6083 -0.1042 -67 916 930 ADVGTHAADPNLCGR Carbamidomethyl (C)[13] Mascot
1814.8286 1814.7202 -0.1084 -60 547 562 HVMRGSHPMGHDQGPR Oxidation (M)[3] Mascot
1814.8789 1814.7202 -0.1587 -87 456 470 LHSMIANRPDWCISR Oxidation (M)[4] Mascot
1863.9126 1863.9152 0.0026 1 610 626 MSKSMGNVIAPQQVMDK Mascot

1997.877 1997.8392 -0.0378 -19 416 432 ATAQWFVGMDREDDQG Oxidation (M)[9] Mascot
R

2006.9501 2006.9393 -0.0108 -5 25 40 EPGRVSQWQDMNLYQR Mascot
2092.1033 2091.8425 -0.2608 -125 838 856 VVRNSLAAEVTLYADDSL Mascot

2091.8425 Mascot
R

2211.021 2210.9397 -0.0813 -37 1 18 MSDYKHTLNLPETDFPM Oxidation (M)[1] Mascot
R

2 Sushi repeat-containing protein SRPX2 OS=Bos taurus SRPX2_BOVIN 53033.9 7.1 11 53 0
GN=SRPX2 PE=2 SV=1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.3444 882.5137 0.1693 192 87 93 CELSCDR Carbamidomethyl (C)[1] Mascot
882.3444 882.5137 0.1693 192 87 93 CELSCDR Carbamidomethyl (C)[1] Mascot

969.457 969.49 0.033 34 247 254 AYNRASCK Carbamidomethyl (C)[7] Mascot
1000.4305 1000.4977 0.0672 67 111 118 WSGTAYCR Carbamidomethyl (C)[7] Mascot
1045.5571 1045.4902 -0.0669 -64 102 110 SVQCLPSRR Mascot
1156.5316 1156.5913 0.0597 52 110 118 RWSGTAYCR Carbamidomethyl (C)[8] Mascot
1814.9105 1814.7202 -0.1903 -105 414 428 SYFNMVLIDKQGIDR Oxidation (M)[5] Mascot
1814.9105 1814.7202 -0.1903 -105 414 428 SYFNMVLIDKQGIDR Oxidation (M)[5] Mascot
1880.9027 1880.8403 -0.0624 -33 359 374 MQISMLQQSTCGLDLR Carbamidomethyl (C)[11] Mascot
2011.8708 2011.8431 -0.0277 -14 76 93 GGNYHSSLGTRCELSCD Carbamidomethyl (C)[12] Mascot

R
2019.0182 2018.9926 -0.0256 -13 203 220 VYWDPPVVKDSADGTIT Mascot

R
2091.9773 2091.8425 -0.1348 -64 305 323 VCQSSRQWSGSPPVCV Oxidation (M)[18] Mascot

PMK
2419.0728 2419.0032 -0.0696 -29 162 183 ICMEDGRWSGGEPVCVD Oxidation (M)[3] Mascot

IDPPK

3 Adenine phosphoribosyltransferase OS=Mycobacterium APT_MYCA1 18495 6.9 6 50 0
avium (strain 104) GN=apt PE=3 SV=1



Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1089.6051 1089.4988 -0.1063 -98 68 78 GFLVAAAVADR Mascot
1814.9495 1814.7202 -0.2293 -126 2 19 TDAGEATPVAELIASLTR Mascot
1814.9495 1814.7202 -0.2293 -126 2 19 TDAGEATPVAELIASLTR 5 0 Mascot
1996.1549 1995.8508 -0.3041 -152 123 142 RIVIIDDVLATGGTLAAAA Mascot

R

1996.1549 1995.8508 -0.3041 -152 123 142 RIVIIDDVLATGGTLAAAA Mascot

R

2106.0901 2105.8918 -0.1983 -94 33 53 DLTPLFADATAMTAVTGA Mascot

LAR
2106.0901 2105.8918 -0.1983 -94 33 53 DLTPLFADATAMTAVTGA Mascot

LAR

2211.0815 2210.9397 -0.1418 -64 101 120 YDLEYGSATLEIPADGIDL Mascot
R

2439.2739 2439.033 -0.2409 -99 54 78 HASGADLVAGIDSRGFLV Mascot
AAAVADR

4 Interferon-induced protein with tetratricopeptide repeat IFIT1_HUMAN 55325.2 6.75 3 50 0 42 84.114
1 OS=Homo sapiens GN=IFIT1 PE=1 SV=2
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1730.769 1730.6802 -0.0888 -51 449 462 LEGNMNEALEYYER 42 84.114 Mascot
1730.769 1730.6802 -0.0888 -51 449 462 LEGNMNEALEYYER Mascot

1746.7639 1746.6681 -0.0958 -55 449 462 LEGNMNEALEYYER Oxidation (M)[5] Mascot
1995.8496 1995.8508 0.0012 1 136 151 MECPEIDCEEGWALLK Carbamidomethyl (C)[3,8], Oxidation (M)[1] Mascot
1995.8496 1995.8508 0.0012 1 136 151 MECPEIDCEEGWALLK Carbamidomethyl (C)[3,8], Oxidation (M)[1] Mascot
2210.9587 2210.9397 -0.019 -9 136 155 MECPEIDCEEGWALLKC Mascot

GGK
5 50S ribosomal protein L5 OS=Anaplasma marginal RL5_ANAMM 19731.2 9.34 8 49 0

(strain St. Maries) GN=rplE PE=3 SV=1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1045.4879 1045.4902 0.0023 2 1 9 MYMLGSLCK Mascot

1193.6169 1193.5573 -0.0596 -50 82 92 GFPIGCMVTLR Mascot
1337.7068 1337.746 0.0392 29 81 92 KGFPIGCMVTLR Oxidation (M)[8] Mascot

1337.7068 1337.746 0.0392 29 81 92 KGFPIGCMVTLR Oxidation (M)[8] Mascot

1864.0149 1863.9152 -0.0997 -53 96 110 MYEFLDRLINIALPR Mascot
1880.8959 1880.8403 -0.0556 -30 116 133 GLSMSQFDGHGNISFGV Mascot

K
2106.0103 2105.8918 -0.1185 -56 1 19 MYMLGSLCKEAVAQSLM Oxidation (M)[1] Mascot

SK
2106.0103 2105.8918 -0.1185 -56 1 19 MYMLGSLCKEAVAQSLM Oxidation (M)[1] Mascot

SK
2271.0862 2270.9531 -0.1331 -59 113 133 DFKGLSMSQFDGHGNIS Mascot

FGVK
2392.0432 2392.1799 0.1367 57 34 55 VCLNMGIGIGAMDSKVM Carbamidomethyl (C)[2], Oxidation Mascot

DSCSR (M)[5,12,17]

6 Sushi repeat-containing protein SRPX2 OS=Homo SRPX2_HUMAN 52937.7 7.05 10 49 0
sapiens GN=SRPX2 PE=1 SV=1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.3444 882.5137 0.1693 192 87 93 CELSCDR Carbamidomethyl (C)[1] Mascot
882.3444 882.5137 0.1693 192 87 93 CELSCDR Carbamidomethyl (C)[1] Mascot

969.457 969.49 0.033 34 247 254 AYNRASCK Carbamidomethyl (C)[7] Mascot
1000.4305 1000.4977 0.0672 67 111 118 WSGTAYCR Carbamidomethyl (C)[7] Mascot
1045.5571 1045.4902 -0.0669 -64 102 110 SVQCLPSRR Mascot
1156.5316 1156.5913 0.0597 52 110 118 RWSGTAYCR Carbamidomethyl (C)[8] Mascot
1814.9105 1814.7202 -0.1903 -105 414 428 SYFNMVLIDKQGIDR Oxidation (M)[5] Mascot
1814.9105 1814.7202 -0.1903 -105 414 428 SYFNMVLIDKQGIDR Oxidation (M)[5] Mascot

1880.9027 1880.8403 -0.0624 -33 359 374 MQISMLQQSTCGLDLR Carbamidomethyl (C)[11] Mascot
2011.8708 2011.8431 -0.0277 -14 76 93 GGNYHSSLGTRCELSCD Carbamidomethyl (C)[12] Mascot

R

2091.915 2091.8425 -0.0725 -35 58 75 WCYTLNIQDGEATCYSP Mascot
K

2419.0728 2419.0032 -0.0696 -29 162 183 ICMEDGRWSGGEPVCVD Oxidation (M)[3] Mascot
IDPPK

7 Threonyl-tRNA synthetase OS=Pyrobaculum SYT_PYRAR 70013.4 6.56 8 48 0 17 0
arsenaticum (strain DSM 13514 / JCM 11321) GN=thrS
PE=3 SV=
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
894.4427 894.4244 -0.0183 -20 566 573 ERGGGQYK Mascot

1000.5574 1000.4977 -0.0597 -60 3 10 VLYIHAER Mascot

1126.683 1126.5361 -0.1469 -130 500 509 VIPVSKENLK Mascot
1156.6586 1156.5913 -0.0673 -58 2 10 RVLYIHAER Mascot
1337.6445 1337.746 0.1015 76 469 479 YLYAVFDTMAK Oxidation (M)[9] Mascot
1337.6445 1337.746 0.1015 76 469 479 YLYAVFDTMAK Oxidation (M)[9] Mascot
2007.0658 2006.9393 -0.1265 -63 427 444 EIATFQIDVGNAQRFGIK Mascot
2092.0134 2091.8425 -0.1709 -82 368 384 TYVSLYNVTEDFYKGHR Mascot
2106.0898 2105.8918 -0.198 -94 506 524 ENLKYAMAVADLLEAEGI 17 0 Mascot

R
2106.0898 2105.8918 -0.198 -94 506 524 ENLKYAMAVADLLEAEGI Mascot

R
8 HERV-K_22q11.21 provirus ancestral Gag polyprotei GAK11_HUMAN 73992.7 8.99 8 47 0 22 0

OS=Homo sapiens PE=1 SV=2
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
969.5437 969.49 -0.0537 -55 309 316 SFSIKMLK Oxidation (M)[6] Mascot
972.5294 972.4133 -0.1161 -119 557 564 KNCPVLNK Carbamidomethyl (C)[3] Mascot

1089.5874 1089.4988 -0.0886 -81 421 429 AICLRAWEK Mascot
1159.5425 1159.5713 0.0288 25 590 598 HWASQCRSK Carbamidomethyl (C)[6] Mascot
1814.9979 1814.7202 -0.2777 -153 523 540 AMLMAQAITGVVLGGQV Mascot

R

1814.9979 1814.7202 -0.2777 -153 523 540 AMLMAQAITGVVLGGQV 22 0 Mascot

R
2106.0073 2105.8918 -0.1155 -55 426 444 AWEKIQDPGSACPSFNT Mascot

VR

2106.0073 2105.8918 -0.1155 -55 426 444 AWEKIQDPGSACPSFNT Mascot
VR

2211.1187 2210.9397 -0.179 -81 565 584 QNITIQATTTGREPPDLC Mascot
PR

2439.1875 2439.033 -0.1545 -63 324 344 QYGPNSPYMRTLLDSIAY Mascot
GHR

9 Hexokinase-4, chloroplastic OS=Oryza sativa subsp HXK4_ORYSJ 54724.2 6.49 9 46 0
japonica GN=HXK4 PE=2 SV=1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.458 882.5137 0.0557 63 455 460 YPQYRR Mascot

882.458 882.5137 0.0557 63 455 460 YPQYRR Mascot
894.4679 894.4244 -0.0435 -49 206 215 GFAVSGTAGK Mascot
969.6203 969.49 -0.1303 -134 119 127 VLRVQLGGK Mascot
996.5658 996.5037 -0.0621 -62 58 66 CAAPLPVLR Carbamidomethyl (C)[1] Mascot



1045.5497 1045.4902 -0.0595 -57 26 37 SRGGGSGAAAVR Mascot
1291.6133 1291.5454 -0.0679 -53 216 227 DVVACLNAAMER Mascot
1434.6543 1434.6215 -0.0328 -23 430 441 MENDSRGHIFGR Oxidation (M)[1] Mascot
1880.8218 1880.8403 0.0185 10 310 325 EMDDESINPGEQIFEK Mascot

2105.9954 2105.8918 -0.1036 -49 68 89 VADAMASGMRAGLADD Mascot

GAGELK
2105.9954 2105.8918 -0.1036 -49 68 89 VADAMASGMRAGLADD Mascot

GAGELK

10 N-terminal acetyltransferase A complex subunit NAT NAT1_YEAST 98843 8.86 11 46 0
OS=Saccharomyces cerevisiae GN=NAT1 PE=1 SV=2
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1000.6036 1000.4977 -0.1059 -106 357 365 SKVSPLLEK Mascot
1159.5994 1159.5713 -0.0281 -24 761 770 NDTPFDPILK Mascot
1337.7212 1337.746 0.0248 19 808 818 NDINGLLFLYR Mascot
1337.7212 1337.746 0.0248 19 808 818 NDINGLLFLYR Mascot
1434.8137 1434.6215 -0.1922 -134 724 736 IGKLALCFASLNK Carbamidomethyl (C)[7] Mascot
1704.8286 1704.6854 -0.1432 -84 527 541 EVESDKSEQIANDIK Mascot

1730.8456 1730.6802 -0.1654 -96 160 175 ANWTSLAVAQDVNGER 5 0 Mascot
1730.8456 1730.6802 -0.1654 -96 160 175 ANWTSLAVAQDVNGER Mascot
1880.9501 1880.8403 -0.1098 -58 109 125 ESIKWFTAALNNGSTNK Mascot
1996.0498 1995.8508 -0.199 -100 126 142 QIYRDLATLQSQIGDFK Mascot
1996.0498 1995.8508 -0.199 -100 126 142 QIYRDLATLQSQIGDFK Mascot
2007.0393 2006.9393 -0.1 -50 471 489 AVEVASLFTKNDDSVNGI Mascot

K
2018.8834 2018.9926 0.1092 54 193 208 ISDSEKYEHSECLMYK Carbamidomethyl (C)[12] Mascot

2439.198 2439.033 -0.165 -68 490 509 DLHLVEASWFIVEQAEAY Mascot
YR

Gel Idx/Pos 5/A9 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 unnamed protein product [Mus musculus] gi|74223737 49652 4.78 22 741 100 500 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1028.5194 1028.4437 -0.0757 -74 351 359 TAVCDIPPR Carbamidomethyl (C)[4] Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR 48 94.168 Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR Mascot
1065.4275 1065.3419 -0.0856 -80 298 306 NMMAACDPR Carbamidomethyl (C)[6] Mascot
1077.5323 1077.4445 -0.0878 -81 155 162 IREEYPDR Mascot
1130.5953 1130.512 -0.0833 -74 242 251 FPGQLNADLR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR 46 89.557 Mascot
1159.6292 1159.5356 -0.0936 -81 253 262 LAVNMVPFPR Oxidation (M)[5] Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR 59 99.467 Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR Mascot
1245.5933 1245.4937 -0.0996 -80 381 390 ISEQFTAMFR Oxidation (M)[8] Mascot
1258.6902 1258.5995 -0.0907 -72 242 252 FPGQLNADLRK Mascot
1271.7292 1271.6367 -0.0925 -73 252 262 KLAVNMVPFPR Mascot
1287.7241 1287.6202 -0.1039 -81 252 262 KLAVNMVPFPR Oxidation (M)[6] Mascot
1385.6995 1385.5964 -0.1031 -74 381 391 ISEQFTAMFRR Mascot
1401.6943 1401.5809 -0.1134 -81 381 391 ISEQFTAMFRR Oxidation (M)[8] Mascot
1615.8359 1615.7191 -0.1168 -72 63 77 AILVDLEPGTMDSVR Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR 82 99.998 Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR Mascot
1631.8309 1631.7075 -0.1234 -76 63 77 AILVDLEPGTMDSVR Oxidation (M)[11] Mascot

1631.7075 Mascot
1636.8304 1636.705 -0.1254 -77 263 276 LHFFMPGFAPLTSR Oxidation (M)[5] Mascot
1659.8951 1659.7618 -0.1333 -80 283 297 ALTVPELTQQVFDAK Mascot
1696.8329 1696.6941 -0.1388 -82 337 350 NSSYFVEWIPNNVK Mascot
1822.9227 1822.7826 -0.1401 -77 3 19 EIVHIQAGQCGNQIGAK Carbamidomethyl (C)[10] Mascot
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV Mascot

R
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV 135 100 Mascot

R
2026.079 2025.9255 -0.1535 -76 363 380 MAVTFIGNSTAIQELFKR Mascot

2087.0767 2086.9177 -0.159 -76 104 122 GHYTEGAELVDSVLDVV Mascot
RK

2110.0645 2109.9023 -0.1622 -77 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12] Mascot
K

2126.0593 2125.8967 -0.1626 -76 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12], Oxidation (M)[1] Mascot
K

2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS 91 100 Carbamidomethyl (C)[23] Mascot
GVTTCLR

2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23] Mascot
GVTTCLR

2724.333 2724.124 -0.209 -77 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23], Oxidation (M)[17] Mascot
GVTTCLR

2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ 39 47.179 Mascot
SGAGNNWAK

2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ Mascot
SGAGNNWAK

3102.4075 3102.1646 -0.2429 -78 20 46 FWEVISDEHGIDPTGTYH Mascot
GDSDLQLDR

2 PREDICTED: hypothetical protein isoform 2 gi|126309503 50303.3 4.78 22 740 100 500 100
[Monodelphis domestica]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1028.5194 1028.4437 -0.0757 -74 357 365 TAVCDIPPR Carbamidomethyl (C)[4] Mascot
1039.5935 1039.5179 -0.0756 -73 316 324 YLTVAAVFR 48 94.168 Mascot
1039.5935 1039.5179 -0.0756 -73 316 324 YLTVAAVFR Mascot
1065.4275 1065.3419 -0.0856 -80 304 312 NMMAACDPR Carbamidomethyl (C)[6] Mascot
1077.5323 1077.4445 -0.0878 -81 161 168 IREEYPDR Mascot
1130.5953 1130.512 -0.0833 -74 248 257 FPGQLNADLR Mascot
1143.6343 1143.5522 -0.0821 -72 259 268 LAVNMVPFPR Mascot
1143.6343 1143.5522 -0.0821 -72 259 268 LAVNMVPFPR 46 89.557 Mascot
1159.6292 1159.5356 -0.0936 -81 259 268 LAVNMVPFPR Oxidation (M)[5] Mascot
1229.5983 1229.5092 -0.0891 -72 387 396 ISEQFTAMFR 59 99.467 Mascot
1229.5983 1229.5092 -0.0891 -72 387 396 ISEQFTAMFR Mascot
1245.5933 1245.4937 -0.0996 -80 387 396 ISEQFTAMFR Oxidation (M)[8] Mascot
1258.6902 1258.5995 -0.0907 -72 248 258 FPGQLNADLRK Mascot

1258.5995 Mascot
1271.7292 1271.6367 -0.0925 -73 258 268 KLAVNMVPFPR Mascot
1287.7241 1287.6202 -0.1039 -81 258 268 KLAVNMVPFPR Oxidation (M)[6] Mascot
1385.6995 1385.5964 -0.1031 -74 387 397 ISEQFTAMFRR Mascot
1401.6943 1401.5809 -0.1134 -81 387 397 ISEQFTAMFRR Oxidation (M)[8] Mascot
1615.8359 1615.7191 -0.1168 -72 69 83 AILVDLEPGTMDSVR Mascot
1620.8356 1620.7164 -0.1192 -74 269 282 LHFFMPGFAPLTSR 82 99.998 Mascot
1620.8356 1620.7164 -0.1192 -74 269 282 LHFFMPGFAPLTSR Mascot
1631.8309 1631.7075 -0.1234 -76 69 83 AILVDLEPGTMDSVR Oxidation (M)[11] Mascot
1636.8304 1636.705 -0.1254 -77 269 282 LHFFMPGFAPLTSR Oxidation (M)[5] Mascot
1659.8951 1659.7618 -0.1333 -80 289 303 ALTVPELTQQVFDAK Mascot
1696.8329 1696.6941 -0.1388 -82 343 356 NSSYFVEWIPNNVK Mascot
1822.9227 1822.7826 -0.1401 -77 3 19 EIVHIQAGQCGNQIGAK Carbamidomethyl (C)[10] Mascot
1958.9817 1958.8319 -0.1498 -76 110 127 GHYTEGAELVDSVLDVV Mascot

R
1958.9817 1958.8319 -0.1498 -76 110 127 GHYTEGAELVDSVLDVV 135 100 Mascot



R
2026.079 2025.9255 -0.1535 -76 369 386 MAVTFIGNSTAIQELFKR Mascot

2087.0767 2086.9177 -0.159 -76 110 128 GHYTEGAELVDSVLDVV Mascot
RK

2110.0645 2109.9023 -0.1622 -77 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12] Mascot
K

2126.0593 2125.8967 -0.1626 -76 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12], Oxidation (M)[1] Mascot
K

2708.3381 2708.1213 -0.2168 -80 223 247 LTTPTYGDLNHLVSATMS 91 100 Carbamidomethyl (C)[23] Mascot
GVTTCLR

2708.3381 2708.1213 -0.2168 -80 223 247 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23] Mascot
GVTTCLR

2724.333 2724.124 -0.209 -77 223 247 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23], Oxidation (M)[17] Mascot
GVTTCLR

2798.3433 2798.1177 -0.2256 -81 84 109 SGPFGQIFRPDNFVFGQ 39 47.179 Mascot
SGAGNNWAK

2798.3433 2798.1177 -0.2256 -81 84 109 SGPFGQIFRPDNFVFGQ Mascot
SGAGNNWAK

3102.4075 3102.1646 -0.2429 -78 20 46 FWEVISDEHGIDPTGTYH Mascot
GDSDLQLDR

3 PREDICTED: tubulin, beta isoform 2 [Equus caballus] gi|149754675 50453.3 4.79 22 739 100 500 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1028.5194 1028.4437 -0.0757 -74 360 368 TAVCDIPPR Carbamidomethyl (C)[4] Mascot
1039.5935 1039.5179 -0.0756 -73 319 327 YLTVAAVFR 48 94.168 Mascot
1039.5935 1039.5179 -0.0756 -73 319 327 YLTVAAVFR Mascot
1065.4275 1065.3419 -0.0856 -80 307 315 NMMAACDPR Carbamidomethyl (C)[6] Mascot
1077.5323 1077.4445 -0.0878 -81 164 171 IREEYPDR Mascot
1130.5953 1130.512 -0.0833 -74 251 260 FPGQLNADLR Mascot
1143.6343 1143.5522 -0.0821 -72 262 271 LAVNMVPFPR Mascot
1143.6343 1143.5522 -0.0821 -72 262 271 LAVNMVPFPR 46 89.557 Mascot
1159.6292 1159.5356 -0.0936 -81 262 271 LAVNMVPFPR Oxidation (M)[5] Mascot
1229.5983 1229.5092 -0.0891 -72 390 399 ISEQFTAMFR 59 99.467 Mascot
1229.5983 1229.5092 -0.0891 -72 390 399 ISEQFTAMFR Mascot
1245.5933 1245.4937 -0.0996 -80 390 399 ISEQFTAMFR Oxidation (M)[8] Mascot
1258.6902 1258.5995 -0.0907 -72 251 261 FPGQLNADLRK Mascot
1271.7292 1271.6367 -0.0925 -73 261 271 KLAVNMVPFPR Mascot
1287.7241 1287.6202 -0.1039 -81 261 271 KLAVNMVPFPR Oxidation (M)[6] Mascot
1385.6995 1385.5964 -0.1031 -74 390 400 ISEQFTAMFRR Mascot
1401.6943 1401.5809 -0.1134 -81 390 400 ISEQFTAMFRR Oxidation (M)[8] Mascot
1615.8359 1615.7191 -0.1168 -72 72 86 AILVDLEPGTMDSVR Mascot
1620.8356 1620.7164 -0.1192 -74 272 285 LHFFMPGFAPLTSR 82 99.998 Mascot
1620.8356 1620.7164 -0.1192 -74 272 285 LHFFMPGFAPLTSR Mascot
1631.8309 1631.7075 -0.1234 -76 72 86 AILVDLEPGTMDSVR Oxidation (M)[11] Mascot
1636.8304 1636.705 -0.1254 -77 272 285 LHFFMPGFAPLTSR Oxidation (M)[5] Mascot
1659.8951 1659.7618 -0.1333 -80 292 306 ALTVPELTQQVFDAK Mascot
1696.8329 1696.6941 -0.1388 -82 346 359 NSSYFVEWIPNNVK Mascot
1822.9227 1822.7826 -0.1401 -77 3 19 EIVHIQAGQCGNQIGAK Carbamidomethyl (C)[10] Mascot
1958.9817 1958.8319 -0.1498 -76 113 130 GHYTEGAELVDSVLDVV Mascot

R
1958.9817 1958.8319 -0.1498 -76 113 130 GHYTEGAELVDSVLDVV 135 100 Mascot

R
2026.079 2025.9255 -0.1535 -76 372 389 MAVTFIGNSTAIQELFKR Mascot

2087.0767 2086.9177 -0.159 -76 113 131 GHYTEGAELVDSVLDVV Mascot
RK

2110.0645 2109.9023 -0.1622 -77 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12] Mascot
K

2126.0593 2125.8967 -0.1626 -76 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12], Oxidation (M)[1] Mascot
K

2708.3381 2708.1213 -0.2168 -80 226 250 LTTPTYGDLNHLVSATMS 91 100 Carbamidomethyl (C)[23] Mascot
GVTTCLR

2708.3381 2708.1213 -0.2168 -80 226 250 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23] Mascot
GVTTCLR

2724.333 2724.124 -0.209 -77 226 250 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23], Oxidation (M)[17] Mascot
GVTTCLR

2798.3433 2798.1177 -0.2256 -81 87 112 SGPFGQIFRPDNFVFGQ 39 47.179 Mascot
SGAGNNWAK

2798.3433 2798.1177 -0.2256 -81 87 112 SGPFGQIFRPDNFVFGQ Mascot
SGAGNNWAK

3102.4075 3102.1646 -0.2429 -78 20 46 FWEVISDEHGIDPTGTYH Mascot
GDSDLQLDR

4 Chain B, Tubulin-Colchicine-Phomopsin A: gi|209870470 49890.9 4.78 22 737 100 500 100
Stathmin-Like Domain Complex
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1028.5194 1028.4437 -0.0757 -74 351 359 TAVCDIPPR Carbamidomethyl (C)[4] Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR 48 94.168 Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR Mascot
1065.4275 1065.3419 -0.0856 -80 298 306 NMMAACDPR Carbamidomethyl (C)[6] Mascot
1077.5323 1077.4445 -0.0878 -81 155 162 IREEYPDR Mascot
1130.5953 1130.512 -0.0833 -74 242 251 FPGQLNADLR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR 46 89.557 Mascot
1159.6292 1159.5356 -0.0936 -81 253 262 LAVNMVPFPR Oxidation (M)[5] Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR 59 99.467 Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR Mascot
1245.5933 1245.4937 -0.0996 -80 381 390 ISEQFTAMFR Oxidation (M)[8] Mascot
1258.6902 1258.5995 -0.0907 -72 242 252 FPGQLNADLRK Mascot
1271.7292 1271.6367 -0.0925 -73 252 262 KLAVNMVPFPR Mascot
1287.7241 1287.6202 -0.1039 -81 252 262 KLAVNMVPFPR Oxidation (M)[6] Mascot
1385.6696 1385.5964 -0.0732 -53 47 58 INVYYNEATGNK Mascot
1401.6943 1401.5809 -0.1134 -81 381 391 ISEQFTAMFRR Oxidation (M)[8] Mascot
1615.8359 1615.7191 -0.1168 -72 63 77 AILVDLEPGTMDSVR Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR 82 99.998 Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR Mascot
1631.8309 1631.7075 -0.1234 -76 63 77 AILVDLEPGTMDSVR Oxidation (M)[11] Mascot
1636.8304 1636.705 -0.1254 -77 263 276 LHFFMPGFAPLTSR Oxidation (M)[5] Mascot
1696.8329 1696.6941 -0.1388 -82 337 350 NSSYFVEWIPNNVK Mascot
1822.9227 1822.7826 -0.1401 -77 3 19 EIVHIQAGQCGNQIGAK Carbamidomethyl (C)[10] Mascot
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV Mascot

R
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV 135 100 Mascot

R
2014.0426 2013.8954 -0.1472 -73 363 380 MSATFIGNSTAIQELFKR Mascot
2087.0767 2086.9177 -0.159 -76 104 122 GHYTEGAELVDSVLDVV Mascot

RK
2110.0645 2109.9023 -0.1622 -77 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12] Mascot

K
2126.0593 2125.8967 -0.1626 -76 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12], Oxidation (M)[1] Mascot

K
2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS 91 100 Carbamidomethyl (C)[23] Mascot

GVTTCLR
2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23] Mascot

GVTTCLR
2724.333 2724.124 -0.209 -77 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23], Oxidation (M)[17] Mascot

GVTTCLR
2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ 39 47.179 Mascot

SGAGNNWAK
2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ Mascot



SGAGNNWAK
3102.4075 3102.1646 -0.2429 -78 20 46 FWEVISDEHGIDPTGSYH Mascot

GDSDLQLER

5 Chain B, Tubulin Alpha-Beta Dimer, Electron Diffraction gi|3745822 47863.2 5.17 21 727 100 500 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1028.5194 1028.4437 -0.0757 -74 351 359 TAVCDIPPR Carbamidomethyl (C)[4] Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR 48 94.168 Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR Mascot
1065.4275 1065.3419 -0.0856 -80 298 306 NMMAACDPR Carbamidomethyl (C)[6] Mascot
1077.5323 1077.4445 -0.0878 -81 155 162 IREEYPDR Mascot
1130.5953 1130.512 -0.0833 -74 242 251 FPGQLNADLR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR 46 89.557 Mascot
1159.6292 1159.5356 -0.0936 -81 253 262 LAVNMVPFPR Oxidation (M)[5] Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR 59 99.467 Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR Mascot
1245.5933 1245.4937 -0.0996 -80 381 390 ISEQFTAMFR Oxidation (M)[8] Mascot
1258.6902 1258.5995 -0.0907 -72 242 252 FPGQLNADLRK Mascot
1271.7292 1271.6367 -0.0925 -73 252 262 KLAVNMVPFPR Mascot
1287.7241 1287.6202 -0.1039 -81 252 262 KLAVNMVPFPR Oxidation (M)[6] Mascot
1385.6995 1385.5964 -0.1031 -74 381 391 ISEQFTAMFRR Mascot
1401.6943 1401.5809 -0.1134 -81 381 391 ISEQFTAMFRR Oxidation (M)[8] Mascot
1615.8359 1615.7191 -0.1168 -72 63 77 AILVDLEPGTMDSVR Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR 82 99.998 Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR Mascot
1631.8309 1631.7075 -0.1234 -76 63 77 AILVDLEPGTMDSVR Oxidation (M)[11] Mascot
1636.8304 1636.705 -0.1254 -77 263 276 LHFFMPGFAPLTSR Oxidation (M)[5] Mascot
1696.8329 1696.6941 -0.1388 -82 337 350 NSSYFVEWIPNNVK Mascot
1822.9227 1822.7826 -0.1401 -77 3 19 EIVHIQAGQCGNQIGAK Carbamidomethyl (C)[10] Mascot
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV Mascot

R
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV 135 100 Mascot

R
2014.0426 2013.8954 -0.1472 -73 363 380 MSATFIGNSTAIQELFKR Mascot

2013.8954 Mascot
2087.0767 2086.9177 -0.159 -76 104 122 GHYTEGAELVDSVLDVV Mascot

RK
2110.0645 2109.9023 -0.1622 -77 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12] Mascot

K
2126.0593 2125.8967 -0.1626 -76 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12], Oxidation (M)[1] Mascot

K
2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS 91 100 Carbamidomethyl (C)[23] Mascot

GVTTCLR
2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23] Mascot

GVTTCLR
2724.333 2724.124 -0.209 -77 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23], Oxidation (M)[17] Mascot

GVTTCLR
2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ 39 47.179 Mascot

SGAGNNWAK
2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ Mascot

SGAGNNWAK
3102.4075 3102.1646 -0.2429 -78 20 46 FWEVISDEHGIDPTGSYH Mascot

GDSDLQLER

6 Tubulin, beta [Homo sapiens] gi|18088719 49639.9 4.75 21 725 100 500 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1028.5194 1028.4437 -0.0757 -74 351 359 TAVCDIPPR Carbamidomethyl (C)[4] Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR 48 94.168 Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR Mascot
1077.5323 1077.4445 -0.0878 -81 155 162 IREEYPDR Mascot
1130.5953 1130.512 -0.0833 -74 242 251 FPGQLNADLR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR 46 89.557 Mascot
1159.6292 1159.5356 -0.0936 -81 253 262 LAVNMVPFPR Oxidation (M)[5] Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR 59 99.467 Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR Mascot
1245.5933 1245.4937 -0.0996 -80 381 390 ISEQFTAMFR Oxidation (M)[8] Mascot
1258.6902 1258.5995 -0.0907 -72 242 252 FPGQLNADLRK Mascot
1271.7292 1271.6367 -0.0925 -73 252 262 KLAVNMVPFPR Mascot
1287.7241 1287.6202 -0.1039 -81 252 262 KLAVNMVPFPR Oxidation (M)[6] Mascot
1385.6995 1385.5964 -0.1031 -74 381 391 ISEQFTAMFRR Mascot
1401.6943 1401.5809 -0.1134 -81 381 391 ISEQFTAMFRR Oxidation (M)[8] Mascot
1615.8359 1615.7191 -0.1168 -72 63 77 AILVDLEPGTMDSVR Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR 82 99.998 Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR Mascot
1631.8309 1631.7075 -0.1234 -76 63 77 AILVDLEPGTMDSVR Oxidation (M)[11] Mascot
1636.8304 1636.705 -0.1254 -77 263 276 LHFFMPGFAPLTSR Oxidation (M)[5] Mascot

1636.705 Mascot
1659.8951 1659.7618 -0.1333 -80 283 297 ALTVPELTQQVFDAK Mascot
1696.8329 1696.6941 -0.1388 -82 337 350 NSSYFVEWIPNNVK Mascot
1822.9227 1822.7826 -0.1401 -77 3 19 EIVHIQAGQCGNQIGAK Carbamidomethyl (C)[10] Mascot
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV Mascot

R
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV 135 100 Mascot

R
2026.079 2025.9255 -0.1535 -76 363 380 MAVTFIGNSTAIQELFKR Mascot

2087.0767 2086.9177 -0.159 -76 104 122 GHYTEGAELVDSVLDVV Mascot
RK

2110.0645 2109.9023 -0.1622 -77 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12] Mascot
K

2126.0593 2125.8967 -0.1626 -76 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12], Oxidation (M)[1] Mascot
K

2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS 91 100 Carbamidomethyl (C)[23] Mascot
GVTTCLR

2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23] Mascot
GVTTCLR

2724.333 2724.124 -0.209 -77 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23], Oxidation (M)[17] Mascot
GVTTCLR

2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ 39 47.179 Mascot
SGAGNNWAK

2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ Mascot
SGAGNNWAK

3102.4075 3102.1646 -0.2429 -78 20 46 FWEVISDEHGIDPTGTYH Mascot
GDSDLQLDR

7 Chain A, Human Doublecortin N-Dc Repeat (1mjd) And gi|312597141 49828.9 4.78 21 724 100 500 100
Mammalian Tubulin (1jff And 3hke) Docked Into Th
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1028.5194 1028.4437 -0.0757 -74 351 359 TAVCDIPPR Carbamidomethyl (C)[4] Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR 48 94.168 Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR Mascot
1065.4275 1065.3419 -0.0856 -80 298 306 NMMAACDPR Carbamidomethyl (C)[6] Mascot
1077.5323 1077.4445 -0.0878 -81 155 162 IREEYPDR Mascot
1130.5953 1130.512 -0.0833 -74 242 251 FPGQLNADLR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR 46 89.557 Mascot
1159.6292 1159.5356 -0.0936 -81 253 262 LAVNMVPFPR Oxidation (M)[5] Mascot



1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR 59 99.467 Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR Mascot
1245.5933 1245.4937 -0.0996 -80 381 390 ISEQFTAMFR Oxidation (M)[8] Mascot
1258.6902 1258.5995 -0.0907 -72 242 252 FPGQLNADLRK Mascot
1271.7292 1271.6367 -0.0925 -73 252 262 KLAVNMVPFPR Mascot

1271.6367 Mascot
1287.7241 1287.6202 -0.1039 -81 252 262 KLAVNMVPFPR Oxidation (M)[6] Mascot
1385.6995 1385.5964 -0.1031 -74 381 391 ISEQFTAMFRR Mascot
1401.6943 1401.5809 -0.1134 -81 381 391 ISEQFTAMFRR Oxidation (M)[8] Mascot
1615.8359 1615.7191 -0.1168 -72 63 77 AILVDLEPGTMDSVR Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR 82 99.998 Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR Mascot
1631.8309 1631.7075 -0.1234 -76 63 77 AILVDLEPGTMDSVR Oxidation (M)[11] Mascot
1636.8304 1636.705 -0.1254 -77 263 276 LHFFMPGFAPLTSR Oxidation (M)[5] Mascot
1696.8329 1696.6941 -0.1388 -82 337 350 NSSYFVEWIPNNVK Mascot
1822.9227 1822.7826 -0.1401 -77 3 19 EIVHIQAGQCGNQIGAK Carbamidomethyl (C)[10] Mascot
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV Mascot

R
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV 135 100 Mascot

R
2014.0426 2013.8954 -0.1472 -73 363 380 MSATFIGNSTAIQELFKR Mascot
2087.0767 2086.9177 -0.159 -76 104 122 GHYTEGAELVDSVLDVV Mascot

RK
2110.0645 2109.9023 -0.1622 -77 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12] Mascot

K
2126.0593 2125.8967 -0.1626 -76 1 19 MREIVHIQAGQCGNQIGA Carbamidomethyl (C)[12], Oxidation (M)[1] Mascot

K
2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS 91 100 Carbamidomethyl (C)[23] Mascot

GVTTCLR
2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23] Mascot

GVTTCLR
2724.333 2724.124 -0.209 -77 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23], Oxidation (M)[17] Mascot

GVTTCLR
2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ 39 47.179 Mascot

SGAGNNWAK
2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ Mascot

SGAGNNWAK
3102.4075 3102.1646 -0.2429 -78 20 46 FWEVISDEHGIDPTGSYH Mascot

GDSDLQLER

8 RecName: Full=Tubulin beta-2C chain gi|298351865 31895.9 6.24 19 723 100 500 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1028.5194 1028.4437 -0.0757 -74 250 258 TAVCDIPPR Carbamidomethyl (C)[4] Mascot
1039.5935 1039.5179 -0.0756 -73 241 249 YLTVAAVFR 48 94.168 Mascot
1039.5935 1039.5179 -0.0756 -73 241 249 YLTVAAVFR Mascot
1077.5323 1077.4445 -0.0878 -81 155 162 IREEYPDR Mascot
1130.5953 1130.512 -0.0833 -74 188 197 FPGQLNADLR Mascot
1143.6343 1143.5522 -0.0821 -72 199 208 LAVNMVPFPR Mascot
1143.6343 1143.5522 -0.0821 -72 199 208 LAVNMVPFPR 46 89.557 Mascot
1159.6292 1159.5356 -0.0936 -81 199 208 LAVNMVPFPR Oxidation (M)[5] Mascot
1229.5983 1229.5092 -0.0891 -72 280 289 ISEQFTAMFR 59 99.467 Mascot
1229.5983 1229.5092 -0.0891 -72 280 289 ISEQFTAMFR Mascot
1245.5933 1245.4937 -0.0996 -80 280 289 ISEQFTAMFR Oxidation (M)[8] Mascot
1258.6902 1258.5995 -0.0907 -72 188 198 FPGQLNADLRK Mascot
1271.7292 1271.6367 -0.0925 -73 198 208 KLAVNMVPFPR Mascot
1287.7241 1287.6202 -0.1039 -81 198 208 KLAVNMVPFPR Oxidation (M)[6] Mascot
1385.6995 1385.5964 -0.1031 -74 280 290 ISEQFTAMFRR Mascot
1401.6943 1401.5809 -0.1134 -81 280 290 ISEQFTAMFRR Oxidation (M)[8] Mascot
1601.8203 1601.7069 -0.1134 -71 63 77 AVLVDLEPGTMDSVR Mascot
1620.8356 1620.7164 -0.1192 -74 209 222 LHFFMPGFAPLTSR 82 99.998 Mascot
1620.8356 1620.7164 -0.1192 -74 209 222 LHFFMPGFAPLTSR Mascot
1636.8304 1636.705 -0.1254 -77 209 222 LHFFMPGFAPLTSR Oxidation (M)[5] Mascot
1822.9227 1822.7826 -0.1401 -77 3 19 EIVHLQAGQCGNQIGAK Carbamidomethyl (C)[10] Mascot
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV Mascot

R
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV 135 100 Mascot

R
2014.0426 2013.8954 -0.1472 -73 262 279 MSATFIGNSTAIQELFKR Mascot
2087.0767 2086.9177 -0.159 -76 104 122 GHYTEGAELVDSVLDVV Mascot

RK
2110.0645 2109.9023 -0.1622 -77 1 19 MREIVHLQAGQCGNQIG Carbamidomethyl (C)[12] Mascot

AK
2126.0593 2125.8967 -0.1626 -76 1 19 MREIVHLQAGQCGNQIG Carbamidomethyl (C)[12], Oxidation (M)[1] Mascot

AK
2708.3381 2708.1213 -0.2168 -80 163 187 LTTPTYGDLNHLVSATMS 91 100 Carbamidomethyl (C)[23] Mascot

GVTTCLR
2708.3381 2708.1213 -0.2168 -80 163 187 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23] Mascot

GVTTCLR
2724.333 2724.124 -0.209 -77 163 187 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23], Oxidation (M)[17] Mascot

GVTTCLR
2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ 39 47.179 Mascot

SGAGNNWAK
2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ Mascot

SGAGNNWAK
3116.4231 3116.187 -0.2361 -76 20 46 FWEVISDEHGIDPTGTYH Mascot

GDSDLQLER

9 Tubulin, beta 2C [Mus musculus] gi|13542680 49783 4.79 21 721 100 500 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1028.5194 1028.4437 -0.0757 -74 351 359 TAVCDIPPR Carbamidomethyl (C)[4] Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR 48 94.168 Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR Mascot
1065.4275 1065.3419 -0.0856 -80 298 306 NMMAACDPR Carbamidomethyl (C)[6] Mascot

1065.3419 Mascot
1077.5323 1077.4445 -0.0878 -81 155 162 IREEYPDR Mascot
1130.5953 1130.512 -0.0833 -74 242 251 FPGQLNADLR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR 46 89.557 Mascot
1159.6292 1159.5356 -0.0936 -81 253 262 LAVNMVPFPR Oxidation (M)[5] Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR 59 99.467 Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR Mascot
1245.5933 1245.4937 -0.0996 -80 381 390 ISEQFTAMFR Oxidation (M)[8] Mascot
1258.6902 1258.5995 -0.0907 -72 242 252 FPGQLNADLRK Mascot
1271.7292 1271.6367 -0.0925 -73 252 262 KLAVNMVPFPR Mascot
1287.7241 1287.6202 -0.1039 -81 252 262 KLAVNMVPFPR Oxidation (M)[6] Mascot
1385.6995 1385.5964 -0.1031 -74 381 391 ISEQFTAMFRR Mascot
1401.6943 1401.5809 -0.1134 -81 381 391 ISEQFTAMFRR Oxidation (M)[8] Mascot
1601.8203 1601.7069 -0.1134 -71 63 77 AVLVDLEPGTMDSVR Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR 82 99.998 Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR Mascot
1636.8304 1636.705 -0.1254 -77 263 276 LHFFMPGFAPLTSR Oxidation (M)[5] Mascot
1696.8329 1696.6941 -0.1388 -82 337 350 NSSYFVEWIPNNVK Mascot
1822.9227 1822.7826 -0.1401 -77 3 19 EIVHLQAGQCGNQIGAK Carbamidomethyl (C)[10] Mascot
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV Mascot

R
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV 135 100 Mascot

R
2014.0426 2013.8954 -0.1472 -73 363 380 MSATFIGNSTAIQELFKR Mascot
2087.0767 2086.9177 -0.159 -76 104 122 GHYTEGAELVDSVLDVV Mascot

RK



2110.0645 2109.9023 -0.1622 -77 1 19 MREIVHLQAGQCGNQIG Carbamidomethyl (C)[12] Mascot
AK

2126.0593 2125.8967 -0.1626 -76 1 19 MREIVHLQAGQCGNQIG Carbamidomethyl (C)[12], Oxidation (M)[1] Mascot
AK

2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS 91 100 Carbamidomethyl (C)[23] Mascot
GVTTCLR

2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23] Mascot
GVTTCLR

2724.333 2724.124 -0.209 -77 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23], Oxidation (M)[17] Mascot
GVTTCLR

2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ 39 47.179 Mascot
SGAGNNWAK

2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ Mascot
SGAGNNWAK

3116.4231 3116.187 -0.2361 -76 20 46 FWEVISDEHGIDPTGTYH Mascot
GDSDLQLER

10 PREDICTED: LOW QUALITY PROTEIN: tubulin gi|301781528 49739.9 4.76 21 721 100 500 100
beta-2C chain-like [Ailuropoda melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1028.5194 1028.4437 -0.0757 -74 351 359 TAVCDIPPR Carbamidomethyl (C)[4] Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR 48 94.461 Mascot
1039.5935 1039.5179 -0.0756 -73 310 318 YLTVAAVFR Mascot
1065.4275 1065.3419 -0.0856 -80 298 306 NMMAACDPR Carbamidomethyl (C)[6] Mascot
1077.5323 1077.4445 -0.0878 -81 155 162 IREEYPDR Mascot
1130.5953 1130.512 -0.0833 -74 242 251 FPGQLNADLR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR Mascot
1143.6343 1143.5522 -0.0821 -72 253 262 LAVNMVPFPR 46 90.081 Mascot
1159.6292 1159.5356 -0.0936 -81 253 262 LAVNMVPFPR Oxidation (M)[5] Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR 59 99.494 Mascot
1229.5983 1229.5092 -0.0891 -72 381 390 ISEQFTAMFR Mascot
1245.5933 1245.4937 -0.0996 -80 381 390 ISEQFTAMFR Oxidation (M)[8] Mascot
1258.6902 1258.5995 -0.0907 -72 242 252 FPGQLNADLRK Mascot
1271.7292 1271.6367 -0.0925 -73 252 262 KLAVNMVPFPR Mascot
1287.7241 1287.6202 -0.1039 -81 252 262 KLAVNMVPFPR Oxidation (M)[6] Mascot
1385.6995 1385.5964 -0.1031 -74 381 391 ISEQFTAMFRR Mascot
1401.6943 1401.5809 -0.1134 -81 381 391 ISEQFTAMFRR Oxidation (M)[8] Mascot
1601.8203 1601.7069 -0.1134 -71 63 77 AVLVDLEPGTMDSVR Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR 82 99.998 Mascot
1620.8356 1620.7164 -0.1192 -74 263 276 LHFFMPGFAPLTSR Mascot
1636.8304 1636.705 -0.1254 -77 263 276 LHFFMPGFAPLTSR Oxidation (M)[5] Mascot
1696.8329 1696.6941 -0.1388 -82 337 350 NSSYFVEWIPNNVK Mascot
1822.9227 1822.7826 -0.1401 -77 3 19 EIVHLQAGQCGNQIGAK Carbamidomethyl (C)[10] Mascot
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV Mascot

R
1958.9817 1958.8319 -0.1498 -76 104 121 GHYTEGAELVDSVLDVV 135 100 Mascot

R
2014.0426 2013.8954 -0.1472 -73 363 380 MSATFIGNSTAIQELFKR Mascot
2087.0767 2086.9177 -0.159 -76 104 122 GHYTEGAELVDSVLDVV Mascot

RK
2109.9614 2109.9023 -0.0591 -28 319 336 GPMSMKEVDEQMLNVQ Oxidation (M)[3,5] Mascot

NK
2125.9563 2125.8967 -0.0596 -28 319 336 GPMSMKEVDEQMLNVQ Oxidation (M)[3,5,12] Mascot

NK
2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS 91 100 Carbamidomethyl (C)[23] Mascot

GVTTCLR
2708.3381 2708.1213 -0.2168 -80 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23] Mascot

GVTTCLR
2724.333 2724.124 -0.209 -77 217 241 LTTPTYGDLNHLVSATMS Carbamidomethyl (C)[23], Oxidation (M)[17] Mascot

GVTTCLR
2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ 39 49.829 Mascot

SGAGNNWAK
2798.3433 2798.1177 -0.2256 -81 78 103 SGPFGQIFRPDNFVFGQ Mascot

SGAGNNWAK
3116.4231 3116.187 -0.2361 -76 20 46 FWEVISDEHGIDPTGTYH Mascot

GDSDLQLER

Gel Idx/Pos 19/A10 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 PREDICTED: CG1837-like isoform 1 [Bos taurus] gi|119915902 45780.7 5.43 12 648 100 562 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.558 -0.0668 -62 381 389 GYPTLLLFR Mascot
1079.6248 1079.558 -0.0668 -62 381 389 GYPTLLLFR 63 99.806 Mascot
1150.6255 1150.5465 -0.079 -69 127 136 FFKPGQEAVK Mascot

1152.62 1152.5521 -0.0679 -59 247 255 GYPTLLWFR Mascot
1152.62 1152.5521 -0.0679 -59 247 255 GYPTLLWFR 55 98.864 Mascot

1309.5604 1309.4818 -0.0786 -60 198 207 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 331 340 FYAPWCGHCK 59 99.549 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 331 340 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1753.7479 1753.6407 -0.1072 -61 105 120 VDCTADSEVCSAQGVR Carbamidomethyl (C)[3,10] Mascot
1753.7479 1753.6407 -0.1072 -61 105 120 VDCTADSEVCSAQGVR 122 100 Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.7312 -0.1229 -63 231 246 VDCTQHYELCSGNQVR 108 100 Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.7312 -0.1229 -63 231 246 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
2107.0012 2106.8713 -0.1299 -62 353 371 EFPGLAEVTIAEVDCTAE 155 100 Carbamidomethyl (C)[15] Mascot

R
2107.0012 2106.8713 -0.1299 -62 353 371 EFPGLAEVTIAEVDCTAE Carbamidomethyl (C)[15] Mascot

R
2193.155 2193.02 -0.135 -62 208 227 ALAPTWEQLALGLEHSET Mascot

VK
2235.0962 2234.9573 -0.1389 -62 352 371 KEFPGLAEVTIAEVDCTA Carbamidomethyl (C)[16] Mascot

ER
2264.0547 2263.916 -0.1387 -61 228 246 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot

VR
2573.2783 2573.1226 -0.1557 -61 175 197 QGLYELSAGNFELHVAQ Mascot

GDHFIK

2 PREDICTED: hCG2043289-like [Bos taurus] gi|297489527 34975.5 6.03 11 464 100 377 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Calc. Mass Obsrv. Mass ± da ± ppm Seq. Seq. Sequence Score C. I. % Modification Rank Result Type

1079.6143 1079.558 -0.0563 -52 1 9 MKKPSHVPR Mascot
1079.6143 1079.558 -0.0563 -52 1 9 MKKPSHVPR Mascot
1150.6255 1150.5465 -0.079 -69 61 70 FFKPGQEAVK Mascot

1152.62 1152.5521 -0.0679 -59 181 189 GYPTLLWFR Mascot
1152.62 1152.5521 -0.0679 -59 181 189 GYPTLLWFR 55 98.864 Mascot

1309.5604 1309.4818 -0.0786 -60 132 141 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 265 274 FYAPWCGHCK 59 99.549 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 265 274 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.7312 -0.1229 -63 165 180 VDCTQHYELCSGNQVR 108 100 Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.7312 -0.1229 -63 165 180 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
2107.0012 2106.8713 -0.1299 -62 287 305 EFPGLAEVTIAEVDCTAE 155 100 Carbamidomethyl (C)[15] Mascot

R
2107.0012 2106.8713 -0.1299 -62 287 305 EFPGLAEVTIAEVDCTAE Carbamidomethyl (C)[15] Mascot

R
2193.155 2193.02 -0.135 -62 142 161 ALAPTWEQLALGLEHSET Mascot

VK



2235.0962 2234.9573 -0.1389 -62 286 305 KEFPGLAEVTIAEVDCTA Carbamidomethyl (C)[16] Mascot
ER

2264.0547 2263.916 -0.1387 -61 162 180 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

2573.2783 2573.1226 -0.1557 -61 109 131 QGLYELSAGNFELHVAQ Mascot
GDHFIK

3 thioredoxin related protein [Homo sapiens] gi|20067392 40677.1 5.52 10 352 100 285 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.558 -0.0668 -62 326 334 GYPTLLLFR Mascot
1079.6248 1079.558 -0.0668 -62 326 334 GYPTLLLFR 63 99.806 Mascot

1152.62 1152.5521 -0.0679 -59 192 200 GYPTLLWFR Mascot
1152.62 1152.5521 -0.0679 -59 192 200 GYPTLLWFR 55 98.864 Mascot

1309.5604 1309.4818 -0.0786 -60 143 152 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 276 285 FYAPWCGHCK 59 99.549 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 276 285 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.7312 -0.1229 -63 176 191 VDCTQHYELCSGNQVR 108 100 Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.7312 -0.1229 -63 176 191 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.02 -0.135 -62 153 172 ALAPTWEQLALGLEHSET Mascot
VK

2225.0178 2224.8904 -0.1274 -57 26 44 LQPTWNDLGDKYNSMED Mascot
AK

2264.0547 2263.916 -0.1387 -61 173 191 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

2421.1284 2421.0378 -0.0906 -37 50 71 VDCTAHSDVCSAQGVRG Carbamidomethyl (C)[3,10] Mascot
2421.0378 Mascot

YPTLK
2998.3157 2998.3354 0.0197 7 1 25 MFTHGIQSAAHFVMFFAP Carbamidomethyl (C)[20], Oxidation (M)[1,14] Mascot

WCGHCQR

4 PREDICTED: similar to Thioredoxin domain-containing gi|194223000 39011.2 5.56 9 343 100 285 100
protein 5 precursor (Thioredoxin-like protein p
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.558 -0.0668 -62 312 320 GYPTLLLFR Mascot
1079.6248 1079.558 -0.0668 -62 312 320 GYPTLLLFR 63 99.806 Mascot
1150.6255 1150.5465 -0.079 -69 58 67 FFKPGQEAVK Mascot

1152.62 1152.5521 -0.0679 -59 178 186 GYPTLLWFR Mascot
1152.62 1152.5521 -0.0679 -59 178 186 GYPTLLWFR 55 98.864 Mascot

1309.5604 1309.4818 -0.0786 -60 129 138 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 262 271 FYAPWCGHCK 59 99.549 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 262 271 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.7312 -0.1229 -63 162 177 VDCTQHYELCSGNQVR 108 100 Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.7312 -0.1229 -63 162 177 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.02 -0.135 -62 139 158 ALAPTWEQLALGLEHSET Mascot
VK

2225.0178 2224.8904 -0.1274 -57 12 30 LQPTWNDLGDKYNSMED Mascot
AK

2264.0547 2263.916 -0.1387 -61 159 177 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

5 hypothetical protein [Homo sapiens] gi|52545767 43477.3 5.29 9 340 100 285 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.558 -0.0668 -62 355 363 GYPTLLLFR Mascot
1079.6248 1079.558 -0.0668 -62 355 363 GYPTLLLFR 63 99.806 Mascot

1152.62 1152.5521 -0.0679 -59 221 229 GYPTLLWFR Mascot
1152.62 1152.5521 -0.0679 -59 221 229 GYPTLLWFR 55 98.864 Mascot

1309.5604 1309.4818 -0.0786 -60 172 181 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 305 314 FYAPWCGHCK 59 99.549 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 305 314 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.7312 -0.1229 -63 205 220 VDCTQHYELCSGNQVR 108 100 Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.7312 -0.1229 -63 205 220 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.02 -0.135 -62 182 201 ALAPTWEQLALGLEHSET Mascot
VK

2225.0178 2224.8904 -0.1274 -57 55 73 LQPTWNDLGDKYNSMED Mascot
2224.8904 Mascot

AK
2264.0547 2263.916 -0.1387 -61 202 220 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot

VR
2421.1284 2421.0378 -0.0906 -37 79 100 VDCTAHSDVCSAQGVRG Carbamidomethyl (C)[3,10] Mascot

YPTLK

6 PREDICTED: thioredoxin domain-containing protein gi|297677103 47472.6 5.73 9 338 100 285 100
5-like [Pongo abelii]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.558 -0.0668 -62 394 402 GYPTLLLFR Mascot
1079.6248 1079.558 -0.0668 -62 394 402 GYPTLLLFR 63 99.806 Mascot

1152.62 1152.5521 -0.0679 -59 260 268 GYPTLLWFR Mascot
1152.62 1152.5521 -0.0679 -59 260 268 GYPTLLWFR 55 98.864 Mascot

1309.5604 1309.4818 -0.0786 -60 211 220 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 344 353 FYAPWCGHCK 59 99.549 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 344 353 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.7312 -0.1229 -63 244 259 VDCTQHYELCSGNQVR 108 100 Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.7312 -0.1229 -63 244 259 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.02 -0.135 -62 221 240 ALAPTWEQLALGLEHSET Mascot
VK

2225.0178 2224.8904 -0.1274 -57 94 112 LQPTWNDLGDKYNSMED Mascot
AK

2264.0547 2263.916 -0.1387 -61 241 259 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

3175.9307 3176.3906 0.4599 145 8 38 LLPLLARPSALTALLLLLLL Mascot
GHGGGGRWGAR

7 thioredoxin domain-containing protein 5 isoform 1 gi|42794771 47598.7 5.63 9 337 100 285 100
precursor [Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.558 -0.0668 -62 395 403 GYPTLLLFR Mascot
1079.6248 1079.558 -0.0668 -62 395 403 GYPTLLLFR 63 99.806 Mascot

1152.62 1152.5521 -0.0679 -59 261 269 GYPTLLWFR Mascot
1152.62 1152.5521 -0.0679 -59 261 269 GYPTLLWFR 55 98.864 Mascot

1309.5604 1309.4818 -0.0786 -60 212 221 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 345 354 FYAPWCGHCK 59 99.549 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 345 354 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.7312 -0.1229 -63 245 260 VDCTQHYELCSGNQVR 108 100 Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.7312 -0.1229 -63 245 260 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.02 -0.135 -62 222 241 ALAPTWEQLALGLEHSET Mascot
VK

2225.0178 2224.8904 -0.1274 -57 95 113 LQPTWNDLGDKYNSMED Mascot
AK

2264.0547 2263.916 -0.1387 -61 242 260 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

2421.1284 2421.0378 -0.0906 -37 119 140 VDCTAHSDVCSAQGVRG Carbamidomethyl (C)[3,10] Mascot
YPTLK

8 PREDICTED: thioredoxin domain-containing protein gi|296197453 47624.7 5.82 9 337 100 285 100
5-like [Callithrix jacchus]



Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.558 -0.0668 -62 394 402 GYPTLLLFR Mascot
1079.6248 1079.558 -0.0668 -62 394 402 GYPTLLLFR 63 99.806 Mascot
1150.6255 1150.5465 -0.079 -69 140 149 FFKPGQEAVK Mascot

1152.62 1152.5521 -0.0679 -59 260 268 GYPTLLWFR Mascot
1152.62 1152.5521 -0.0679 -59 260 268 GYPTLLWFR 55 98.864 Mascot

1309.5604 1309.4818 -0.0786 -60 211 220 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 344 353 FYAPWCGHCK 59 99.549 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 344 353 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.7312 -0.1229 -63 244 259 VDCTQHYELCSGNQVR 108 100 Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.7312 -0.1229 -63 244 259 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.02 -0.135 -62 221 240 ALAPTWEQLALGLEHSET Mascot
VK

2225.0178 2224.8904 -0.1274 -57 94 112 LQPTWNDLGDKYNSMED Mascot
AK

2264.0547 2263.916 -0.1387 -61 241 259 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

9 PREDICTED: thioredoxin domain-containing protein 5 gi|109069577 36134.1 5.58 8 336 100 285 100
isoform 2 [Macaca mulatta]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.558 -0.0668 -62 287 295 GYPTLLLFR Mascot
1079.6248 1079.558 -0.0668 -62 287 295 GYPTLLLFR 63 99.806 Mascot

1152.62 1152.5521 -0.0679 -59 153 161 GYPTLLWFR Mascot
1152.62 1152.5521 -0.0679 -59 153 161 GYPTLLWFR 55 98.864 Mascot

1309.5604 1309.4818 -0.0786 -60 104 113 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 237 246 FYAPWCGHCK 59 99.549 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 237 246 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.7312 -0.1229 -63 137 152 VDCTQHYELCSGNQVR 108 100 Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.7312 -0.1229 -63 137 152 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.02 -0.135 -62 114 133 ALAPTWEQLALGLEHSET Mascot
VK

2264.0547 2263.916 -0.1387 -61 134 152 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

2421.1284 2421.0378 -0.0906 -37 11 32 VDCTAHSDVCSAQGVRG Carbamidomethyl (C)[3,10] Mascot
YPTLK

10 hCG2043289 [Homo sapiens] gi|119575627 43641.5 5.77 9 336 100 285 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.558 -0.0668 -62 352 360 GYPTLLLFR Mascot
1079.6248 1079.558 -0.0668 -62 352 360 GYPTLLLFR 63 99.806 Mascot

1152.62 1152.5521 -0.0679 -59 218 226 GYPTLLWFR Mascot
1152.62 1152.5521 -0.0679 -59 218 226 GYPTLLWFR 55 98.864 Mascot

1309.5604 1309.4818 -0.0786 -60 169 178 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 302 311 FYAPWCGHCK 59 99.549 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.4724 -0.083 -63 302 311 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.7312 -0.1229 -63 202 217 VDCTQHYELCSGNQVR 108 100 Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.7312 -0.1229 -63 202 217 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.02 -0.135 -62 179 198 ALAPTWEQLALGLEHSET Mascot
VK

2225.0178 2224.8904 -0.1274 -57 52 70 LQPTWNDLGDKYNSMED Mascot
AK

2264.0547 2263.916 -0.1387 -61 199 217 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

2421.1284 2421.0378 -0.0906 -37 76 97 VDCTAHSDVCSAQGVRG Carbamidomethyl (C)[3,10] Mascot
YPTLK

Gel Idx/Pos 6/A11 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 serum albumin [Bos indicus] gi|76445989 53890.1 6.09 16 450 100 327 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1015.4876 1015.4139 -0.0737 -73 179 187 SHCIAEVEK Mascot
1138.4979 1138.4229 -0.075 -66 368 376 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1283.7106 1283.6245 -0.0861 -67 230 240 HPEYAVSVLLR Mascot

1283.6245 Mascot
1305.7161 1305.6174 -0.0987 -76 271 281 HLVDEPQNLIK Mascot
1404.7338 1404.6708 -0.063 -45 67 78 GACLLPKIETMR Carbamidomethyl (C)[3], Oxidation (M)[11] Mascot
1439.8118 1439.7141 -0.0977 -68 229 240 RHPEYAVSVLLR 43 73.557 Mascot
1439.8118 1439.7141 -0.0977 -68 229 240 RHPEYAVSVLLR Mascot
1479.7954 1479.6978 -0.0976 -66 290 302 LGEYGFQNALIVR Mascot
1479.7954 1479.6978 -0.0976 -66 290 302 LGEYGFQNALIVR 79 99.994 Mascot
1567.7427 1567.6398 -0.1029 -66 216 228 DAFLGSFLYEYSR Mascot
1567.7427 1567.6398 -0.1029 -66 216 228 DAFLGSFLYEYSR 77 99.991 Mascot
1639.9377 1639.8289 -0.1088 -66 306 320 KVPQVSTPTLVEVSR 94 100 Mascot
1639.9377 1639.8289 -0.1088 -66 306 320 KVPQVSTPTLVEVSR Mascot
1724.8346 1724.7236 -0.111 -64 338 351 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1740.8295 1740.7091 -0.1204 -69 338 351 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1880.9211 1880.7953 -0.1258 -67 377 392 RPCFSALTPDETYVPK 33 0 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.7953 -0.1258 -67 377 392 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1907.9208 1907.7938 -0.127 -67 398 413 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
2034.0576 2033.8475 -0.2101 -103 457 476 EACFAVEGPKLVVSTQTA Mascot

LA
2301.0823 2300.9233 -0.159 -69 210 228 NYQEAKDAFLGSFLYEYS Mascot

R
2498.1907 2498.0215 -0.1692 -68 393 413 AFDEKLFTFHADICTLPDT Carbamidomethyl (C)[14] Mascot

EK
2529.219 2529.0374 -0.1816 -72 282 302 QNCDQFEKLGEYGFQNA Carbamidomethyl (C)[3] Mascot

LIVR

2 RecName: Full=Serum albumin; AltName: Full=BSA; gi|1351907 69248.4 5.82 16 436 100 327 100
AltName: Allergen=Bos d 6; Flags: Precursor
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1015.4876 1015.4139 -0.0737 -73 310 318 SHCIAEVEK Mascot
1138.4979 1138.4229 -0.075 -66 499 507 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1283.7106 1283.6245 -0.0861 -67 361 371 HPEYAVSVLLR Mascot
1305.7161 1305.6174 -0.0987 -76 402 412 HLVDEPQNLIK Mascot
1404.7338 1404.6708 -0.063 -45 198 209 GACLLPKIETMR Carbamidomethyl (C)[3], Oxidation (M)[11] Mascot
1439.8118 1439.7141 -0.0977 -68 360 371 RHPEYAVSVLLR 43 73.557 Mascot
1439.8118 1439.7141 -0.0977 -68 360 371 RHPEYAVSVLLR Mascot
1479.7954 1479.6978 -0.0976 -66 421 433 LGEYGFQNALIVR Mascot
1479.7954 1479.6978 -0.0976 -66 421 433 LGEYGFQNALIVR 79 99.994 Mascot
1567.7427 1567.6398 -0.1029 -66 347 359 DAFLGSFLYEYSR Mascot
1567.7427 1567.6398 -0.1029 -66 347 359 DAFLGSFLYEYSR 77 99.991 Mascot
1639.9377 1639.8289 -0.1088 -66 437 451 KVPQVSTPTLVEVSR 94 100 Mascot
1639.9377 1639.8289 -0.1088 -66 437 451 KVPQVSTPTLVEVSR Mascot
1724.8346 1724.7236 -0.111 -64 469 482 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1740.8295 1740.7091 -0.1204 -69 469 482 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1880.9211 1880.7953 -0.1258 -67 508 523 RPCFSALTPDETYVPK 33 0 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.7953 -0.1258 -67 508 523 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1907.9208 1907.7938 -0.127 -67 529 544 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
2034.0576 2033.8475 -0.2101 -103 588 607 EACFAVEGPKLVVSTQTA Mascot

LA



2301.0823 2300.9233 -0.159 -69 341 359 NYQEAKDAFLGSFLYEYS Mascot
R

2498.1907 2498.0215 -0.1692 -68 524 544 AFDEKLFTFHADICTLPDT Carbamidomethyl (C)[14] Mascot
EK

2529.219 2529.0374 -0.1816 -72 413 433 QNCDQFEKLGEYGFQNA Carbamidomethyl (C)[3] Mascot
LIVR

3 ALB protein [Bos taurus] gi|154425704 69248.5 5.95 15 340 100 247 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1015.4876 1015.4139 -0.0737 -73 310 318 SHCIAEVEK Mascot
1138.4979 1138.4229 -0.075 -66 499 507 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1283.7106 1283.6245 -0.0861 -67 361 371 HPEYAVSVLLR Mascot
1305.7161 1305.6174 -0.0987 -76 402 412 HLVDEPQNLIK Mascot
1341.6871 1341.5576 -0.1295 -97 569 580 TVMENFVAFVGK Mascot
1404.7338 1404.6708 -0.063 -45 198 209 GACLLPKIETMR Carbamidomethyl (C)[3], Oxidation (M)[11] Mascot
1439.8118 1439.7141 -0.0977 -68 360 371 RHPEYAVSVLLR 43 73.557 Mascot
1439.8118 1439.7141 -0.0977 -68 360 371 RHPEYAVSVLLR Mascot
1537.8009 1537.6995 -0.1014 -66 421 433 LGEYGFQNELIVR Mascot
1567.7427 1567.6398 -0.1029 -66 347 359 DAFLGSFLYEYSR Mascot
1567.7427 1567.6398 -0.1029 -66 347 359 DAFLGSFLYEYSR 77 99.991 Mascot
1639.9377 1639.8289 -0.1088 -66 437 451 KVPQVSTPTLVEVSR 94 100 Mascot
1639.9377 1639.8289 -0.1088 -66 437 451 KVPQVSTPTLVEVSR Mascot
1880.9211 1880.7953 -0.1258 -67 508 523 RPCFSALTPDETYVPK 33 0 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.7953 -0.1258 -67 508 523 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1907.9208 1907.7938 -0.127 -67 529 544 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
2034.0576 2033.8475 -0.2101 -103 588 607 EACFAVEGPKLVVSTQTA Mascot

LA
2301.0823 2300.9233 -0.159 -69 341 359 NYQEAKDAFLGSFLYEYS Mascot

R
2498.1907 2498.0215 -0.1692 -68 524 544 AFDEKLFTFHADICTLPDT Carbamidomethyl (C)[14] Mascot

EK

4 albumin gi|229552 66087.6 5.76 14 333 100 247 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1015.4876 1015.4139 -0.0737 -73 285 293 SHCIAEVEK Mascot
1138.4979 1138.4229 -0.075 -66 473 481 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1283.7106 1283.6245 -0.0861 -67 336 346 HPEYAVSVLLR Mascot
1305.7161 1305.6174 -0.0987 -76 377 387 HLVDEPQNLIK Mascot
1404.7338 1404.6708 -0.063 -45 173 184 GACLLPKIETMR Carbamidomethyl (C)[3], Oxidation (M)[11] Mascot
1439.8118 1439.7141 -0.0977 -68 335 346 RHPEYAVSVLLR 43 73.557 Mascot
1439.8118 1439.7141 -0.0977 -68 335 346 RHPEYAVSVLLR Mascot
1567.7427 1567.6398 -0.1029 -66 322 334 DAFLGSFLYEYSR Mascot
1567.7427 1567.6398 -0.1029 -66 322 334 DAFLGSFLYEYSR 77 99.991 Mascot
1639.9377 1639.8289 -0.1088 -66 411 425 KVPQVSTPTLVEVSR 94 100 Mascot
1639.9377 1639.8289 -0.1088 -66 411 425 KVPQVSTPTLVEVSR Mascot
1724.8346 1724.7236 -0.111 -64 443 456 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1740.8295 1740.7091 -0.1204 -69 443 456 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1880.9211 1880.7953 -0.1258 -67 482 497 RPCFSALTPDETYVPK 33 0 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.7953 -0.1258 -67 482 497 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1907.9208 1907.7938 -0.127 -67 503 518 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
2034.0576 2033.8475 -0.2101 -103 562 581 EACFAVEGPKLVVSTQTA Mascot

LA
2301.0823 2300.9233 -0.159 -69 316 334 NYQEAKDAFLGSFLYEYS Mascot

R
2498.1907 2498.0215 -0.1692 -68 498 518 AFDEKLFTFHADICTLPDT Carbamidomethyl (C)[14] Mascot

EK

5 hypothetical protein PANDA_018508 [Ailuropoda gi|281342393 61976.6 5.38 7 195 100 172 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1138.4979 1138.4229 -0.075 -66 454 462 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1176.6405 1176.5695 -0.071 -60 52 61 LCTVASLREK Carbamidomethyl (C)[2] Mascot
1404.7225 1404.6708 -0.0517 -37 253 264 LKECCDKPVLEK Mascot
1479.7954 1479.6978 -0.0976 -66 376 388 LGEYGFQNALLVR Mascot
1479.7954 1479.6978 -0.0976 -66 376 388 LGEYGFQNALLVR 79 99.994 Mascot

1567.826 1567.6398 -0.1862 -119 438 450 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot
1567.826 1567.6398 -0.1862 -119 438 450 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot

1639.9377 1639.8289 -0.1088 -66 392 406 KVPQVSTPTLVEVSR 94 100 Mascot
1639.9377 1639.8289 -0.1088 -66 393 407 VPQVSTPTLVEVSRK Mascot

6 PREDICTED: serum albumin-like isoform 1 [Ailuropoda gi|301786252 68623 5.58 7 194 100 172 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1138.4979 1138.4229 -0.075 -66 500 508 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1176.6405 1176.5695 -0.071 -60 98 107 LCTVASLREK Carbamidomethyl (C)[2] Mascot
1404.7225 1404.6708 -0.0517 -37 299 310 LKECCDKPVLEK Mascot
1479.7954 1479.6978 -0.0976 -66 422 434 LGEYGFQNALLVR Mascot
1479.7954 1479.6978 -0.0976 -66 422 434 LGEYGFQNALLVR 79 99.994 Mascot

1567.826 1567.6398 -0.1862 -119 484 496 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot
1567.826 1567.6398 -0.1862 -119 484 496 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot

1639.9377 1639.8289 -0.1088 -66 438 452 KVPQVSTPTLVEVSR 94 100 Mascot
1639.9377 1639.8289 -0.1088 -66 439 453 VPQVSTPTLVEVSRK Mascot

7 albumin [Felis catus] gi|30962111 65866.3 5.23 5 191 100 174 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1045.5312 1045.4871 -0.0441 -42 65 73 SLHELFGDK Mascot
1138.4979 1138.4229 -0.075 -66 476 484 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1479.7954 1479.6978 -0.0976 -66 398 410 LGEYGFQNALLVR Mascot
1479.7954 1479.6978 -0.0976 -66 398 410 LGEYGFQNALLVR 79 99.994 Mascot

1567.826 1567.6398 -0.1862 -119 460 472 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot
1567.826 1567.6398 -0.1862 -119 460 472 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot

1639.9377 1639.8289 -0.1088 -66 414 428 KVPQVSTPTLVEVSR 94 100 Mascot
1639.9377 1639.8289 -0.1088 -66 414 428 KVPQVSTPTLVEVSR Mascot

8 serum albumin precursor [Felis catus] gi|57977283 68614.9 5.46 5 189 100 174 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1045.4189 1045.4871 0.0682 65 461 469 CCTHPEAER Mascot
1138.4979 1138.4229 -0.075 -66 500 508 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1479.7954 1479.6978 -0.0976 -66 422 434 LGEYGFQNALLVR Mascot

1479.6978 Mascot
1479.7954 1479.6978 -0.0976 -66 422 434 LGEYGFQNALLVR 79 99.994 Mascot

1567.826 1567.6398 -0.1862 -119 484 496 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot
1567.826 1567.6398 -0.1862 -119 484 496 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot

1639.9377 1639.8289 -0.1088 -66 438 452 KVPQVSTPTLVEVSR 94 100 Mascot
1639.9377 1639.8289 -0.1088 -66 438 452 KVPQVSTPTLVEVSR Mascot

9 serum albumin precursor [Elephas maximus] gi|50953792 65725.5 5.62 8 125 100 92 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1015.4877 1015.4139 -0.0738 -73 286 294 SHCIAELDK Mascot
1138.4979 1138.4229 -0.075 -66 475 483 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot

1567.826 1567.6398 -0.1862 -119 459 471 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot
1567.826 1567.6398 -0.1862 -119 459 471 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot

1639.7819 1639.8289 0.047 29 445 458 MPCAEDYLSLVLNR Oxidation (M)[1] Mascot
1639.9377 1639.8289 -0.1088 -66 413 427 KVPQVSTPTLVEVSR 94 100 Mascot



2033.8977 2033.8475 -0.0502 -25 545 563 TVTGQFTGMVEKCCAAE Oxidation (M)[9] Mascot
DK

2211.0796 2210.9512 -0.1284 -58 145 161 HPYFYAPELIYYSEKYK Mascot
2498.071 2498.0215 -0.0495 -20 76 97 VTAHQDTYGEFAECCGK Mascot

QEPER
2612.114 2611.9858 -0.1282 -49 76 97 VTAHQDTYGEFAECCGK Carbamidomethyl (C)[14,15] Mascot

QEPER
2612.114 2611.9858 -0.1282 -49 76 97 VTAHQDTYGEFAECCGK Carbamidomethyl (C)[14,15] Mascot

QEPER

10 PRO2044 [Homo sapiens] gi|6650826 29228.8 6.97 5 117 100 94 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1108.5132 1108.4481 -0.0651 -59 1 8 MFLYEYAR Oxidation (M)[1] Mascot
1138.4979 1138.4229 -0.075 -66 148 156 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1198.5408 1198.6263 0.0855 71 237 246 ETCFAEEGKK Carbamidomethyl (C)[3] Mascot
1639.9377 1639.8289 -0.1088 -66 86 100 KVPQVSTPTLVEVSR 94 100 Mascot
1639.9377 1639.8289 -0.1088 -66 86 100 KVPQVSTPTLVEVSR Mascot

1790.791 1790.7809 -0.0101 -6 218 232 AVMDDFAAFVEKCCK Carbamidomethyl (C)[13,14] Mascot
Gel Idx/Pos 20/A12 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 plasminogen activator inhibitor type 1 [Ovis aries] gi|291621640 45157 5.84 10 390 100 313 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1015.4818 1015.4323 -0.0495 -49 131 138 GFMPNFFR 43 75.128 Mascot
1015.4818 1015.4323 -0.0495 -49 131 138 GFMPNFFR Mascot
1020.5512 1020.4845 -0.0667 -65 157 164 FIVNDWVK Mascot
1031.4767 1031.418 -0.0587 -57 131 138 GFMPNFFR Oxidation (M)[3] Mascot
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER 66 99.88 Mascot
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER Mascot
1176.6523 1176.5969 -0.0554 -47 157 165 FIVNDWVKR 65 99.847 Mascot
1176.6523 1176.5969 -0.0554 -47 157 165 FIVNDWVKR Mascot
1222.6313 1222.5688 -0.0625 -51 301 310 FSLETEIDLR Mascot
1222.6313 1222.5688 -0.0625 -51 301 310 FSLETEIDLR 60 99.457 Mascot
1341.6368 1341.5734 -0.0634 -47 200 210 MPFLESSTHHR Mascot
1341.6368 1341.5734 -0.0634 -47 200 210 MPFLESSTHHR 40 45.961 Mascot
1357.6317 1357.562 -0.0697 -51 200 210 MPFLESSTHHR Oxidation (M)[1] Mascot
1404.7594 1404.6958 -0.0636 -45 42 53 VFQQVVQASKDR 38 19.886 Mascot
1404.7594 1404.6958 -0.0636 -45 42 53 VFQQVVQASKDR Mascot
1832.9211 1832.8384 -0.0827 -45 169 185 GMISDLLGEGAVDWLTR Mascot

1848.916 1848.8276 -0.0884 -48 169 185 GMISDLLGEGAVDWLTR Oxidation (M)[2] Mascot
2049.0659 2048.9661 -0.0998 -49 370 386 MAPEEVIMDRPFLFVVR Mascot
2065.0608 2064.9563 -0.1045 -51 370 386 MAPEEVIMDRPFLFVVR Oxidation (M)[1] Mascot
2081.0559 2080.9529 -0.103 -49 370 386 MAPEEVIMDRPFLFVVR Oxidation (M)[1,8] Mascot
2318.2561 2318.1443 -0.1118 -48 347 369 VKIEVNESGTLASSSTAVI Mascot

VSAR

2 plasminogen activator inhibitor 1 precursor [Bos taurus] gi|27806497 45342.1 5.96 7 232 100 192 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1020.5512 1020.4845 -0.0667 -65 157 164 FIVNDWVK Mascot
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER 66 99.88 Mascot
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER Mascot
1176.6523 1176.5969 -0.0554 -47 157 165 FIVNDWVKR 65 99.847 Mascot
1176.6523 1176.5969 -0.0554 -47 157 165 FIVNDWVKR Mascot
1222.6313 1222.5688 -0.0625 -51 301 310 FSLETEIDLR Mascot
1222.6313 1222.5688 -0.0625 -51 301 310 FSLETEIDLR 60 99.457 Mascot
1790.8953 1790.8096 -0.0857 -48 169 185 GMISDLLGEGAVDQLTR Oxidation (M)[2] Mascot
2318.2561 2318.1443 -0.1118 -48 347 369 VKIEVNESGTLASSSTAL Mascot

VVSAR
2420.1914 2420.075 -0.1164 -48 104 124 ELMGPWNKDEISTADAIF Mascot

VQR
2436.1863 2436.0718 -0.1145 -47 104 124 ELMGPWNKDEISTADAIF Oxidation (M)[3] Mascot

VQR

3 plasminogen activator inhibitor 1 [Canis lupus familiaris] gi|308193314 45263.1 7.79 7 168 100 132 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1020.5512 1020.4845 -0.0667 -65 157 164 FIVNDWVK Mascot
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER 66 99.88 Mascot
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER Mascot
1176.6523 1176.5969 -0.0554 -47 157 165 FIVNDWVKR 65 99.847 Mascot
1176.6523 1176.5969 -0.0554 -47 157 165 FIVNDWVKR Mascot
1786.9592 1786.8577 -0.1015 -57 169 185 GMIGNLLGRGAVDQLTR Oxidation (M)[2] Mascot
1790.9084 1790.8096 -0.0988 -55 200 214 TPFPESGTHHRLFHK Mascot
2318.2561 2318.1443 -0.1118 -48 347 369 VKIEVNESGTVASSSTAII Mascot

VSAR
2420.1914 2420.075 -0.1164 -48 104 124 ELMGPWNKDEISTADAIF Mascot

VQR
2436.1863 2436.0718 -0.1145 -47 104 124 ELMGPWNKDEISTADAIF Oxidation (M)[3] Mascot

VQR

4 PREDICTED: plasminogen activator inhibitor 1-like gi|301791353 45297.3 7.85 7 168 100 132 100
[Ailuropoda melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1020.5512 1020.4845 -0.0667 -65 157 164 FIVNDWVK Mascot
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER 66 99.88 Mascot
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER Mascot
1176.6523 1176.5969 -0.0554 -47 157 165 FIVNDWVKR 65 99.847 Mascot
1176.6523 1176.5969 -0.0554 -47 157 165 FIVNDWVKR Mascot
1264.6545 1264.5771 -0.0774 -61 200 210 TPFPKSGTHHR Mascot
1786.9592 1786.8577 -0.1015 -57 169 185 GMIGNLLGRGAVDQLTR Oxidation (M)[2] Mascot
2318.2561 2318.1443 -0.1118 -48 347 369 VKIEVNESGTVASSSTAII Mascot

VSAR
2420.1914 2420.075 -0.1164 -48 104 124 ELMGPWNKDEISTADAIF Mascot

VQR
2436.1863 2436.0718 -0.1145 -47 104 124 ELMGPWNKDEISTADAIF Oxidation (M)[3] Mascot

VQR

5 serine or cysteine peptidase inhibitor clade E member 1 gi|260751602 43982.6 6.17 4 121 100 105 100
[Mus musculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.4753 882.5389 0.0636 72 139 145 LFQTMVK Oxidation (M)[5] Mascot

1020.5043 1020.4845 -0.0198 -19 284 291 QWKGNMTR Mascot
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER 66 99.88 Mascot
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER Mascot
1404.7594 1404.6958 -0.0636 -45 42 53 VFQQVVQASKDR 38 19.886 Mascot
1404.7594 1404.6958 -0.0636 -45 42 53 VFQQVVQASKDR Mascot

6 partial PAI-1 (AA 153-235) [Bos taurus] gi|930005 9616.8 9.23 3 89 99.902 65 99.847
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1020.5512 1020.4845 -0.0667 -65 5 12 FIVNDWVK Mascot



1176.6523 1176.5969 -0.0554 -47 5 13 FIVNDWVKR 65 99.847 Mascot
1176.6523 1176.5969 -0.0554 -47 5 13 FIVNDWVKR Mascot
1790.8953 1790.8096 -0.0857 -48 17 33 GMISDLLGEGAVDQLTR Oxidation (M)[2] Mascot

7 RecName: Full=Plasminogen activator inhibitor 1; gi|1709561 45124 6.73 4 82 99.393 66 99.88
Short=PAI; Short=PAI-1; AltName: Full=Endothelial 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1108.5269 1108.4689 -0.058 -52 144 152 QVDFSEVER 66 99.88 Mascot
1108.5269 1108.4689 -0.058 -52 144 152 QVDFSEVER Mascot
1264.6545 1264.5771 -0.0774 -61 198 208 TPFPKSGTHHR Mascot
2318.2561 2318.1443 -0.1118 -48 345 367 VKIEVNESGTVASSSTAII Mascot

VSAR
2420.1914 2420.075 -0.1164 -48 102 122 ELMGPWNKDEISTADAIF Mascot

VQR
2436.1863 2436.0718 -0.1145 -47 102 122 ELMGPWNKDEISTADAIF Oxidation (M)[3] Mascot

VQR

8 Chain A, Solution Structure Of Rna Binding Domain In gi|159163852 11115.5 8.37 4 78 98.642 43 75.128
Eukaryotic Translation Initiation Factor 3 Sub
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1031.5228 1031.418 -0.1048 -102 11 19 RADDNATIR Mascot
1081.5577 1081.5051 -0.0526 -49 58 66 GFAFISFHR Mascot
1081.5577 1081.5051 -0.0526 -49 58 66 GFAFISFHR 43 75.128 Mascot
1237.6588 1237.5891 -0.0697 -56 58 67 GFAFISFHRR Mascot
1894.9657 1894.8781 -0.0876 -46 29 44 ETDLQELFRPFGSISR Mascot

9 PAI precursor polypeptide [Homo sapiens] gi|31147 44972.9 6.54 3 77 98.44 66 99.88
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER 66 99.88 Mascot
1108.5269 1108.4689 -0.058 -52 146 154 QVDFSEVER Mascot
1567.7607 1567.6709 -0.0898 -57 311 323 KPLENLGMTDMFR Oxidation (M)[8] Mascot
2824.4233 2824.2827 -0.1406 -50 267 291 EVPLSALTNILSAHVMSH Oxidation (M)[16,23] Mascot

WKGNMTR

10 PREDICTED: hypothetical protein [Pan troglodytes] gi|114615088 77831.8 9.61 5 77 98.329 65 99.823
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.5195 882.5389 0.0194 22 2 9 HPAGILFK Mascot

1081.5497 1081.5051 -0.0446 -41 240 250 GKAGNEAAAHR Mascot
1081.5497 1081.5051 -0.0446 -41 240 250 GKAGNEAAAHR 4 0 Mascot
1108.5269 1108.4689 -0.058 -52 445 453 QVDFSEVER 66 99.88 Mascot
1108.5269 1108.4689 -0.058 -52 445 453 QVDFSEVER Mascot
1264.6644 1264.5771 -0.0873 -69 105 115 DGPSTYSLIRR Mascot
1567.7607 1567.6709 -0.0898 -57 610 622 KPLENLGMTDMFR Oxidation (M)[8] Mascot

Gel Idx/Pos 7/A13 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 heterogeneous nuclear ribonucleoproteins A2/B1 gi|14043072 37406.7 8.97 12 231 100 131 100
isoform B1 [Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR 27 0 Mascot
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR Mascot
1050.4414 1050.3857 -0.0557 -53 130 137 DYFEEYGK Mascot
1057.5889 1057.5242 -0.0647 -61 4 12 TLETVPLER Mascot

1313.598 1313.5238 -0.0742 -56 201 213 SGRGGNFGFGDSR Mascot
1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR 63 99.83 Mascot
1410.6873 1410.6167 -0.0706 -50 174 185 YHTINGHNAEVR Mascot
1648.8071 1648.7343 -0.0728 -44 187 200 ALSRQEMQEVQSSR Mascot

1664.802 1664.7183 -0.0837 -50 187 200 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8301 -0.092 -51 23 38 LFIGGLSFETTEESLR Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2189.9053 2189.7869 -0.1184 -54 326 350 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 326 350 NMGGPYGGGNYGPGGS 42 74.576 Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 326 350 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2270.9919 2270.8706 -0.1213 -53 214 238 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2277.155 2277.0312 -0.1238 -54 154 173 GFGFVTFDDHDPVDKIVL Mascot

QK

2 PREDICTED: hypothetical protein LOC100521762 [Sus gi|311275764 49518.9 9.35 13 229 100 131 100
scrofa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1013.4434 1013.3862 -0.0572 -56 320 329 GGNFGFGDSR 27 0 Mascot
1013.4434 1013.3862 -0.0572 -56 320 329 GGNFGFGDSR Mascot
1050.4414 1050.3857 -0.0557 -53 246 253 DYFEEYGK Mascot
1057.5889 1057.5242 -0.0647 -61 120 128 TLETVPLER Mascot

1313.598 1313.5238 -0.0742 -56 317 329 SGRGGNFGFGDSR Mascot
1377.6294 1377.5554 -0.074 -54 330 344 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5554 -0.074 -54 330 344 GGGGNFGPGPGSNFR 63 99.83 Mascot
1410.6873 1410.6167 -0.0706 -50 290 301 YHTINGHNAEVR Mascot
1648.8071 1648.7343 -0.0728 -44 303 316 ALSRQEMQEVQSSR Mascot

1664.802 1664.7183 -0.0837 -50 303 316 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8301 -0.092 -51 139 154 LFIGGLSFETTEESLR Mascot
2020.9255 2020.9198 -0.0057 -3 155 170 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2020.9255 2020.9198 -0.0057 -3 155 170 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2189.9053 2189.7869 -0.1184 -54 442 466 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 442 466 NMGGPYGGGNYGPGGS 42 74.576 Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 442 466 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2270.9919 2270.8706 -0.1213 -53 330 354 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2277.0427 2277.0312 -0.0115 -5 1 21 MDAHAQSPVLSAPFEPF Oxidation (M)[1] Mascot

GCTR
2664.2722 2664.0488 -0.2234 -84 41 64 ELAENLEGLWNSLCEELV Mascot

GSHHGK

3 PREDICTED: similar to heterogeneous nuclear gi|73976124 32467.4 8.74 11 226 100 131 100
ribonucleoprotein A2/B1 isoform 2 isoform 22 [Canis
fam
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1013.4434 1013.3862 -0.0572 -56 192 201 GGNFGFGDSR 27 0 Mascot
1013.4434 1013.3862 -0.0572 -56 192 201 GGNFGFGDSR Mascot



1050.4414 1050.3857 -0.0557 -53 118 125 DYFEEYGK Mascot
1313.598 1313.5238 -0.0742 -56 189 201 SGRGGNFGFGDSR Mascot

1377.6294 1377.5554 -0.074 -54 202 216 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5554 -0.074 -54 202 216 GGGGNFGPGPGSNFR 63 99.83 Mascot
1410.6873 1410.6167 -0.0706 -50 162 173 YHTINGHNAEVR Mascot
1648.8071 1648.7343 -0.0728 -44 175 188 ALSRQEMQEVQSSR Mascot

1664.802 1664.7183 -0.0837 -50 175 188 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8301 -0.092 -51 11 26 LFIGGLSFETTEESLR Mascot
2020.9255 2020.9198 -0.0057 -3 27 42 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2020.9255 2020.9198 -0.0057 -3 27 42 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2189.9053 2189.7869 -0.1184 -54 274 298 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 274 298 NMGGPYGGGNYGPGGS 42 74.576 Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 274 298 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2270.9919 2270.8706 -0.1213 -53 202 226 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2277.155 2277.0312 -0.1238 -54 142 161 GFGFVTFDDHDPVDKIVL Mascot

QK

4 heterogeneous nuclear ribonucleoprotein B0b [Rattus gi|157059865 33938.3 9.04 11 224 100 131 100
norvegicus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR 27 0 Mascot
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR Mascot
1050.4414 1050.3857 -0.0557 -53 130 137 DYFEEYGK Mascot
1057.5889 1057.5242 -0.0647 -61 4 12 TLETVPLER Mascot

1313.598 1313.5238 -0.0742 -56 201 213 SGRGGNFGFGDSR Mascot
1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR 63 99.83 Mascot
1410.6873 1410.6167 -0.0706 -50 174 185 YHTINGHNAEVR Mascot
1648.8071 1648.7343 -0.0728 -44 187 200 ALSRQEMQEVQSSR Mascot

1664.802 1664.7183 -0.0837 -50 187 200 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8301 -0.092 -51 23 38 LFIGGLSFETTEESLR Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2189.9053 2189.7869 -0.1184 -54 286 310 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 286 310 NMGGPYGGGNYGPGGS 42 74.576 Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 286 310 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2270.9919 2270.8706 -0.1213 -53 214 238 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR

5 unnamed protein product [Macaca fascicularis] gi|90083957 34250.5 9.13 11 223 100 131 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR 27 0 Mascot
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR Mascot
1050.4414 1050.3857 -0.0557 -53 130 137 DYFEEYGK Mascot

1050.3857 Mascot
1057.5889 1057.5242 -0.0647 -61 4 12 TLETVPLER Mascot

1313.598 1313.5238 -0.0742 -56 201 213 SGRGGNFGFGDSR Mascot
1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR 63 99.83 Mascot
1410.6873 1410.6167 -0.0706 -50 174 185 YHTINGHNAEVR Mascot
1648.8071 1648.7343 -0.0728 -44 187 200 ALSRQEMQEVQSSR Mascot

1664.802 1664.7183 -0.0837 -50 187 200 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8301 -0.092 -51 23 38 LFIGGLSFETTEESLR Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2189.9053 2189.7869 -0.1184 -54 290 314 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 290 314 NMGGPYGGGNYGPGGS 42 74.576 Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 290 314 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2277.155 2277.0312 -0.1238 -54 154 173 GFGFVTFDDHDPVDKIVL Mascot

QK

6 heterogeneous nuclear ribonucleoproteins A2/B1 gi|109134362 35956.9 8.67 11 220 100 131 100
isoform 1 [Mus musculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1013.4434 1013.3862 -0.0572 -56 192 201 GGNFGFGDSR 27 0 Mascot
1013.4434 1013.3862 -0.0572 -56 192 201 GGNFGFGDSR Mascot
1050.4414 1050.3857 -0.0557 -53 118 125 DYFEEYGK Mascot

1313.598 1313.5238 -0.0742 -56 189 201 SGRGGNFGFGDSR Mascot
1377.6294 1377.5554 -0.074 -54 202 216 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5554 -0.074 -54 202 216 GGGGNFGPGPGSNFR 63 99.83 Mascot
1410.6873 1410.6167 -0.0706 -50 162 173 YHTINGHNAEVR Mascot
1648.8071 1648.7343 -0.0728 -44 175 188 ALSRQEMQEVQSSR Mascot

1664.802 1664.7183 -0.0837 -50 175 188 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8301 -0.092 -51 11 26 LFIGGLSFETTEESLR Mascot
2020.9255 2020.9198 -0.0057 -3 27 42 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2020.9255 2020.9198 -0.0057 -3 27 42 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2189.9053 2189.7869 -0.1184 -54 314 338 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 314 338 NMGGPYGGGNYGPGGS 42 74.576 Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 314 338 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2270.9919 2270.8706 -0.1213 -53 202 226 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2277.155 2277.0312 -0.1238 -54 142 161 GFGFVTFDDHDPVDKIVL Mascot

QK

7 PREDICTED: similar to heterogeneous nuclear gi|73976128 37308.4 8.37 11 219 100 131 100
ribonucleoprotein A2/B1 isoform 2 isoform 24 [Canis
fam
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1013.4434 1013.3862 -0.0572 -56 192 201 GGNFGFGDSR 27 0 Mascot
1013.4434 1013.3862 -0.0572 -56 192 201 GGNFGFGDSR Mascot
1050.4414 1050.3857 -0.0557 -53 118 125 DYFEEYGK Mascot

1313.598 1313.5238 -0.0742 -56 189 201 SGRGGNFGFGDSR Mascot
1377.6294 1377.5554 -0.074 -54 202 216 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5554 -0.074 -54 202 216 GGGGNFGPGPGSNFR 63 99.83 Mascot
1410.6873 1410.6167 -0.0706 -50 162 173 YHTINGHNAEVR Mascot
1648.8071 1648.7343 -0.0728 -44 175 188 ALSRQEMQEVQSSR Mascot

1664.802 1664.7183 -0.0837 -50 175 188 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8301 -0.092 -51 11 26 LFIGGLSFETTEESLR Mascot
2020.9255 2020.9198 -0.0057 -3 27 42 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2020.9255 2020.9198 -0.0057 -3 27 42 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2189.9053 2189.7869 -0.1184 -54 326 350 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 326 350 NMGGPYGGGNYGPGGS 42 74.576 Oxidation (M)[2] Mascot



GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 326 350 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2270.9919 2270.8706 -0.1213 -53 202 226 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2277.155 2277.0312 -0.1238 -54 142 161 GFGFVTFDDHDPVDKIVL Mascot

QK

8 heterogeneous nuclear ribonucleoproteins A2/B1 gi|197101465 37380.7 8.98 11 219 100 131 100
[Pongo abelii]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR 27 0 Mascot
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR Mascot
1050.4414 1050.3857 -0.0557 -53 130 137 DYFEEYGK Mascot
1057.5889 1057.5242 -0.0647 -61 4 12 TLETVPLER Mascot

1313.598 1313.5238 -0.0742 -56 201 213 SGRGGNFGFGDSR Mascot
1313.5238 Mascot

1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR 63 99.83 Mascot
1648.8071 1648.7343 -0.0728 -44 187 200 ALSRQEMQEVQSSR Mascot

1664.802 1664.7183 -0.0837 -50 187 200 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8301 -0.092 -51 23 38 LFIGGLSFETTEESLR Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2189.9053 2189.7869 -0.1184 -54 326 350 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 326 350 NMGGPYGGGNYGPGGS 42 74.576 Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 326 350 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2270.9919 2270.8706 -0.1213 -53 214 238 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2277.155 2277.0312 -0.1238 -54 154 173 GFGFVTFDDHDPVDKIVL Mascot

QK

9 heterogeneous nuclear ribonucleoproteins A2/B1 gi|157265559 37454.7 8.97 11 219 100 131 100
[Rattus norvegicus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR 27 0 Mascot
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR Mascot
1050.4414 1050.3857 -0.0557 -53 130 137 DYFEEYGK Mascot
1057.5889 1057.5242 -0.0647 -61 4 12 TLETVPLER Mascot

1313.598 1313.5238 -0.0742 -56 201 213 SGRGGNFGFGDSR Mascot
1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR 63 99.83 Mascot
1410.6873 1410.6167 -0.0706 -50 174 185 YHTINGHNAEVR Mascot
1648.8071 1648.7343 -0.0728 -44 187 200 ALSRQEMQEVQSSR Mascot

1664.802 1664.7183 -0.0837 -50 187 200 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8301 -0.092 -51 23 38 LFIGGLSFETTEESLR Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2189.9053 2189.7869 -0.1184 -54 326 350 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 326 350 NMGGPYGGGNYGPGGS 42 74.576 Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 326 350 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2270.9919 2270.8706 -0.1213 -53 214 238 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR

10 PREDICTED: heterogeneous nuclear ribonucleoprotein gi|291394569 37349.7 8.97 11 218 100 131 100
A2/B1 [Oryctolagus cuniculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR 27 0 Mascot
1013.4434 1013.3862 -0.0572 -56 204 213 GGNFGFGDSR Mascot
1050.4414 1050.3857 -0.0557 -53 130 137 DYFEEYGK Mascot
1057.5889 1057.5242 -0.0647 -61 4 12 TLETVPLER Mascot

1313.598 1313.5238 -0.0742 -56 201 213 SGRGGNFGFGDSR Mascot
1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5554 -0.074 -54 214 228 GGGGNFGPGPGSNFR 63 99.737 Mascot
1410.6873 1410.6167 -0.0706 -50 174 185 YHTINGHNAEVR Mascot
1648.8071 1648.7343 -0.0728 -44 187 200 ALSRQEMQEVQSSR Mascot

1664.802 1664.7183 -0.0837 -50 187 200 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8301 -0.092 -51 23 38 LFIGGLSFETTEESLR Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2020.9255 2020.9198 -0.0057 -3 39 54 NYYEQWGKLTDCVVMR Oxidation (M)[15] Mascot
2189.9053 2189.7869 -0.1184 -54 325 349 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 325 349 NMGGPYGGGNYGPGGS 42 60.631 Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.7773 -0.1228 -56 325 349 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2277.155 2277.0312 -0.1238 -54 154 173 GFGFVTFDDHDPVDKIVL Mascot

QK

Gel Idx/Pos 21/A14 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 mitochondrial ribosomal protein S22, isoform CRA_e gi|119599451 36782.9 6.34 9 73 95.397 11 0
[Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1039.5055 1039.5212 0.0157 15 208 215 TYEDIDKR Mascot
1048.4807 1048.4377 -0.043 -41 143 150 ASWEERDR Mascot
1211.6816 1211.6367 -0.0449 -37 85 94 LKMPPVLEER Mascot
1227.6765 1227.6216 -0.0549 -45 85 94 LKMPPVLEER Oxidation (M)[3] Mascot
1283.7318 1283.6799 -0.0519 -40 240 250 IDGLLIDQIQR Mascot
1373.7899 1373.7371 -0.0528 -38 130 141 FIVVREPSGTLR Mascot
1373.7899 1373.7371 -0.0528 -38 130 141 FIVVREPSGTLR 11 0 Mascot
1390.6995 1390.6516 -0.0479 -34 64 75 LMTQAQLEEATR Mascot
1411.8268 1411.7729 -0.0539 -38 239 250 KIDGLLIDQIQR Mascot
1597.8009 1597.7473 -0.0536 -34 115 127 YVFTDISYSIPHR Mascot
1882.9446 1882.8778 -0.0668 -35 115 129 YVFTDISYSIPHRER Mascot

2 28S ribosomal protein S22, mitochondrial [Bos taurus] gi|114052569 40639 7.1 9 71 93.347 11 0
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1039.5646 1039.5212 -0.0434 -42 191 198 MIQIYFPK Mascot
1048.4807 1048.4377 -0.043 -41 183 190 ASWEERDR Mascot
1211.6816 1211.6367 -0.0449 -37 125 134 LKMPPVLEER Mascot
1227.6765 1227.6216 -0.0549 -45 125 134 LKMPPVLEER Oxidation (M)[3] Mascot
1283.7318 1283.6799 -0.0519 -40 280 290 IDGLLIDQIQR Mascot
1373.7899 1373.7371 -0.0528 -38 170 181 FIVVREPSGTLR Mascot
1373.7899 1373.7371 -0.0528 -38 170 181 FIVVREPSGTLR 11 0 Mascot



1390.6995 1390.6516 -0.0479 -34 104 115 LMTQAQLEEATR Mascot
1411.8268 1411.7729 -0.0539 -38 279 290 KIDGLLIDQIQR Mascot
1597.8009 1597.7473 -0.0536 -34 155 167 YVFTDISYSIPHR Mascot
1882.9446 1882.8778 -0.0668 -35 155 169 YVFTDISYSIPHRER Mascot

3 PREDICTED: similar to Mitochondrial 28S ribosomal gi|73990292 40893.4 7.7 9 70 91.025 11 0
protein S22 (S22mt) (MRP-S22) isoform 1 [Canis fa
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1039.5646 1039.5212 -0.0434 -42 192 199 MIQIYFPK Mascot
1048.4807 1048.4377 -0.043 -41 184 191 ASWEERDR Mascot
1211.6816 1211.6367 -0.0449 -37 126 135 LKMPPVLEER Mascot
1227.6765 1227.6216 -0.0549 -45 126 135 LKMPPVLEER Oxidation (M)[3] Mascot
1283.7318 1283.6799 -0.0519 -40 281 291 IDGLLIDQIQR Mascot
1373.7899 1373.7371 -0.0528 -38 171 182 FIVVREPSGTLR Mascot
1373.7899 1373.7371 -0.0528 -38 171 182 FIVVREPSGTLR 11 0 Mascot
1390.6995 1390.6516 -0.0479 -34 105 116 LMTQAQLEEATR Mascot

1390.6516 Mascot
1411.8268 1411.7729 -0.0539 -38 280 291 KIDGLLIDQIQR Mascot
1597.8009 1597.7473 -0.0536 -34 156 168 YVFTDISYSIPHR Mascot
1882.9446 1882.8778 -0.0668 -35 156 170 YVFTDISYSIPHRER Mascot

4 PREDICTED: similar to Mitochondrial 28S ribosomal gi|73990290 40822.3 7.7 9 69 88.959 11 0
protein S22 (S22mt) (MRP-S22) isoform 2 [Canis fa
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1039.5646 1039.5212 -0.0434 -42 191 198 MIQIYFPK Mascot
1048.4807 1048.4377 -0.043 -41 183 190 ASWEERDR Mascot
1211.6816 1211.6367 -0.0449 -37 125 134 LKMPPVLEER Mascot
1227.6765 1227.6216 -0.0549 -45 125 134 LKMPPVLEER Oxidation (M)[3] Mascot
1283.7318 1283.6799 -0.0519 -40 280 290 IDGLLIDQIQR Mascot
1373.7899 1373.7371 -0.0528 -38 170 181 FIVVREPSGTLR Mascot
1373.7899 1373.7371 -0.0528 -38 170 181 FIVVREPSGTLR 11 0 Mascot
1390.6995 1390.6516 -0.0479 -34 104 115 LMTQAQLEEATR Mascot
1411.8268 1411.7729 -0.0539 -38 279 290 KIDGLLIDQIQR Mascot
1597.8009 1597.7473 -0.0536 -34 155 167 YVFTDISYSIPHR Mascot
1882.9446 1882.8778 -0.0668 -35 155 169 YVFTDISYSIPHRER Mascot

5 PREDICTED: mitochondrial ribosomal protein S22 gi|114589460 39359.6 8.86 9 69 88.959 11 0
isoform 2 [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1039.5055 1039.5212 0.0157 15 231 238 TYEDIDKR Mascot
1048.4807 1048.4377 -0.043 -41 184 191 ASWEERDR Mascot
1211.6816 1211.6367 -0.0449 -37 126 135 LKMPPVLEER Mascot
1227.6765 1227.6216 -0.0549 -45 126 135 LKMPPVLEER Oxidation (M)[3] Mascot
1283.7318 1283.6799 -0.0519 -40 263 273 IDGLLIDQIQR Mascot
1373.7899 1373.7371 -0.0528 -38 171 182 FIVVREPSGTLR Mascot
1373.7899 1373.7371 -0.0528 -38 171 182 FIVVREPSGTLR 11 0 Mascot
1390.6995 1390.6516 -0.0479 -34 105 116 LMTQAQLEEATR Mascot
1411.8268 1411.7729 -0.0539 -38 262 273 KIDGLLIDQIQR Mascot
1597.8009 1597.7473 -0.0536 -34 156 168 YVFTDISYSIPHR Mascot
1882.9446 1882.8778 -0.0668 -35 156 170 YVFTDISYSIPHRER Mascot

6 PREDICTED: mitochondrial ribosomal protein S22 gi|114589458 41480.6 8.59 9 69 88.169 11 0
isoform 4 [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1039.5055 1039.5212 0.0157 15 249 256 TYEDIDKR Mascot
1048.4807 1048.4377 -0.043 -41 184 191 ASWEERDR Mascot
1211.6816 1211.6367 -0.0449 -37 126 135 LKMPPVLEER Mascot
1227.6765 1227.6216 -0.0549 -45 126 135 LKMPPVLEER Oxidation (M)[3] Mascot
1283.7318 1283.6799 -0.0519 -40 281 291 IDGLLIDQIQR Mascot
1373.7899 1373.7371 -0.0528 -38 171 182 FIVVREPSGTLR Mascot
1373.7899 1373.7371 -0.0528 -38 171 182 FIVVREPSGTLR 11 0 Mascot
1390.6995 1390.6516 -0.0479 -34 105 116 LMTQAQLEEATR Mascot
1411.8268 1411.7729 -0.0539 -38 280 291 KIDGLLIDQIQR Mascot
1597.8009 1597.7473 -0.0536 -34 156 168 YVFTDISYSIPHR Mascot
1882.9446 1882.8778 -0.0668 -35 156 170 YVFTDISYSIPHRER Mascot

7 28S ribosomal protein S22, mitochondrial [Homo gi|9910244 41254.4 7.7 9 68 87.323 11 0
sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1039.5055 1039.5212 0.0157 15 249 256 TYEDIDKR Mascot
1048.4807 1048.4377 -0.043 -41 184 191 ASWEERDR Mascot
1211.6816 1211.6367 -0.0449 -37 126 135 LKMPPVLEER Mascot
1227.6765 1227.6216 -0.0549 -45 126 135 LKMPPVLEER Oxidation (M)[3] Mascot
1283.7318 1283.6799 -0.0519 -40 281 291 IDGLLIDQIQR Mascot
1373.7899 1373.7371 -0.0528 -38 171 182 FIVVREPSGTLR Mascot
1373.7899 1373.7371 -0.0528 -38 171 182 FIVVREPSGTLR 11 0 Mascot
1390.6995 1390.6516 -0.0479 -34 105 116 LMTQAQLEEATR Mascot
1411.8268 1411.7729 -0.0539 -38 280 291 KIDGLLIDQIQR Mascot
1597.8009 1597.7473 -0.0536 -34 156 168 YVFTDISYSIPHR Mascot
1882.9446 1882.8778 -0.0668 -35 156 170 YVFTDISYSIPHRER Mascot

8 PREDICTED: 28S ribosomal protein S22, mitochondrial gi|297286778 44192.9 8.67 9 68 87.028 11 0
isoform 6 [Macaca mulatta]
Peptide Information

Start End Ion
Calc. Mass Obsrv. Mass ± da ± ppm Sequence C. I. % Modification Rank Result Type

Seq. Seq. Score
1039.5646 1039.5212 -0.0434 -42 217 224 MIQIYFPK Mascot
1048.4807 1048.4377 -0.043 -41 209 216 ASWEERDR Mascot
1211.6816 1211.6367 -0.0449 -37 151 160 LKMPPVLEER Mascot
1227.6765 1227.6216 -0.0549 -45 151 160 LKMPPVLEER Oxidation (M)[3] Mascot
1283.7318 1283.6799 -0.0519 -40 306 316 IDGLLIDQIQR Mascot
1373.7899 1373.7371 -0.0528 -38 196 207 FIVVREPSGTLR Mascot
1373.7899 1373.7371 -0.0528 -38 196 207 FIVVREPSGTLR 11 0 Mascot
1390.6995 1390.6516 -0.0479 -34 130 141 LMTQAQLEEATR Mascot
1411.8268 1411.7729 -0.0539 -38 305 316 KIDGLLIDQIQR Mascot
1597.8009 1597.7473 -0.0536 -34 181 193 YVFTDISYSIPHR Mascot
1882.9446 1882.8778 -0.0668 -35 181 195 YVFTDISYSIPHRER Mascot

9 mitochondrial ribosomal protein S22, isoform CRA_a gi|119599447 41183.4 7.7 9 67 81.249 11 0
[Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1039.5055 1039.5212 0.0157 15 248 255 TYEDIDKR Mascot
1048.4807 1048.4377 -0.043 -41 183 190 ASWEERDR Mascot
1211.6816 1211.6367 -0.0449 -37 125 134 LKMPPVLEER Mascot
1227.6765 1227.6216 -0.0549 -45 125 134 LKMPPVLEER Oxidation (M)[3] Mascot
1283.7318 1283.6799 -0.0519 -40 280 290 IDGLLIDQIQR Mascot
1373.7899 1373.7371 -0.0528 -38 170 181 FIVVREPSGTLR Mascot
1373.7899 1373.7371 -0.0528 -38 170 181 FIVVREPSGTLR 11 0 Mascot
1390.6995 1390.6516 -0.0479 -34 104 115 LMTQAQLEEATR Mascot
1411.8268 1411.7729 -0.0539 -38 279 290 KIDGLLIDQIQR Mascot
1597.8009 1597.7473 -0.0536 -34 155 167 YVFTDISYSIPHR Mascot
1882.9446 1882.8778 -0.0668 -35 155 169 YVFTDISYSIPHRER Mascot

10 DNA (cytosine-5)-methyltransferase 1 [Bos taurus] gi|32880212 182885.7 8.21 14 62 45.923 11 0
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type



Seq. Seq. Score
1039.4481 1039.5212 0.0731 70 687 694 RCPNMAMK Carbamidomethyl (C)[2], Oxidation (M)[5,7] Mascot
1048.4703 1048.4377 -0.0326 -31 887 895 YKFCASCAR Mascot
1176.5565 1176.5099 -0.0466 -40 1366 1375 DTMSDLPEIR Mascot

1176.5099 Mascot
1176.5929 1176.5099 -0.083 -71 1335 1345 ACQLSVVVDDK 14 0 Mascot
1211.6055 1211.6367 0.0312 26 1176 1186 FNNPGSTVFTK Mascot
1223.5903 1223.59 -0.0003 0 879 888 TQPTEDNKYK Mascot
1223.5903 1223.59 -0.0003 0 879 888 TQPTEDNKYK Mascot
1227.7671 1227.6216 -0.1455 -119 581 592 DLIKLAGVTLGK Mascot
1373.6123 1373.7371 0.1248 91 889 900 FCASCARLAEMR Oxidation (M)[11] Mascot
1373.6123 1373.7371 0.1248 91 889 900 FCASCARLAEMR Oxidation (M)[11] Mascot
1411.8055 1411.7729 -0.0326 -23 44 54 EKLNLLHEFLR Mascot

1535.79 1535.7626 -0.0274 -18 1422 1434 MRHIPLAPGSDWR Mascot
1802.7974 1802.8956 0.0982 54 263 279 DVRPGGAQAEMNEGED Mascot

K
2070.8499 2070.8901 0.0402 19 1212 1231 GDVEMLCGGPPCQGFS Oxidation (M)[5] Mascot

GMNR
2429.0632 2429.1438 0.0806 33 258 279 EEPDRDVRPGGAQAEM Mascot

NEGEDK
2429.0632 2429.1438 0.0806 33 258 279 EEPDRDVRPGGAQAEM Mascot

NEGEDK
2497.1816 2497.1287 -0.0529 -21 1513 1534 LEWDGFFSTTVTNPEPM Mascot

GKQGR

Gel Idx/Pos 8/A15 Instr./Gel Origin AB4700/110211A Process Stat Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW rotein Pep. Protein Protein Total Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 Glutaredoxin-3 OS=Bos taurus GN=GLRX3 PE=2 SV=1 GLRX3_BOVIN 37274.1 5.56 4 71 99.445 54 99.807
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1535.8176 1535.7461 -0.0715 -47 96 109 IDRLDGAHAPELTK Mascot
1729.8584 1729.7739 -0.0845 -49 294 307 AYSNWPTYPQLYVK Mascot
2069.9563 2069.8647 -0.0916 -44 171 187 HNIQFSSFDIFSDEEVR Mascot
2496.2153 2496.0964 -0.1189 -48 171 191 HNIQFSSFDIFSDEEVRQ Mascot

GLK
2496.2153 2496.0964 -0.1189 -48 171 191 HNIQFSSFDIFSDEEVRQ 54 99.807 Mascot

GLK

2 Glutaredoxin-3 OS=Homo sapiens GN=GLRX3 PE=1 GLRX3_HUMAN 37408.2 5.31 4 68 99.036 54 99.807
SV=2
Peptide Information

Start End Ion
Calc. Mass Obsrv. Mass ± da ± ppm Sequence C. I. % Modification Rank Result Type

Seq. Seq. Score
1535.7709 1535.7461 -0.0248 -16 159 171 CGFSKQMVEILHK Oxidation (M)[7] Mascot
1729.8584 1729.7739 -0.0845 -49 295 308 AYSNWPTYPQLYVK Mascot
2069.9563 2069.8647 -0.0916 -44 172 188 HNIQFSSFDIFSDEEVR Mascot
2496.2153 2496.0964 -0.1189 -48 172 192 HNIQFSSFDIFSDEEVRQ Mascot

GLK
2496.2153 2496.0964 -0.1189 -48 172 192 HNIQFSSFDIFSDEEVRQ 54 99.807 Mascot

GLK

3 Glutaredoxin-3 OS=Mus musculus GN=Glrx3 PE=1 GLRX3_MOUSE 37754.4 5.42 3 64 97.156 54 99.807
SV=1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1535.7709 1535.7461 -0.0248 -16 161 173 CGFSKQMVEILHK Oxidation (M)[7] Mascot
2069.9563 2069.8647 -0.0916 -44 174 190 HNIQFSSFDIFSDEEVR Mascot
2496.2153 2496.0964 -0.1189 -48 174 194 HNIQFSSFDIFSDEEVRQ Mascot

GLK
2496.2153 2496.0964 -0.1189 -48 174 194 HNIQFSSFDIFSDEEVRQ 54 99.807 Mascot

GLK

4 Uroporphyrinogen decarboxylase OS=Ovis aries DCUP_SHEEP 40785.8 5.82 9 56 85.412
GN=UROD PE=1 SV=1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
879.5086 879.4913 -0.0173 -20 232 238 FALPYIR Mascot

1202.5259 1202.4686 -0.0573 -48 51 60 AAQDFFSTCR Carbamidomethyl (C)[9] Mascot

1287.6692 1287.6096 -0.0596 -46 5 15 ESRPQGFPELK Mascot

1413.712 1413.6459 -0.0661 -47 105 116 GPSFPEPLREER Mascot
1673.7986 1673.728 -0.0706 -42 61 74 SPEACCELTLQPLR Carbamidomethyl (C)[5,6] Mascot
1795.9714 1795.8926 -0.0788 -44 180 193 WLYQRPQASHQLLR Mascot

1829.8997 1829.823 -0.0767 -42 61 75 SPEACCELTLQPLRR Carbamidomethyl (C)[5,6] Mascot

1971.8364 1971.7529 -0.0835 -42 22 37 AAWGEETDYTPVWCMR Carbamidomethyl (C)[14] Mascot
2034.0403 2033.9486 -0.0917 -45 5 21 ESRPQGFPELKNDTFLR Mascot

5 Integrin beta-3 OS=Homo sapiens GN=ITGB3 PE= ITB3_HUMAN 87000.4 5.09 11 48 0
SV=2
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.4791 882.538 0.0589 67 280 287 THIALDGR 8 0 Mascot
882.4791 882.538 0.0589 67 280 287 THIALDGR Mascot

1176.5427 1176.4845 -0.0582 -49 208 217 TTCLPMFGYK Oxidation (M)[6] Mascot
1176.5427 1176.4845 -0.0582 -49 208 217 TTCLPMFGYK Oxidation (M)[6] Mascot

1185.4738 1185.5535 0.0797 67 627 637 CPTCPDACTFK Mascot

1223.5215 1223.5765 0.055 45 693 702 FQYYEDSSGK Mascot

1223.5215 1223.5765 0.055 45 693 702 FQYYEDSSGK Mascot

1532.73 1532.726 -0.004 -3 99 113 GSGDSSQVTQVSPQR Mascot
1729.7666 1729.7739 0.0073 4 590 606 TDTCMSSNGLLCSGRGK Mascot
1795.7448 1795.8926 0.1478 82 542 556 ITGKYCECDDFSCVR Carbamidomethyl (C)[6] Mascot
1829.7073 1829.823 0.1157 63 525 541 GECLCGQCVCHSSDFGK Carbamidomethyl (C)[3] Mascot
2069.8789 2069.8647 -0.0142 -7 243 261 DAPEGGFDAIMQATVCD Carbamidomethyl (C)[16], Oxidation (M)[11] Mascot

EK
2210.9294 2211.0037 0.0743 34 685 702 NEDDCVVRFQYYEDSSG Carbamidomethyl (C)[5] Mascot

K
2380.9333 2381.0537 0.1204 51 605 626 GKCECGSCVCIQPGSYG Carbamidomethyl (C)[3,5] Mascot

DTCEK

6 Coatomer subunit delta OS=Bos taurus GN=ARCN1 COPD_BOVIN 57238.2 5.89 9 43 0
PE=1 SV=1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
879.4392 879.4913 0.0521 59 89 95 VIPEYCR Mascot

988.517 988.5411 0.0241 24 146 153 AVRETQER Mascot
1045.6074 1045.5051 -0.1023 -98 2 11 VLLAAAVCTK Carbamidomethyl (C)[8] Mascot
1176.6479 1176.4845 -0.1634 -139 1 11 MVLLAAAVCTK 0 0 Carbamidomethyl (C)[9] Mascot
1176.6479 1176.4845 -0.1634 -139 1 11 MVLLAAAVCTK Carbamidomethyl (C)[9] Mascot

1206.6365 1206.4957 -0.1408 -117 234 243 EVDNFVDKLK Mascot

1287.6467 1287.6096 -0.0371 -29 497 507 FSTETTFLVDK Mascot
1729.9119 1729.7739 -0.138 -80 348 363 NPEKSFPVNSDVGVLK Mascot

1992.9807 1992.9553 -0.0254 -13 39 55 LMNTGKQHTFVETESVR Oxidation (M)[2] Mascot

1992.9807 1992.9553 -0.0254 -13 39 55 LMNTGKQHTFVETESVR Oxidation (M)[2] Mascot
2121.0466 2121.0439 -0.0027 -1 264 281 VHAPPINMESVHMKIEEK Oxidation (M)[8,13] Mascot
2121.0466 2121.0439 -0.0027 -1 264 281 VHAPPINMESVHMKIEEK Oxidation (M)[8,13] Mascot



7 Coatomer subunit delta OS=Mus musculus GN=Arcn1 COPD_MOUSE 57181.2 5.89 9 42 0
PE=2 SV=1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Calc. Mass Obsrv. Mass ± da ± ppm Seq. Seq. Sequence Score C. I. % Modification Rank Result Type

879.4392 879.4913 0.0521 59 89 95 VIPEYCR Mascot
988.517 988.5411 0.0241 24 146 153 AVRETQER Mascot

1045.6074 1045.5051 -0.1023 -98 2 11 VLLAAAVCTK Carbamidomethyl (C)[8] Mascot

1176.6479 1176.4845 -0.1634 -139 1 11 MVLLAAAVCTK 0 0 Carbamidomethyl (C)[9] Mascot

1176.6479 1176.4845 -0.1634 -139 1 11 MVLLAAAVCTK Carbamidomethyl (C)[9] Mascot

1206.6365 1206.4957 -0.1408 -117 234 243 EVDNFVDKLK Mascot
1287.6467 1287.6096 -0.0371 -29 497 507 FSTETTFLVDK Mascot
1729.9119 1729.7739 -0.138 -80 348 363 NPEKSFPVNSDVGVLK Mascot
1992.9807 1992.9553 -0.0254 -13 39 55 LMNTGKQHTFVETESVR Oxidation (M)[2] Mascot
1992.9807 1992.9553 -0.0254 -13 39 55 LMNTGKQHTFVETESVR Oxidation (M)[2] Mascot
2121.0466 2121.0439 -0.0027 -1 264 281 VHAPPINMESVHMKIEEK Oxidation (M)[8,13] Mascot
2121.0466 2121.0439 -0.0027 -1 264 281 VHAPPINMESVHMKIEEK Oxidation (M)[8,13] Mascot

8 Coatomer subunit delta OS=Pongo abelii GN=ARCN COPD_PONAB 57160.1 5.89 9 42 0
PE=2 SV=1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
879.4392 879.4913 0.0521 59 89 95 VIPEYCR Mascot

988.517 988.5411 0.0241 24 146 153 AVRETQER Mascot

1045.6074 1045.5051 -0.1023 -98 2 11 VLLAAAVCTK Carbamidomethyl (C)[8] Mascot
1176.6479 1176.4845 -0.1634 -139 1 11 MVLLAAAVCTK 0 0 Carbamidomethyl (C)[9] Mascot
1176.6479 1176.4845 -0.1634 -139 1 11 MVLLAAAVCTK Carbamidomethyl (C)[9] Mascot
1206.6365 1206.4957 -0.1408 -117 234 243 EVDNFVDKLK Mascot
1287.6467 1287.6096 -0.0371 -29 497 507 FSTETTFLVDK Mascot
1729.9119 1729.7739 -0.138 -80 348 363 NPEKSFPVNSDVGVLK Mascot
1992.9807 1992.9553 -0.0254 -13 39 55 LMNTGKQHTFVETESVR Oxidation (M)[2] Mascot
1992.9807 1992.9553 -0.0254 -13 39 55 LMNTGKQHTFVETESVR Oxidation (M)[2] Mascot
2121.0291 2121.0439 0.0148 7 264 281 MHAPPINMESVHMKIEEK Mascot
2121.0291 2121.0439 0.0148 7 264 281 MHAPPINMESVHMKIEEK Mascot

9 Protein FAM136A OS=Homo sapiens GN=FAM136A F136A_HUMAN 15630.7 7.56 7 40 0
PE=1 SV=1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.4324 882.538 0.1056 120 28 34 MQGLMFR Mascot

882.538 Mascot
882.4324 882.538 0.1056 120 28 34 MQGLMFR Mascot
988.5244 988.5411 0.0167 17 1 8 MAELQQLR Mascot

1042.5172 1042.4625 -0.0547 -52 27 34 KMQGLMFR Oxidation (M)[2,6] Mascot
1223.4966 1223.5765 0.0799 65 82 91 CTMHCNDKAK Carbamidomethyl (C)[1], Oxidation (M)[3] Mascot
1223.4966 1223.5765 0.0799 65 82 91 CTMHCNDKAK Carbamidomethyl (C)[1], Oxidation (M)[3] Mascot
1620.8262 1620.7875 -0.0387 -24 9 22 VQEAVESMVKSLER Oxidation (M)[8] Mascot

1729.7706 1729.7739 0.0033 2 114 127 CVDDHMHLIPTMTK Carbamidomethyl (C)[1], Oxidation (M)[6,12] Mascot

2121.0679 2121.0439 -0.024 -11 1 18 MAELQQLRVQEAVESMV Oxidation (M)[1,16] Mascot

K
2121.0679 2121.0439 -0.024 -11 1 18 MAELQQLRVQEAVESMV Oxidation (M)[1,16] Mascot

K
10 Armadillo repeat-containing X-linked protein 1 ARMX1_RAT 51016.5 9.32 7 40 0

OS=Rattus norvegicus GN=Armcx1 PE=2 SV=1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
988.5502 988.5411 -0.0091 -9 423 430 SSLFFLFK Mascot
996.6087 996.5311 -0.0776 -78 253 262 ELGGVPIIAK Mascot

1176.6041 1176.4845 -0.1196 -102 308 318 LDSAVQMAGLR 8 0 Oxidation (M)[7] Mascot

1176.6041 1176.4845 -0.1196 -102 308 318 LDSAVQMAGLR Oxidation (M)[7] Mascot
1188.6041 1188.488 -0.1161 -98 145 156 TLTSSLPCPGGR Mascot
1535.7886 1535.7461 -0.0425 -28 358 370 LIINFTENPAMTR Oxidation (M)[11] Mascot
2120.9382 2121.0439 0.1057 50 6 26 EAGCVAAGMVIGAGACY Carbamidomethyl (C)[4] Mascot

CVYR
2121.1196 2121.0439 -0.0757 -36 353 370 IQTMKLIINFTENPAMTR Mascot

Gel Idx/Pos 22/A16 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 Annexin A2 [Bos taurus] gi|73586982 38515.7 7.55 18 809 100 596 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER Mascot
1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER 43 65.971 Mascot
1051.5242 1051.4797 -0.0445 -42 213 220 WISIMTER Oxidation (M)[5] Mascot
1086.4851 1086.4495 -0.0356 -33 29 37 AYTNFDAER Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR 80 99.993 Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR Mascot

1222.595 1222.5431 -0.0519 -42 105 115 TPAQYDASELK Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR 80 99.993 Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR Mascot
1421.6947 1421.6393 -0.0554 -39 314 324 SLYYYIQQDTK Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR 129 100 Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR Mascot
1650.9789 1650.9291 -0.0498 -30 89 104 SALSGHLETVILGLLK Mascot
1725.8303 1725.7793 -0.051 -30 64 77 SNEQRQDIAFAYQR Mascot
1725.8303 1725.7793 -0.051 -30 64 77 SNEQRQDIAFAYQR 71 99.948 Mascot
1771.9912 1771.9419 -0.0493 -28 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR 95 100 Carbamidomethyl (C)[14] Mascot
1797.8501 1797.8 -0.0501 -28 153 168 TDLEKDIVSDTSGDFR Mascot
1844.9025 1844.8434 -0.0591 -32 11 28 LSLEGDHSTPPSAYGSV Mascot

K
1908.8821 1908.8281 -0.054 -28 180 196 AEDGSVIDYELIDQDAR Mascot

2012.96 2012.8989 -0.0611 -30 314 329 SLYYYIQQDTKGDYQK Mascot
2064.9832 2064.9236 -0.0596 -29 179 196 RAEDGSVIDYELIDQDAR Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK 99 100 Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK Mascot
2770.3054 2770.2288 # -0.0766 -28 180 204 AEDGSVIDYELIDQDARD Mascot Mascot

LYDAGVK

2 RecName: Full=Annexin A2; AltName: Full=Annexin-2 gi|122144928 38596.6 6.49 18 805 100 593 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER Mascot
1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER 43 65.971 Mascot
1051.5242 1051.4797 -0.0445 -42 213 220 WISIMTER Oxidation (M)[5] Mascot
1086.4851 1086.4495 -0.0356 -33 29 37 AYTNFDAER Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR 80 99.993 Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR Mascot

1222.595 1222.5431 -0.0519 -42 105 115 TPAQYDASELK Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR 80 99.993 Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR Mascot
1421.6947 1421.6393 -0.0554 -39 314 324 SLYYYIQQDTK Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR 129 100 Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR Mascot
1650.9789 1650.9291 -0.0498 -30 89 104 SALSGHLETVILGLLK Mascot



1725.8303 1725.7793 -0.051 -30 64 77 SNEQRQDIAFAYQR Mascot
1725.8303 1725.7793 -0.051 -30 64 77 SNEQRQDIAFAYQR 71 99.948 Mascot
1771.9912 1771.9419 -0.0493 -28 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR 95 100 Carbamidomethyl (C)[14] Mascot
1797.8501 1797.8 -0.0501 -28 153 168 TDLEKDIVSDTSGDFR Mascot
1844.9025 1844.8434 -0.0591 -32 11 28 LSLEGDHSTPPSAYGSV Mascot

K
1908.8821 1908.8281 -0.054 -28 180 196 AEDGSVIDYELIDQDAR Mascot

2012.96 2012.8989 -0.0611 -30 314 329 SLYYYIQQDTKGDYQK Mascot
2064.9832 2064.9236 -0.0596 -29 179 196 RAEDGSVIDYELIDQDAR Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK 99 100 Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK Mascot
2770.3054 2770.2288 -0.0766 -28 180 204 AEDGSVIDYELIDQDARD Mascot

LYDAGVK

3 Chain A, Annexin A2: Does It Induce Membrane gi|56966699 38637.8 6.92 17 794 100 596 100
Aggregation By A New Multimeric State Of The Protein
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Calc. Mass Obsrv. Mass ± da ± ppm Seq. Seq. Sequence Score C. I. % Modification Rank Result Type

1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER Mascot
1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER 43 65.971 Mascot
1051.5242 1051.4797 -0.0445 -42 213 220 WISIMTER Oxidation (M)[5] Mascot
1086.4851 1086.4495 -0.0356 -33 29 37 AYTNFDAER Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR 80 99.993 Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR Mascot

1222.595 1222.5431 -0.0519 -42 105 115 TPAQYDASELK Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR 80 99.993 Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR Mascot
1421.6947 1421.6393 -0.0554 -39 314 324 SLYYYIQQDTK Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR 129 100 Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR Mascot
1650.9789 1650.9291 -0.0498 -30 89 104 SALSGHLETVILGLLK Mascot
1725.8303 1725.7793 -0.051 -30 64 77 SNEQRQDIAFAYQR Mascot
1725.8303 1725.7793 -0.051 -30 64 77 SNEQRQDIAFAYQR 71 99.948 Mascot
1771.9912 1771.9419 -0.0493 -28 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR 95 100 Carbamidomethyl (C)[14] Mascot
1844.9025 1844.8434 -0.0591 -32 11 28 LSLEGDHSTPPSAYGSV Mascot

K
1908.8821 1908.8281 -0.054 -28 180 196 AEDGSVIDYELIDQDAR Mascot

2012.96 2012.8989 -0.0611 -30 314 329 SLYYYIQQDTKGDYQK Mascot
2064.9832 2064.9236 -0.0596 -29 179 196 RAEDGSVIDYELIDQDAR Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK 99 100 Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK Mascot
2770.3054 2770.2288 -0.0766 -28 180 204 AEDGSVIDYELIDQDARD Mascot

LYDAGVK

4 annexin A2 [Canis lupus familiaris] gi|50950177 38629.8 6.92 17 791 100 596 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER Mascot
1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER 43 65.971 Mascot
1051.5242 1051.4797 -0.0445 -42 213 220 WISIMTER Oxidation (M)[5] Mascot
1086.4851 1086.4495 -0.0356 -33 29 37 AYTNFDAER Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR 80 99.993 Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR Mascot

1222.595 1222.5431 -0.0519 -42 105 115 TPAQYDASELK Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR 80 99.993 Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR Mascot
1421.6947 1421.6393 -0.0554 -39 314 324 SLYYYIQQDTK Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR 129 100 Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR Mascot
1650.9789 1650.9291 -0.0498 -30 89 104 SALSGHLETVILGLLK Mascot
1725.8303 1725.7793 -0.051 -30 64 77 SNEQRQDIAFAYQR Mascot
1725.8303 1725.7793 -0.051 -30 64 77 SNEQRQDIAFAYQR 71 99.948 Mascot
1771.9912 1771.9419 -0.0493 -28 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR 95 100 Carbamidomethyl (C)[14] Mascot
1844.9025 1844.8434 -0.0591 -32 11 28 LSLEGDHSTPPSAYGSV Mascot

K
1908.8821 1908.8281 -0.054 -28 180 196 AEDGSVIDYELIDQDAR Mascot

2012.96 2012.8989 -0.0611 -30 314 329 SLYYYIQQDTKGDYQK Mascot
2064.9832 2064.9236 -0.0596 -29 179 196 RAEDGSVIDYELIDQDAR Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK 99 100 Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK Mascot
2770.3054 2770.2288 -0.0766 -28 180 204 AEDGSVIDYELIDQDARD Mascot

LYDAGVK

5 Chain A, Structure Of Human Annexin A2 In The gi|56967118 36459.8 8.32 16 780 100 596 100
Presence Of Calcium Ions
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.4946 -0.0346 -33 193 200 WISIMTER Mascot
1035.5292 1035.4946 -0.0346 -33 193 200 WISIMTER 43 65.971 Mascot
1051.5242 1051.4797 -0.0445 -42 193 200 WISIMTER Oxidation (M)[5] Mascot
1086.4851 1086.4495 -0.0356 -33 9 17 AYTNFDAER Mascot
1111.5531 1111.5143 -0.0388 -35 49 57 QDIAFAYQR 80 99.993 Mascot
1111.5531 1111.5143 -0.0388 -35 49 57 QDIAFAYQR Mascot

1222.595 1222.5431 -0.0519 -42 85 95 TPAQYDASELK Mascot
1244.6229 1244.5826 -0.0403 -32 116 125 TNQELQEINR 80 99.993 Mascot
1244.6229 1244.5826 -0.0403 -32 116 125 TNQELQEINR Mascot
1421.6947 1421.6393 -0.0554 -39 294 304 SLYYYIQQDTK Mascot
1542.8486 1542.8008 -0.0478 -31 30 43 GVDEVTIVNILTNR 129 100 Mascot

1542.8008 Mascot
1542.8486 1542.8008 -0.0478 -31 30 43 GVDEVTIVNILTNR Mascot
1650.9789 1650.9291 -0.0498 -30 69 84 SALSGHLETVILGLLK Mascot
1725.8303 1725.7793 -0.051 -30 44 57 SNEQRQDIAFAYQR Mascot
1725.8303 1725.7793 -0.051 -30 44 57 SNEQRQDIAFAYQR 71 99.948 Mascot
1771.9912 1771.9419 -0.0493 -28 28 43 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.8119 -0.0517 -29 100 115 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.8119 -0.0517 -29 100 115 GLGTDEDSLIEIICSR 95 100 Carbamidomethyl (C)[14] Mascot
1908.8821 1908.8281 -0.054 -28 160 176 AEDGSVIDYELIDQDAR Mascot

2012.96 2012.8989 -0.0611 -30 294 309 SLYYYIQQDTKGDYQK Mascot
2064.9832 2064.9236 -0.0596 -29 159 176 RAEDGSVIDYELIDQDAR Mascot
2155.0667 2155.0056 -0.0611 -28 9 27 AYTNFDAERDALNIETAIK 99 100 Mascot
2155.0667 2155.0056 -0.0611 -28 9 27 AYTNFDAERDALNIETAIK Mascot
2770.3054 2770.2288 -0.0766 -28 160 184 AEDGSVIDYELIDQDARD Mascot

LYDAGVK

6 hypothetical protein PANDA_012075 [Ailuropoda gi|281347430 34788 8.67 14 754 100 596 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.4946 -0.0346 -33 197 204 WISIMTER Mascot
1035.5292 1035.4946 -0.0346 -33 197 204 WISIMTER 43 65.971 Mascot
1051.5242 1051.4797 -0.0445 -42 197 204 WISIMTER Oxidation (M)[5] Mascot
1086.4851 1086.4495 -0.0356 -33 13 21 AYTNFDAER Mascot
1111.5531 1111.5143 -0.0388 -35 53 61 QDIAFAYQR 80 99.993 Mascot
1111.5531 1111.5143 -0.0388 -35 53 61 QDIAFAYQR Mascot

1222.595 1222.5431 -0.0519 -42 89 99 TPAQYDASELK Mascot
1244.6229 1244.5826 -0.0403 -32 120 129 TNQELQEINR 80 99.993 Mascot
1244.6229 1244.5826 -0.0403 -32 120 129 TNQELQEINR Mascot



1542.8486 1542.8008 -0.0478 -31 34 47 GVDEVTIVNILTNR 129 100 Mascot
1542.8486 1542.8008 -0.0478 -31 34 47 GVDEVTIVNILTNR Mascot
1650.9789 1650.9291 -0.0498 -30 73 88 SALSGHLETVILGLLK Mascot
1725.8303 1725.7793 -0.051 -30 48 61 SNEQRQDIAFAYQR Mascot
1725.8303 1725.7793 -0.051 -30 48 61 SNEQRQDIAFAYQR 71 99.948 Mascot
1771.9912 1771.9419 -0.0493 -28 32 47 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.8119 -0.0517 -29 104 119 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.8119 -0.0517 -29 104 119 GLGTDEDSLIEIICSR 95 100 Carbamidomethyl (C)[14] Mascot
1908.8821 1908.8281 -0.054 -28 164 180 AEDGSVIDYELIDQDAR Mascot

1908.8281 Mascot
2064.9832 2064.9236 -0.0596 -29 163 180 RAEDGSVIDYELIDQDAR Mascot
2155.0667 2155.0056 -0.0611 -28 13 31 AYTNFDAERDALNIETAIK 99 100 Mascot
2155.0667 2155.0056 -0.0611 -28 13 31 AYTNFDAERDALNIETAIK Mascot
2770.3054 2770.2288 -0.0766 -28 164 188 AEDGSVIDYELIDQDARD Mascot

LYDAGVK

7 annexin A2 [Sus scrofa] gi|54020966 38509.6 6.49 14 742 100 594 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER Mascot
1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER 43 65.971 Mascot
1051.5242 1051.4797 -0.0445 -42 213 220 WISIMTER Oxidation (M)[5] Mascot
1086.4851 1086.4495 -0.0356 -33 29 37 AYTNFDAER Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR 80 99.993 Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR Mascot

1222.595 1222.5431 -0.0519 -42 105 115 TPAQYDASELK Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR 80 99.993 Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR 129 100 Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR Mascot
1650.9789 1650.9291 -0.0498 -30 89 104 SALSGHLETVILGLLK Mascot
1725.8303 1725.7793 -0.051 -30 64 77 SNEQRQDIAFAYQR Mascot
1725.8303 1725.7793 -0.051 -30 64 77 SNEQRQDIAFAYQR 71 99.948 Mascot
1771.9912 1771.9419 -0.0493 -28 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR 95 100 Carbamidomethyl (C)[14] Mascot
1908.8821 1908.8281 -0.054 -28 180 196 AEDGSVIDYELIDQDAR Mascot
2064.9832 2064.9236 -0.0596 -29 179 196 RAEDGSVIDYELIDQDAR Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK 99 100 Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK Mascot
2770.3054 2770.2288 -0.0766 -28 180 204 AEDGSVIDYELIDQDARD Mascot

LYDAGVK

8 Annexin A2 [Homo sapiens] gi|18645167 38551.8 7.57 16 702 100 525 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER Mascot
1035.5292 1035.4946 -0.0346 -33 213 220 WISIMTER 43 65.971 Mascot
1051.5242 1051.4797 -0.0445 -42 213 220 WISIMTER Oxidation (M)[5] Mascot
1086.4851 1086.4495 -0.0356 -33 29 37 AYTNFDAER Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR 80 99.993 Mascot
1111.5531 1111.5143 -0.0388 -35 69 77 QDIAFAYQR Mascot

1222.595 1222.5431 -0.0519 -42 105 115 TPAQYDASELK Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR 80 99.993 Mascot
1244.6229 1244.5826 -0.0403 -32 136 145 TNQELQEINR Mascot
1421.6947 1421.6393 -0.0554 -39 314 324 SLYYYIQQDTK Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR 129 100 Mascot
1542.8486 1542.8008 -0.0478 -31 50 63 GVDEVTIVNILTNR Mascot
1650.9789 1650.9291 -0.0498 -30 89 104 SALSGHLETVILGLLK Mascot
1771.9912 1771.9419 -0.0493 -28 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.8119 -0.0517 -29 120 135 GLGTDEDSLIEIICSR 95 100 Carbamidomethyl (C)[14] Mascot
1844.9025 1844.8434 -0.0591 -32 11 28 LSLEGDHSTPPSAYGSV Mascot

K
1908.8821 1908.8281 -0.054 -28 180 196 AEDGSVIDYELIDQDAR Mascot

2012.96 2012.8989 -0.0611 -30 314 329 SLYYYIQQDTKGDYQK Mascot
2064.9832 2064.9236 -0.0596 -29 179 196 RAEDGSVIDYELIDQDAR Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK 99 100 Mascot
2155.0667 2155.0056 -0.0611 -28 29 47 AYTNFDAERDALNIETAIK Mascot
2770.3054 2770.2288 -0.0766 -28 180 204 AEDGSVIDYELIDQDARD Mascot

LYDAGVK

9 Annexin A2 [Homo sapiens] gi|73909156 40502.8 8.41 16 699 100 525 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.4946 -0.0346 -33 231 238 WISIMTER Mascot
1035.5292 1035.4946 -0.0346 -33 231 238 WISIMTER 43 65.971 Mascot
1051.5242 1051.4797 -0.0445 -42 231 238 WISIMTER Oxidation (M)[5] Mascot
1086.4851 1086.4495 -0.0356 -33 47 55 AYTNFDAER Mascot
1111.5531 1111.5143 -0.0388 -35 87 95 QDIAFAYQR 80 99.993 Mascot
1111.5531 1111.5143 -0.0388 -35 87 95 QDIAFAYQR Mascot

1222.595 1222.5431 -0.0519 -42 123 133 TPAQYDASELK Mascot
1244.6229 1244.5826 -0.0403 -32 154 163 TNQELQEINR 80 99.993 Mascot
1244.6229 1244.5826 -0.0403 -32 154 163 TNQELQEINR Mascot

1244.5826 Mascot
1421.6947 1421.6393 -0.0554 -39 332 342 SLYYYIQQDTK Mascot
1542.8486 1542.8008 -0.0478 -31 68 81 GVDEVTIVNILTNR 129 100 Mascot
1542.8486 1542.8008 -0.0478 -31 68 81 GVDEVTIVNILTNR Mascot
1650.9789 1650.9291 -0.0498 -30 107 122 SALSGHLETVILGLLK Mascot
1771.9912 1771.9419 -0.0493 -28 66 81 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.8119 -0.0517 -29 138 153 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.8119 -0.0517 -29 138 153 GLGTDEDSLIEIICSR 95 100 Carbamidomethyl (C)[14] Mascot
1844.9025 1844.8434 -0.0591 -32 29 46 LSLEGDHSTPPSAYGSV Mascot

K
1908.8821 1908.8281 -0.054 -28 198 214 AEDGSVIDYELIDQDAR Mascot

2012.96 2012.8989 -0.0611 -30 332 347 SLYYYIQQDTKGDYQK Mascot
2064.9832 2064.9236 -0.0596 -29 197 214 RAEDGSVIDYELIDQDAR Mascot
2155.0667 2155.0056 -0.0611 -28 47 65 AYTNFDAERDALNIETAIK 99 100 Mascot
2155.0667 2155.0056 -0.0611 -28 47 65 AYTNFDAERDALNIETAIK Mascot
2770.3054 2770.2288 -0.0766 -28 198 222 AEDGSVIDYELIDQDARD Mascot

LYDAGVK

10 hypothetical protein [Homo sapiens] gi|34364597 40327.7 8.67 16 692 100 525 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.4946 -0.0346 -33 231 238 WISIMTER Mascot
1035.5292 1035.4946 -0.0346 -33 231 238 WISIMTER 43 65.971 Mascot
1051.5242 1051.4797 -0.0445 -42 231 238 WISIMTER Oxidation (M)[5] Mascot
1086.4851 1086.4495 -0.0356 -33 47 55 AYTNFDAER Mascot
1111.5531 1111.5143 -0.0388 -35 87 95 QDIAFAYQR 80 99.993 Mascot
1111.5531 1111.5143 -0.0388 -35 87 95 QDIAFAYQR Mascot

1222.595 1222.5431 -0.0519 -42 123 133 TPAQYDASELK Mascot
1244.6229 1244.5826 -0.0403 -32 154 163 TNQELQEINR 80 99.993 Mascot
1244.6229 1244.5826 -0.0403 -32 154 163 TNQELQEINR Mascot
1421.6947 1421.6393 -0.0554 -39 332 342 SLYYYIQQDTK Mascot
1542.8486 1542.8008 -0.0478 -31 68 81 GVDEVTIVNILTNR 129 100 Mascot
1542.8486 1542.8008 -0.0478 -31 68 81 GVDEVTIVNILTNR Mascot
1650.9789 1650.9291 -0.0498 -30 107 122 SALSGHLETVILGLLK Mascot
1771.9912 1771.9419 -0.0493 -28 66 81 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.8119 -0.0517 -29 138 153 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.8119 -0.0517 -29 138 153 GLGTDEDSLIEIICSR 95 100 Carbamidomethyl (C)[14] Mascot
1844.9025 1844.8434 -0.0591 -32 29 46 LSLEGDHSTPPSAYGSV Mascot

K
1908.8821 1908.8281 -0.054 -28 198 214 AEDGSVIDYELIDQDAR Mascot



2012.96 2012.8989 -0.0611 -30 332 347 SLYYYIQQDTKGDYQK Mascot
2064.9832 2064.9236 -0.0596 -29 197 214 RAEDGSVIDYELIDQDAR Mascot
2155.0667 2155.0056 -0.0611 -28 47 65 AYTNFDAERDALNIETAIK 99 100 Mascot
2155.0667 2155.0056 -0.0611 -28 47 65 AYTNFDAERDALNIETAIK Mascot
2770.3054 2770.2288 -0.0766 -28 198 222 AEDGSVIDYELIDQDARD Mascot

LYDAGVK

Gel Idx/Pos 9/A17 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 heterogeneous nuclear ribonucleoproteins A2/B1 gi|109134362 35956.9 8.67 15 414 100 257 100
isoform 1 [Mus musculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
912.3805 912.3347 -0.0458 -50 217 226 GGSDGYGSGR Mascot

1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR Mascot
1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR 47 92.31 Mascot
1165.5232 1165.6853 0.1621 139 109 117 EDTEEHHLR Mascot
1221.5529 1221.4976 -0.0553 -45 179 188 QEMQEVQSSR Mascot
1237.5477 1237.4938 -0.0539 -44 179 188 QEMQEVQSSR Oxidation (M)[3] Mascot

1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR 34 0 Mascot
1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR Mascot

1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR 94 100 Mascot
1410.6873 1410.6418 -0.0455 -32 162 173 YHTINGHNAEVR Mascot
1648.8071 1648.7543 -0.0528 -32 175 188 ALSRQEMQEVQSSR Mascot

1664.802 1664.7408 -0.0612 -37 175 188 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8584 -0.0637 -35 11 26 LFIGGLSFETTEESLR Mascot
1927.0171 1926.9421 -0.075 -39 10 26 KLFIGGLSFETTEESLR Mascot
2189.9053 2189.8191 -0.0862 -39 314 338 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 314 338 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 314 338 NMGGPYGGGNYGPGGS 81 99.997 Oxidation (M)[2] Mascot

GGSGGYGGR
2220.0706 2219.9822 -0.0884 -40 118 135 DYFEEYGKIDTIEIITDR Mascot
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG 2 0 Mascot

GSDGYGSGR
2277.155 2277.0657 -0.0893 -39 142 161 GFGFVTFDDHDPVDKIVL Mascot

QK
2495.0393 2494.9395 -0.0998 -40 227 254 GFGDGYNGYGGGPGGG Mascot

NFGGSPGYGGGR

2 PREDICTED: similar to heterogeneous nuclear gi|73976128 37308.4 8.37 15 412 100 257 100
ribonucleoprotein A2/B1 isoform 2 isoform 24 [Canis
fam
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
912.3805 912.3347 -0.0458 -50 217 226 GGSDGYGSGR Mascot

1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR Mascot
1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR 47 92.31 Mascot
1165.5232 1165.6853 0.1621 139 109 117 EDTEEHHLR Mascot
1221.5529 1221.4976 -0.0553 -45 179 188 QEMQEVQSSR Mascot
1237.5477 1237.4938 -0.0539 -44 179 188 QEMQEVQSSR Oxidation (M)[3] Mascot

1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR 34 0 Mascot
1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR Mascot

1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR 94 100 Mascot
1410.6873 1410.6418 -0.0455 -32 162 173 YHTINGHNAEVR Mascot
1648.8071 1648.7543 -0.0528 -32 175 188 ALSRQEMQEVQSSR Mascot

1664.802 1664.7408 -0.0612 -37 175 188 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8584 -0.0637 -35 11 26 LFIGGLSFETTEESLR Mascot
1927.0171 1926.9421 -0.075 -39 10 26 KLFIGGLSFETTEESLR Mascot
2189.9053 2189.8191 -0.0862 -39 326 350 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 326 350 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 326 350 NMGGPYGGGNYGPGGS 81 99.997 Oxidation (M)[2] Mascot

GGSGGYGGR
2220.0706 2219.9822 -0.0884 -40 118 135 DYFEEYGKIDTIEIITDR Mascot
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG 2 0 Mascot

GSDGYGSGR
2277.155 2277.0657 -0.0893 -39 142 161 GFGFVTFDDHDPVDKIVL Mascot

QK
2495.0393 2494.9395 -0.0998 -40 227 254 GFGDGYNGYGGGPGGG Mascot

NFGGSPGYGGGR

3 PREDICTED: similar to heterogeneous nuclear gi|73976124 32467.4 8.74 14 405 100 257 100
ribonucleoprotein A2/B1 isoform 2 isoform 22 [Canis
fam
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
912.3805 912.3347 -0.0458 -50 217 226 GGSDGYGSGR Mascot

1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR Mascot
1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR 47 92.31 Mascot
1165.5232 1165.6853 0.1621 139 109 117 EDTEEHHLR Mascot
1221.5529 1221.4976 -0.0553 -45 179 188 QEMQEVQSSR Mascot
1237.5477 1237.4938 -0.0539 -44 179 188 QEMQEVQSSR Oxidation (M)[3] Mascot

1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR 34 0 Mascot
1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR Mascot

1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR 94 100 Mascot
1410.6873 1410.6418 -0.0455 -32 162 173 YHTINGHNAEVR Mascot
1648.8071 1648.7543 -0.0528 -32 175 188 ALSRQEMQEVQSSR Mascot

1664.802 1664.7408 -0.0612 -37 175 188 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8584 -0.0637 -35 11 26 LFIGGLSFETTEESLR Mascot
1927.0171 1926.9421 -0.075 -39 10 26 KLFIGGLSFETTEESLR Mascot
2189.9053 2189.8191 -0.0862 -39 274 298 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 274 298 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 274 298 NMGGPYGGGNYGPGGS 81 99.997 Oxidation (M)[2] Mascot

GGSGGYGGR
2220.0706 2219.9822 -0.0884 -40 118 135 DYFEEYGKIDTIEIITDR Mascot
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG 2 0 Mascot

GSDGYGSGR
2277.155 2277.0657 -0.0893 -39 142 161 GFGFVTFDDHDPVDKIVL Mascot

QK

4 PREDICTED: similar to heterogeneous nuclear gi|126341861 42368.1 8.5 15 404 100 257 100
ribonucleoprotein A2/B1, [Monodelphis domestica]
Peptide Information



Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Seq. Seq. Score

912.3805 912.3347 -0.0458 -50 274 283 GGSDGYGSGR Mascot
1013.4434 1013.3986 -0.0448 -44 249 258 GGNFGFGDSR Mascot
1013.4434 1013.3986 -0.0448 -44 249 258 GGNFGFGDSR 47 92.31 Mascot
1165.5232 1165.6853 0.1621 139 166 174 EDTEEHHLR Mascot
1221.5529 1221.4976 -0.0553 -45 236 245 QEMQEVQSSR Mascot
1237.5477 1237.4938 -0.0539 -44 236 245 QEMQEVQSSR Oxidation (M)[3] Mascot

1313.598 1313.5437 -0.0543 -41 246 258 SGRGGNFGFGDSR 34 0 Mascot
1313.598 1313.5437 -0.0543 -41 246 258 SGRGGNFGFGDSR Mascot

1377.6294 1377.5789 -0.0505 -37 259 273 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5789 -0.0505 -37 259 273 GGGGNFGPGPGSNFR 94 100 Mascot
1410.6873 1410.6418 -0.0455 -32 219 230 YHTINGHNAEVR Mascot
1648.8071 1648.7543 -0.0528 -32 232 245 ALSRQEMQEVQSSR Mascot

1664.802 1664.7408 -0.0612 -37 232 245 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8584 -0.0637 -35 68 83 LFIGGLSFETTEESLR Mascot
1927.0171 1926.9421 -0.075 -39 67 83 KLFIGGLSFETTEESLR Mascot
2189.9053 2189.8191 -0.0862 -39 371 395 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 371 395 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 371 395 NMGGPYGGGNYGPGGS 81 99.997 Oxidation (M)[2] Mascot

GGSGGYGGR
2220.0706 2219.9822 -0.0884 -40 175 192 DYFEEYGKIDTIEIITDR Mascot
2270.9919 2270.9021 -0.0898 -40 259 283 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2270.9919 2270.9021 -0.0898 -40 259 283 GGGGNFGPGPGSNFRG 2 0 Mascot

GSDGYGSGR
2277.155 2277.0657 -0.0893 -39 199 218 GFGFVTFDDHDPVDKIVL Mascot

QK
2495.0393 2494.9395 -0.0998 -40 284 311 GFGDGYNGYGGGPGGG Mascot

NFGGSPGYGGGR

5 heterogeneous nuclear ribonucleoprotein A2 [Rattus gi|157059859 36031.9 8.67 14 399 100 257 100
norvegicus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
912.3805 912.3347 -0.0458 -50 217 226 GGSDGYGSGR Mascot

1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR Mascot
1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR 47 92.31 Mascot
1165.5232 1165.6853 0.1621 139 109 117 EDTEEHHLR Mascot
1221.5529 1221.4976 -0.0553 -45 179 188 QEMQEVQSSR Mascot
1237.5477 1237.4938 -0.0539 -44 179 188 QEMQEVQSSR Oxidation (M)[3] Mascot

1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR 34 0 Mascot
1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR Mascot

1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR 94 100 Mascot

1377.5789 Mascot
1410.6873 1410.6418 -0.0455 -32 162 173 YHTINGHNAEVR Mascot
1648.8071 1648.7543 -0.0528 -32 175 188 ALSRQEMQEVQSSR Mascot

1664.802 1664.7408 -0.0612 -37 175 188 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8584 -0.0637 -35 11 26 LFIGGLSFETTEESLR Mascot
1927.0171 1926.9421 -0.075 -39 10 26 KLFIGGLSFETTEESLR Mascot
2189.9053 2189.8191 -0.0862 -39 314 338 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 314 338 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 314 338 NMGGPYGGGNYGPGGS 81 99.997 Oxidation (M)[2] Mascot

GGSGGYGGR
2220.0706 2219.9822 -0.0884 -40 118 135 DYFEEYGKIDTIEIITDR Mascot
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG 2 0 Mascot

GSDGYGSGR
2495.0393 2494.9395 -0.0998 -40 227 254 GFGDGYNGYGGGPGGG Mascot

NFGGSPGYGGGR

6 heterogeneous nuclear ribonucleoproteins A2/B1 gi|197101465 37380.7 8.98 14 397 100 257 100
[Pongo abelii]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
912.3805 912.3347 -0.0458 -50 229 238 GGSDGYGSGR Mascot

1013.4434 1013.3986 -0.0448 -44 204 213 GGNFGFGDSR Mascot
1013.4434 1013.3986 -0.0448 -44 204 213 GGNFGFGDSR 47 92.31 Mascot
1165.5232 1165.6853 0.1621 139 121 129 EDTEEHHLR Mascot
1221.5529 1221.4976 -0.0553 -45 191 200 QEMQEVQSSR Mascot
1237.5477 1237.4938 -0.0539 -44 191 200 QEMQEVQSSR Oxidation (M)[3] Mascot

1313.598 1313.5437 -0.0543 -41 201 213 SGRGGNFGFGDSR 34 0 Mascot
1313.598 1313.5437 -0.0543 -41 201 213 SGRGGNFGFGDSR Mascot

1377.6294 1377.5789 -0.0505 -37 214 228 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5789 -0.0505 -37 214 228 GGGGNFGPGPGSNFR 94 100 Mascot
1648.8071 1648.7543 -0.0528 -32 187 200 ALSRQEMQEVQSSR Mascot

1664.802 1664.7408 -0.0612 -37 187 200 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8584 -0.0637 -35 23 38 LFIGGLSFETTEESLR Mascot
1927.0171 1926.9421 -0.075 -39 22 38 KLFIGGLSFETTEESLR Mascot
2189.9053 2189.8191 -0.0862 -39 326 350 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 326 350 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 326 350 NMGGPYGGGNYGPGGS 81 99.997 Oxidation (M)[2] Mascot

GGSGGYGGR
2220.0706 2219.9822 -0.0884 -40 130 147 DYFEEYGKIDTIEIITDR Mascot
2270.9919 2270.9021 -0.0898 -40 214 238 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2270.9919 2270.9021 -0.0898 -40 214 238 GGGGNFGPGPGSNFRG 2 0 Mascot

GSDGYGSGR
2277.155 2277.0657 -0.0893 -39 154 173 GFGFVTFDDHDPVDKIVL Mascot

QK
2495.0393 2494.9395 -0.0998 -40 239 266 GFGDGYNGYGGGPGGG Mascot

NFGGSPGYGGGR

7 heterogeneous nuclear ribonucleoproteins A2/B1 gi|157265559 37454.7 8.97 14 397 100 257 100
[Rattus norvegicus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
912.3805 912.3347 -0.0458 -50 229 238 GGSDGYGSGR Mascot

1013.4434 1013.3986 -0.0448 -44 204 213 GGNFGFGDSR Mascot
1013.4434 1013.3986 -0.0448 -44 204 213 GGNFGFGDSR 47 92.31 Mascot
1165.5232 1165.6853 0.1621 139 121 129 EDTEEHHLR Mascot
1221.5529 1221.4976 -0.0553 -45 191 200 QEMQEVQSSR Mascot
1237.5477 1237.4938 -0.0539 -44 191 200 QEMQEVQSSR Oxidation (M)[3] Mascot

1313.598 1313.5437 -0.0543 -41 201 213 SGRGGNFGFGDSR 34 0 Mascot
1313.598 1313.5437 -0.0543 -41 201 213 SGRGGNFGFGDSR Mascot

1377.6294 1377.5789 -0.0505 -37 214 228 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5789 -0.0505 -37 214 228 GGGGNFGPGPGSNFR 94 100 Mascot
1410.6873 1410.6418 -0.0455 -32 174 185 YHTINGHNAEVR Mascot
1648.8071 1648.7543 -0.0528 -32 187 200 ALSRQEMQEVQSSR Mascot

1664.802 1664.7408 -0.0612 -37 187 200 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8584 -0.0637 -35 23 38 LFIGGLSFETTEESLR Mascot
1927.0171 1926.9421 -0.075 -39 22 38 KLFIGGLSFETTEESLR Mascot
2189.9053 2189.8191 -0.0862 -39 326 350 NMGGPYGGGNYGPGGS Mascot



GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 326 350 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 326 350 NMGGPYGGGNYGPGGS 81 99.997 Oxidation (M)[2] Mascot

GGSGGYGGR
2220.0706 2219.9822 -0.0884 -40 130 147 DYFEEYGKIDTIEIITDR Mascot
2270.9919 2270.9021 -0.0898 -40 214 238 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2270.9919 2270.9021 -0.0898 -40 214 238 GGGGNFGPGPGSNFRG 2 0 Mascot

GSDGYGSGR
2495.0393 2494.9395 -0.0998 -40 239 266 GFGDGYNGYGGGPGGG Mascot

NFGGSPGYGGGR

8 PREDICTED: similar to heterogeneous nuclear gi|73976130 37385.6 8.59 14 396 100 257 100
ribonucleoprotein A2/B1 isoform 2 isoform 25 [Canis
fam
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
912.3805 912.3347 -0.0458 -50 217 226 GGSDGYGSGR Mascot

1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR Mascot
1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR 47 92.31 Mascot
1165.5232 1165.6853 0.1621 139 109 117 EDTEEHHLR Mascot
1221.5529 1221.4976 -0.0553 -45 179 188 QEMQEVQSSR Mascot
1237.5477 1237.4938 -0.0539 -44 179 188 QEMQEVQSSR Oxidation (M)[3] Mascot

1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR 34 0 Mascot
1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR Mascot

1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR 94 100 Mascot
1410.6873 1410.6418 -0.0455 -32 162 173 YHTINGHNAEVR Mascot
1648.8071 1648.7543 -0.0528 -32 175 188 ALSRQEMQEVQSSR Mascot

1664.802 1664.7408 -0.0612 -37 175 188 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8584 -0.0637 -35 11 26 LFIGGLSFETTEESLR Mascot
1927.0171 1926.9421 -0.075 -39 10 26 KLFIGGLSFETTEESLR Mascot
2189.9053 2189.8191 -0.0862 -39 326 350 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 326 350 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 326 350 NMGGPYGGGNYGPGGS 81 99.997 Oxidation (M)[2] Mascot

GGSGGYGGR
2220.0706 2219.9822 -0.0884 -40 118 135 DYFEEYGKIDTIEIITDR Mascot
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG 2 0 Mascot

GSDGYGSGR
2277.155 2277.0657 -0.0893 -39 142 161 GFGFVTFDDHDPVDKIVL Mascot

QK

9 mCG119114, isoform CRA_a [Mus musculus] gi|148666221 38136.4 9.35 14 395 100 257 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
912.3805 912.3347 -0.0458 -50 273 282 GGSDGYGSGR Mascot

1013.4434 1013.3986 -0.0448 -44 248 257 GGNFGFGDSR Mascot
1013.4434 1013.3986 -0.0448 -44 248 257 GGNFGFGDSR 47 92.31 Mascot
1165.5232 1165.6853 0.1621 139 165 173 EDTEEHHLR Mascot
1221.5529 1221.4976 -0.0553 -45 235 244 QEMQEVQSSR Mascot

1221.4976 Mascot
1237.5477 1237.4938 -0.0539 -44 235 244 QEMQEVQSSR Oxidation (M)[3] Mascot

1313.598 1313.5437 -0.0543 -41 245 257 SGRGGNFGFGDSR 34 0 Mascot
1313.598 1313.5437 -0.0543 -41 245 257 SGRGGNFGFGDSR Mascot

1377.6294 1377.5789 -0.0505 -37 258 272 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5789 -0.0505 -37 258 272 GGGGNFGPGPGSNFR 94 100 Mascot
1410.6873 1410.6418 -0.0455 -32 218 229 YHTINGHNAEVR Mascot
1648.8071 1648.7543 -0.0528 -32 231 244 ALSRQEMQEVQSSR Mascot

1664.802 1664.7408 -0.0612 -37 231 244 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8584 -0.0637 -35 67 82 LFIGGLSFETTEESLR Mascot
1927.0171 1926.9421 -0.075 -39 66 82 KLFIGGLSFETTEESLR Mascot
2189.9053 2189.8191 -0.0862 -39 330 354 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 330 354 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 330 354 NMGGPYGGGNYGPGGS 81 99.997 Oxidation (M)[2] Mascot

GGSGGYGGR
2220.0706 2219.9822 -0.0884 -40 174 191 DYFEEYGKIDTIEIITDR Mascot
2270.9919 2270.9021 -0.0898 -40 258 282 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2270.9919 2270.9021 -0.0898 -40 258 282 GGGGNFGPGPGSNFRG 2 0 Mascot

GSDGYGSGR
2277.155 2277.0657 -0.0893 -39 198 217 GFGFVTFDDHDPVDKIVL Mascot

QK

10 PREDICTED: similar to heterogeneous nuclear gi|73976122 38498 8.29 14 394 100 257 100
ribonucleoprotein A2/B1 isoform 2 isoform 21 [Canis
fam
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
912.3805 912.3347 -0.0458 -50 217 226 GGSDGYGSGR Mascot

1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR Mascot
1013.4434 1013.3986 -0.0448 -44 192 201 GGNFGFGDSR 47 92.31 Mascot
1165.5232 1165.6853 0.1621 139 109 117 EDTEEHHLR Mascot
1221.5529 1221.4976 -0.0553 -45 179 188 QEMQEVQSSR Mascot
1237.5477 1237.4938 -0.0539 -44 179 188 QEMQEVQSSR Oxidation (M)[3] Mascot

1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR 34 0 Mascot
1313.598 1313.5437 -0.0543 -41 189 201 SGRGGNFGFGDSR Mascot

1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR Mascot
1377.6294 1377.5789 -0.0505 -37 202 216 GGGGNFGPGPGSNFR 94 100 Mascot
1410.6873 1410.6418 -0.0455 -32 162 173 YHTINGHNAEVR Mascot
1648.8071 1648.7543 -0.0528 -32 175 188 ALSRQEMQEVQSSR Mascot

1664.802 1664.7408 -0.0612 -37 175 188 ALSRQEMQEVQSSR Oxidation (M)[7] Mascot
1798.9221 1798.8584 -0.0637 -35 11 26 LFIGGLSFETTEESLR Mascot
1927.0171 1926.9421 -0.075 -39 10 26 KLFIGGLSFETTEESLR Mascot
2189.9053 2189.8191 -0.0862 -39 336 360 NMGGPYGGGNYGPGGS Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 336 360 NMGGPYGGGNYGPGGS Oxidation (M)[2] Mascot

GGSGGYGGR
2205.9001 2205.8152 -0.0849 -38 336 360 NMGGPYGGGNYGPGGS 81 99.996 Oxidation (M)[2] Mascot

GGSGGYGGR
2220.0706 2219.9822 -0.0884 -40 118 135 DYFEEYGKIDTIEIITDR Mascot
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG Mascot

GSDGYGSGR
2270.9919 2270.9021 -0.0898 -40 202 226 GGGGNFGPGPGSNFRG 2 0 Mascot

GSDGYGSGR
2277.155 2277.0657 -0.0893 -39 142 161 GFGFVTFDDHDPVDKIVL Mascot

QK

Gel Idx/Pos 23/A18 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 chloride intracellular channel protein 1 [Bos taurus] gi|62751970 26974.8 5.16 12 428 100 298 100



Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5221 -0.0194 -19 196 204 GFSIPDVFR 71 99.956 Mascot
1037.5415 1037.5221 -0.0194 -19 196 204 GFSIPDVFR Mascot
1078.5098 1078.489 -0.0208 -19 21 29 IGNCPFSQR Carbamidomethyl (C)[4] Mascot
1095.6343 1095.5961 -0.0382 -35 184 192 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.6953 -0.0339 -28 184 193 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot
1356.7058 1356.6851 -0.0207 -15 194 204 YRGFSIPDVFR 47 88.028 Mascot
1356.7058 1356.6851 -0.0207 -15 194 204 YRGFSIPDVFR Mascot
1437.7697 1437.7502 -0.0195 -14 38 50 GVTFNVTTVDTKR Mascot
1844.9752 1844.9418 -0.0334 -18 96 113 LAALNPESNTAGLDIFAK Mascot
2061.0684 2061.031 -0.0374 -18 166 183 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0918 -0.0317 -12 217 238 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.3369 -0.0537 -18 139 165 VLDNYLTSPLPDEVDETS 180 100 Mascot

AEDEGISQR
2992.3906 2992.3369 -0.0537 -18 139 165 VLDNYLTSPLPDEVDETS Mascot

AEDEGISQR
3120.4856 3120.4341 -0.0515 -17 139 166 VLDNYLTSPLPDEVDETS Mascot

AEDEGISQRK
3148.405 3148.3372 -0.0678 -22 212 238 NAYAREEFASTCPDDEEI Carbamidomethyl (C)[12] Mascot

3148.3372 Mascot
ELAYEQVAK

2 CLIC1 [Bos taurus] gi|67005529 15727 4.86 9 406 100 298 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5221 -0.0194 -19 95 103 GFSIPDVFR 71 99.956 Mascot
1037.5415 1037.5221 -0.0194 -19 95 103 GFSIPDVFR Mascot
1095.6343 1095.5961 -0.0382 -35 83 91 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.6953 -0.0339 -28 83 92 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot
1356.7058 1356.6851 -0.0207 -15 93 103 YRGFSIPDVFR 47 88.028 Mascot
1356.7058 1356.6851 -0.0207 -15 93 103 YRGFSIPDVFR Mascot
2061.0684 2061.031 -0.0374 -18 65 82 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0918 -0.0317 -12 116 137 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.3369 -0.0537 -18 38 64 VLDNYLTSPLPDEVDETS 180 100 Mascot

AEDEGISQR
2992.3906 2992.3369 -0.0537 -18 38 64 VLDNYLTSPLPDEVDETS Mascot

AEDEGISQR
3120.4856 3120.4341 -0.0515 -17 38 65 VLDNYLTSPLPDEVDETS Mascot

AEDEGISQRK
3148.405 3148.3372 -0.0678 -22 111 137 NAYAREEFASTCPDDEEI Carbamidomethyl (C)[12] Mascot

ELAYEQVAK

3 PREDICTED: LOW QUALITY PROTEIN: chloride gi|297677724 26986.8 5.09 11 161 100 35 0
intracellular channel protein 1-like [Pongo abelii]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5221 -0.0194 -19 196 204 GFTIPEAFR 10 0 Mascot
1037.5415 1037.5221 -0.0194 -19 196 204 GFTIPEAFR Mascot
1095.6343 1095.5961 -0.0382 -35 184 192 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.6953 -0.0339 -28 184 193 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot
1356.7058 1356.6851 -0.0207 -15 194 204 YRGFTIPEAFR 14 0 Mascot
1356.7058 1356.6851 -0.0207 -15 194 204 YRGFTIPEAFR Mascot
1437.7697 1437.7502 -0.0195 -14 38 50 GVTFNVTTVDTKR Mascot
1844.9752 1844.9418 -0.0334 -18 96 113 LAALNPESNTAGLDIFAK Mascot
2061.0684 2061.031 -0.0374 -18 166 183 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0918 -0.0317 -12 217 238 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.3369 -0.0537 -18 139 165 VLDNYLTSPLPEEVDETS 22 0 Mascot

AEDEGVSQR
2992.3906 2992.3369 -0.0537 -18 139 165 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
3120.4854 3120.4341 -0.0513 -16 139 166 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK
3148.405 3148.3372 -0.0678 -22 212 238 NAYAREEFASTCPDDEEI Carbamidomethyl (C)[12] Mascot

ELAYEQVAK

4 Chain A, Crystal Structure Analysis Of M32a Mutant Of gi|297787716 26257.5 5.27 11 161 100 35 0
Human Clic1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5221 -0.0194 -19 191 199 GFTIPEAFR 10 0 Mascot
1037.5415 1037.5221 -0.0194 -19 191 199 GFTIPEAFR Mascot
1078.5098 1078.489 -0.0208 -19 16 24 IGNCPFSQR Carbamidomethyl (C)[4] Mascot
1095.6343 1095.5961 -0.0382 -35 179 187 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.6953 -0.0339 -28 179 188 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot
1356.7058 1356.6851 -0.0207 -15 189 199 YRGFTIPEAFR 14 0 Mascot
1356.7058 1356.6851 -0.0207 -15 189 199 YRGFTIPEAFR Mascot
1437.7697 1437.7502 -0.0195 -14 33 45 GVTFNVTTVDTKR Mascot
1844.9752 1844.9418 -0.0334 -18 91 108 LAALNPESNTAGLDIFAK Mascot
2061.0684 2061.031 -0.0374 -18 161 178 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0918 -0.0317 -12 212 233 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.3369 -0.0537 -18 134 160 VLDNYLTSPLPEEVDETS 22 0 Mascot

AEDEGVSQR
2992.3906 2992.3369 -0.0537 -18 134 160 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
3120.4854 3120.4341 -0.0513 -16 134 161 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

5 Chain A, Crystal Structure Analysis Of M32a Mutant Of gi|302566277 26845.7 5.09 11 160 100 35 0
Human Clic1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5221 -0.0194 -19 196 204 GFTIPEAFR 10 0 Mascot
1037.5415 1037.5221 -0.0194 -19 196 204 GFTIPEAFR Mascot
1078.5098 1078.489 -0.0208 -19 21 29 IGNCPFSQR Carbamidomethyl (C)[4] Mascot
1095.6343 1095.5961 -0.0382 -35 184 192 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.6953 -0.0339 -28 184 193 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot
1356.7058 1356.6851 -0.0207 -15 194 204 YRGFTIPEAFR 14 0 Mascot
1356.7058 1356.6851 -0.0207 -15 194 204 YRGFTIPEAFR Mascot
1437.7697 1437.7502 -0.0195 -14 38 50 GVTFNVTTVDTKR Mascot
1844.9752 1844.9418 -0.0334 -18 96 113 LAALNPESNTAGLDIFAK Mascot

1844.9418 Mascot
2061.0684 2061.031 -0.0374 -18 166 183 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0918 -0.0317 -12 217 238 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.3369 -0.0537 -18 139 165 VLDNYLTSPLPEEVDETS 22 0 Mascot

AEDEGVSQR
2992.3906 2992.3369 -0.0537 -18 139 165 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
3120.4854 3120.4341 -0.0513 -16 139 166 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

6 Chain A, Crystal Structure Of A Soluble Dimeric Form gi|39654881 27049.8 5.09 11 159 100 35 0
Of Oxidised Clic1
Peptide Information



Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Seq. Seq. Score

1037.5415 1037.5221 -0.0194 -19 198 206 GFTIPEAFR 10 0 Mascot
1037.5415 1037.5221 -0.0194 -19 198 206 GFTIPEAFR Mascot
1078.5098 1078.489 -0.0208 -19 23 31 IGNCPFSQR Carbamidomethyl (C)[4] Mascot
1095.6343 1095.5961 -0.0382 -35 186 194 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.6953 -0.0339 -28 186 195 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot
1356.7058 1356.6851 -0.0207 -15 196 206 YRGFTIPEAFR 14 0 Mascot
1356.7058 1356.6851 -0.0207 -15 196 206 YRGFTIPEAFR Mascot
1437.7697 1437.7502 -0.0195 -14 40 52 GVTFNVTTVDTKR Mascot
1844.9752 1844.9418 -0.0334 -18 98 115 LAALNPESNTAGLDIFAK Mascot
2061.0684 2061.031 -0.0374 -18 168 185 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0918 -0.0317 -12 219 240 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.3369 -0.0537 -18 141 167 VLDNYLTSPLPEEVDETS 22 0 Mascot

AEDEGVSQR
2992.3906 2992.3369 -0.0537 -18 141 167 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
3120.4854 3120.4341 -0.0513 -16 141 168 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

7 p64 CLCP [Homo sapiens] gi|895845 23528.1 5.12 10 151 100 35 0
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5221 -0.0194 -19 165 173 GFTIPEAFR 10 0 Mascot
1037.5415 1037.5221 -0.0194 -19 165 173 GFTIPEAFR Mascot
1095.6343 1095.5961 -0.0382 -35 153 161 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.6953 -0.0339 -28 153 162 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot
1356.7058 1356.6851 -0.0207 -15 163 173 YRGFTIPEAFR 14 0 Mascot
1356.7058 1356.6851 -0.0207 -15 163 173 YRGFTIPEAFR Mascot
1437.7697 1437.7502 -0.0195 -14 7 19 GVTFNVTTVDTKR Mascot
1844.9752 1844.9418 -0.0334 -18 65 82 LAALNPESNTAGLDIFAK Mascot
2061.0684 2061.031 -0.0374 -18 135 152 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0918 -0.0317 -12 186 207 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.3369 -0.0537 -18 108 134 VLDNYLTSPLPEEVDETS 22 0 Mascot

AEDEGVSQR
2992.3906 2992.3369 -0.0537 -18 108 134 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
3120.4854 3120.4341 -0.0513 -16 108 135 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

8 Chain A, Crystal Structure Analysis Of R29mE81M gi|310943005 26882.7 5.07 10 146 100 35 0
DOUBLE MUTANT OF HUMAN CLIC1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5221 -0.0194 -19 196 204 GFTIPEAFR 10 0 Mascot
1037.5415 1037.5221 -0.0194 -19 196 204 GFTIPEAFR Mascot
1095.6343 1095.5961 -0.0382 -35 184 192 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.6953 -0.0339 -28 184 193 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot
1356.7058 1356.6851 -0.0207 -15 194 204 YRGFTIPEAFR 14 0 Mascot
1356.7058 1356.6851 -0.0207 -15 194 204 YRGFTIPEAFR Mascot
1437.7697 1437.7502 -0.0195 -14 38 50 GVTFNVTTVDTKR Mascot
1844.9752 1844.9418 -0.0334 -18 96 113 LAALNPESNTAGLDIFAK Mascot
2061.0684 2061.031 -0.0374 -18 166 183 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0918 -0.0317 -12 217 238 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.3369 -0.0537 -18 139 165 VLDNYLTSPLPEEVDETS 22 0 Mascot

AEDEGVSQR
2992.3906 2992.3369 -0.0537 -18 139 165 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
3120.4854 3120.4341 -0.0513 -16 139 166 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

9 chloride intracellular channel 1, isoform CRA_b [Homo gi|119623910 21043.3 6.87 8 111 100 35 0
sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5221 -0.0194 -19 144 152 GFTIPEAFR 10 0 Mascot
1037.5415 1037.5221 -0.0194 -19 144 152 GFTIPEAFR Mascot
1095.6343 1095.5961 -0.0382 -35 132 140 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.6953 -0.0339 -28 132 141 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot
1356.7058 1356.6851 -0.0207 -15 142 152 YRGFTIPEAFR 14 0 Mascot
1356.7058 1356.6851 -0.0207 -15 142 152 YRGFTIPEAFR Mascot
2061.0684 2061.031 -0.0374 -18 114 131 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0918 -0.0317 -12 165 186 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.3369 -0.0537 -18 87 113 VLDNYLTSPLPEEVDETS 22 0 Mascot

AEDEGVSQR
2992.3906 2992.3369 -0.0537 -18 87 113 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
3120.4854 3120.4341 -0.0513 -16 87 114 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

10 PREDICTED: chloride intracellular channel protein gi|296197723 26888.8 5.09 9 107 99.998 14 0
1-like [Callithrix jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5221 -0.0194 -19 196 204 GFTIPEAFR 10 0 Mascot
1037.5415 1037.5221 -0.0194 -19 196 204 GFTIPEAFR Mascot
1078.5098 1078.489 -0.0208 -19 21 29 IGNCPFSQR Carbamidomethyl (C)[4] Mascot
1095.6343 1095.5961 -0.0382 -35 184 192 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.6953 -0.0339 -28 184 193 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot
1356.7058 1356.6851 -0.0207 -15 194 204 YRGFTIPEAFR 14 0 Mascot
1356.7058 1356.6851 -0.0207 -15 194 204 YRGFTIPEAFR Mascot
1437.7697 1437.7502 -0.0195 -14 38 50 GVTFNVTTVDTKR Mascot
1844.9752 1844.9418 -0.0334 -18 96 113 LAALNPESNTAGLDIFAK Mascot
2061.0684 2061.031 -0.0374 -18 166 183 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0918 -0.0317 -12 217 238 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK

Gel Idx/Pos 10/A19 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 chloride intracellular channel protein 1 [Bos taurus] gi|62751970 26974.8 5.16 14 850 100 660 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1021.4883 1021.4472 -0.0411 -40 21 29 IGNCPFSQR Mascot
1037.5415 1037.5038 -0.0377 -36 196 204 GFSIPDVFR 74 99.974 Mascot
1037.5415 1037.5038 -0.0377 -36 196 204 GFSIPDVFR Mascot
1065.6166 1065.5616 -0.055 -52 30 37 LFMVLWLK Oxidation (M)[3] Mascot
1078.5098 1078.4714 -0.0384 -36 21 29 IGNCPFSQR Carbamidomethyl (C)[4] Mascot
1078.5098 1078.4714 -0.0384 -36 21 29 IGNCPFSQR 78 99.988 Carbamidomethyl (C)[4] Mascot
1095.6343 1095.5762 -0.0581 -53 184 192 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.681 -0.0482 -39 184 193 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot

1328.644 1328.5989 -0.0451 -34 120 131 NSNPALNDNLEK Mascot
1356.7058 1356.6621 -0.0437 -32 194 204 YRGFSIPDVFR Mascot



1356.7058 1356.6621 -0.0437 -32 194 204 YRGFSIPDVFR 58 99.035 Mascot
1437.7697 1437.7344 -0.0353 -25 38 50 GVTFNVTTVDTKR Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK 104 100 Mascot
1932.9735 1932.9086 -0.0649 -34 167 183 FLDGNELTLADCNLLPK Carbamidomethyl (C)[12] Mascot
2061.0684 2061 -0.0684 -33 166 183 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE 119 100 Carbamidomethyl (C)[7] Mascot

QVAK
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.2966 -0.094 -31 139 165 VLDNYLTSPLPDEVDETS Mascot

AEDEGISQR
2992.3906 2992.2966 -0.094 -31 139 165 VLDNYLTSPLPDEVDETS 226 100 Mascot

AEDEGISQR
3120.4856 3120.3865 -0.0991 -32 139 166 VLDNYLTSPLPDEVDETS Mascot

AEDEGISQRK

2 CLIC1 [Bos taurus] gi|67005529 15727 4.86 10 614 100 478 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5038 -0.0377 -36 95 103 GFSIPDVFR 74 99.974 Mascot
1037.5415 1037.5038 -0.0377 -36 95 103 GFSIPDVFR Mascot
1095.6343 1095.5762 -0.0581 -53 83 91 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.681 -0.0482 -39 83 92 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot

1328.644 1328.5989 -0.0451 -34 19 30 NSNPALNDNLEK Mascot
1356.7058 1356.6621 -0.0437 -32 93 103 YRGFSIPDVFR Mascot
1356.7058 1356.6621 -0.0437 -32 93 103 YRGFSIPDVFR 58 99.035 Mascot
1932.9735 1932.9086 -0.0649 -34 66 82 FLDGNELTLADCNLLPK Carbamidomethyl (C)[12] Mascot
2061.0684 2061 -0.0684 -33 65 82 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0415 -0.082 -32 116 137 EEFASTCPDDEEIELAYE 119 100 Carbamidomethyl (C)[7] Mascot

QVAK
2573.1235 2573.0415 -0.082 -32 116 137 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

2573.0415 Mascot
QVAK

2992.3906 2992.2966 -0.094 -31 38 64 VLDNYLTSPLPDEVDETS Mascot
AEDEGISQR

2992.3906 2992.2966 -0.094 -31 38 64 VLDNYLTSPLPDEVDETS 226 100 Mascot
AEDEGISQR

3120.4856 3120.3865 -0.0991 -32 38 65 VLDNYLTSPLPDEVDETS Mascot
AEDEGISQRK

3 chloride intracellular channel 1 variant [Homo sapiens] gi|62898319 26997.8 5.09 14 570 100 372 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1021.4883 1021.4472 -0.0411 -40 21 29 IGNCPFSQR Mascot
1037.5415 1037.5038 -0.0377 -36 196 204 GFTIPEAFR 8 0 Mascot
1037.5415 1037.5038 -0.0377 -36 196 204 GFTIPEAFR Mascot
1065.6166 1065.5616 -0.055 -52 30 37 LFMVLWLK Oxidation (M)[3] Mascot
1078.5098 1078.4714 -0.0384 -36 21 29 IGNCPFSQR Carbamidomethyl (C)[4] Mascot
1078.5098 1078.4714 -0.0384 -36 21 29 IGNCPFSQR 78 99.988 Carbamidomethyl (C)[4] Mascot
1095.6343 1095.5762 -0.0581 -53 184 192 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.681 -0.0482 -39 184 193 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot

1328.644 1328.5989 -0.0451 -34 120 131 NSNPALNDNLEK Mascot
1356.7058 1356.6621 -0.0437 -32 194 204 YRGFTIPEAFR Mascot
1356.7058 1356.6621 -0.0437 -32 194 204 YRGFTIPEAFR 22 0 Mascot
1437.7697 1437.7344 -0.0353 -25 38 50 GVTFNVTTVDTKR Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK 104 100 Mascot
1932.9735 1932.9086 -0.0649 -34 167 183 FLDGNELTLADCNLLPK Carbamidomethyl (C)[12] Mascot
2061.0684 2061 -0.0684 -33 166 183 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE 119 100 Carbamidomethyl (C)[7] Mascot

QVAK
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.2966 -0.094 -31 139 165 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
2992.3906 2992.2966 -0.094 -31 139 165 VLDNYLTSPLPEEVDETS 49 92.085 Mascot

AEDEGVSQR
3120.4854 3120.3865 -0.0989 -32 139 166 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

4 Chain A, Crystal Structure Analysis Of M32a Mutant Of gi|297787716 26257.5 5.27 13 552 100 372 100
Human Clic1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1021.4883 1021.4472 -0.0411 -40 16 24 IGNCPFSQR Mascot
1037.5415 1037.5038 -0.0377 -36 191 199 GFTIPEAFR 8 0 Mascot
1037.5415 1037.5038 -0.0377 -36 191 199 GFTIPEAFR Mascot
1078.5098 1078.4714 -0.0384 -36 16 24 IGNCPFSQR Carbamidomethyl (C)[4] Mascot
1078.5098 1078.4714 -0.0384 -36 16 24 IGNCPFSQR 78 99.988 Carbamidomethyl (C)[4] Mascot
1095.6343 1095.5762 -0.0581 -53 179 187 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.681 -0.0482 -39 179 188 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot

1328.644 1328.5989 -0.0451 -34 115 126 NSNPALNDNLEK Mascot
1356.7058 1356.6621 -0.0437 -32 189 199 YRGFTIPEAFR Mascot
1356.7058 1356.6621 -0.0437 -32 189 199 YRGFTIPEAFR 22 0 Mascot
1437.7697 1437.7344 -0.0353 -25 33 45 GVTFNVTTVDTKR Mascot
1844.9752 1844.9117 -0.0635 -34 91 108 LAALNPESNTAGLDIFAK Mascot
1844.9752 1844.9117 -0.0635 -34 91 108 LAALNPESNTAGLDIFAK 104 100 Mascot
1932.9735 1932.9086 -0.0649 -34 162 178 FLDGNELTLADCNLLPK Carbamidomethyl (C)[12] Mascot
2061.0684 2061 -0.0684 -33 161 178 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0415 -0.082 -32 212 233 EEFASTCPDDEEIELAYE 119 100 Carbamidomethyl (C)[7] Mascot

QVAK
2573.1235 2573.0415 -0.082 -32 212 233 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.2966 -0.094 -31 134 160 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
2992.3906 2992.2966 -0.094 -31 134 160 VLDNYLTSPLPEEVDETS 49 92.085 Mascot

AEDEGVSQR
3120.4854 3120.3865 -0.0989 -32 134 161 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

5 Chain A, Crystal Structure Analysis Of M32a Mutant Of gi|302566277 26845.7 5.09 13 551 100 372 100
Human Clic1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1021.4883 1021.4472 -0.0411 -40 21 29 IGNCPFSQR Mascot
1037.5415 1037.5038 -0.0377 -36 196 204 GFTIPEAFR 8 0 Mascot
1037.5415 1037.5038 -0.0377 -36 196 204 GFTIPEAFR Mascot
1078.5098 1078.4714 -0.0384 -36 21 29 IGNCPFSQR Carbamidomethyl (C)[4] Mascot
1078.5098 1078.4714 -0.0384 -36 21 29 IGNCPFSQR 78 99.988 Carbamidomethyl (C)[4] Mascot
1095.6343 1095.5762 -0.0581 -53 184 192 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.681 -0.0482 -39 184 193 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot

1328.644 1328.5989 -0.0451 -34 120 131 NSNPALNDNLEK Mascot
1356.7058 1356.6621 -0.0437 -32 194 204 YRGFTIPEAFR Mascot
1356.7058 1356.6621 -0.0437 -32 194 204 YRGFTIPEAFR 22 0 Mascot
1437.7697 1437.7344 -0.0353 -25 38 50 GVTFNVTTVDTKR Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK 104 100 Mascot
1932.9735 1932.9086 -0.0649 -34 167 183 FLDGNELTLADCNLLPK Carbamidomethyl (C)[12] Mascot
2061.0684 2061 -0.0684 -33 166 183 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE 119 100 Carbamidomethyl (C)[7] Mascot



QVAK
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.2966 -0.094 -31 139 165 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
2992.3906 2992.2966 -0.094 -31 139 165 VLDNYLTSPLPEEVDETS 49 92.085 Mascot

AEDEGVSQR
3120.4854 3120.3865 -0.0989 -32 139 166 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

6 Chain A, Crystal Structure Of A Soluble Form Of Clic1. gi|17943341 26834.7 5.09 12 479 100 323 100
An Intracellular Chloride Ion Channel
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1021.4883 1021.4472 -0.0411 -40 21 29 IGNCPFSQR Mascot
1037.5415 1037.5038 -0.0377 -36 196 204 GFTIPEAFR 8 0 Mascot
1037.5415 1037.5038 -0.0377 -36 196 204 GFTIPEAFR Mascot
1065.6166 1065.5616 -0.055 -52 30 37 LFMVLWLK Oxidation (M)[3] Mascot
1078.5098 1078.4714 -0.0384 -36 21 29 IGNCPFSQR Carbamidomethyl (C)[4] Mascot
1078.5098 1078.4714 -0.0384 -36 21 29 IGNCPFSQR 78 99.988 Carbamidomethyl (C)[4] Mascot
1095.6343 1095.5762 -0.0581 -53 184 192 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.681 -0.0482 -39 184 193 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot

1328.644 1328.5989 -0.0451 -34 120 131 NSNPALNDNLEK Mascot
1356.7058 1356.6621 -0.0437 -32 194 204 YRGFTIPEAFR Mascot
1356.7058 1356.6621 -0.0437 -32 194 204 YRGFTIPEAFR 22 0 Mascot
1437.7697 1437.7344 -0.0353 -25 38 50 GVTFNVTTVDTKR Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK 104 100 Mascot
1932.9735 1932.9086 -0.0649 -34 167 183 FLDGNELTLADCNLLPK Carbamidomethyl (C)[12] Mascot
2061.0684 2061 -0.0684 -33 166 183 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE 119 100 Carbamidomethyl (C)[7] Mascot

QVAK
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK

7 PREDICTED: LOW QUALITY PROTEIN: chloride gi|297677724 26986.8 5.09 13 467 100 294 100
intracellular channel protein 1-like [Pongo abelii]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5038 -0.0377 -36 196 204 GFTIPEAFR 8 0 Mascot
1037.5415 1037.5038 -0.0377 -36 196 204 GFTIPEAFR Mascot
1065.6166 1065.5616 -0.055 -52 30 37 LFMVLWLK Oxidation (M)[3] Mascot
1095.6343 1095.5762 -0.0581 -53 184 192 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.681 -0.0482 -39 184 193 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot

1328.644 1328.5989 -0.0451 -34 120 131 NSNPALNDNLEK Mascot
1356.7058 1356.6621 -0.0437 -32 194 204 YRGFTIPEAFR Mascot
1356.7058 1356.6621 -0.0437 -32 194 204 YRGFTIPEAFR 22 0 Mascot
1437.7697 1437.7344 -0.0353 -25 38 50 GVTFNVTTVDTKR Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK 104 100 Mascot
1932.9735 1932.9086 -0.0649 -34 167 183 FLDGNELTLADCNLLPK Carbamidomethyl (C)[12] Mascot
2061.0684 2061 -0.0684 -33 166 183 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE 119 100 Carbamidomethyl (C)[7] Mascot

QVAK
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.2966 -0.094 -31 139 165 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
2992.3906 2992.2966 -0.094 -31 139 165 VLDNYLTSPLPEEVDETS 49 92.085 Mascot

AEDEGVSQR
3120.4854 3120.3865 -0.0989 -32 139 166 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

8 p64 CLCP [Homo sapiens] gi|895845 23528.1 5.12 12 457 100 294 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5038 -0.0377 -36 165 173 GFTIPEAFR 8 0 Mascot
1037.5415 1037.5038 -0.0377 -36 165 173 GFTIPEAFR Mascot
1095.6343 1095.5762 -0.0581 -53 153 161 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.681 -0.0482 -39 153 162 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot

1328.644 1328.5989 -0.0451 -34 89 100 NSNPALNDNLEK Mascot
1356.7058 1356.6621 -0.0437 -32 163 173 YRGFTIPEAFR Mascot
1356.7058 1356.6621 -0.0437 -32 163 173 YRGFTIPEAFR 22 0 Mascot
1437.7697 1437.7344 -0.0353 -25 7 19 GVTFNVTTVDTKR Mascot
1844.9752 1844.9117 -0.0635 -34 65 82 LAALNPESNTAGLDIFAK Mascot
1844.9752 1844.9117 -0.0635 -34 65 82 LAALNPESNTAGLDIFAK 104 100 Mascot
1932.9735 1932.9086 -0.0649 -34 136 152 FLDGNELTLADCNLLPK Carbamidomethyl (C)[12] Mascot
2061.0684 2061 -0.0684 -33 135 152 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0415 -0.082 -32 186 207 EEFASTCPDDEEIELAYE 119 100 Carbamidomethyl (C)[7] Mascot

QVAK
2573.1235 2573.0415 -0.082 -32 186 207 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.2966 -0.094 -31 108 134 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
2992.3906 2992.2966 -0.094 -31 108 134 VLDNYLTSPLPEEVDETS 49 92.085 Mascot

AEDEGVSQR
3120.4854 3120.3865 -0.0989 -32 108 135 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

9 Chain A, Crystal Structure Analysis Of R29mE81M gi|310943005 26882.7 5.07 12 450 100 294 100
DOUBLE MUTANT OF HUMAN CLIC1
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1037.5415 1037.5038 -0.0377 -36 196 204 GFTIPEAFR 8 0 Mascot
1037.5415 1037.5038 -0.0377 -36 196 204 GFTIPEAFR Mascot
1095.6343 1095.5762 -0.0581 -53 184 192 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.681 -0.0482 -39 184 193 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot

1328.644 1328.5989 -0.0451 -34 120 131 NSNPALNDNLEK Mascot
1356.7058 1356.6621 -0.0437 -32 194 204 YRGFTIPEAFR Mascot
1356.7058 1356.6621 -0.0437 -32 194 204 YRGFTIPEAFR 22 0 Mascot
1437.7697 1437.7344 -0.0353 -25 38 50 GVTFNVTTVDTKR Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK Mascot
1844.9752 1844.9117 -0.0635 -34 96 113 LAALNPESNTAGLDIFAK 104 100 Mascot
1932.9735 1932.9086 -0.0649 -34 167 183 FLDGNELTLADCNLLPK Carbamidomethyl (C)[12] Mascot
2061.0684 2061 -0.0684 -33 166 183 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE 119 100 Carbamidomethyl (C)[7] Mascot

QVAK
2573.1235 2573.0415 -0.082 -32 217 238 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK
2992.3906 2992.2966 -0.094 -31 139 165 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQR
2992.3906 2992.2966 -0.094 -31 139 165 VLDNYLTSPLPEEVDETS 49 92.085 Mascot

AEDEGVSQR
3120.4854 3120.3865 -0.0989 -32 139 166 VLDNYLTSPLPEEVDETS Mascot

AEDEGVSQRK

10 hypothetical protein PANDA_020401 [Ailuropoda gi|281342576 25602.2 5.39 10 414 100 301 100
melanoleuca]
Peptide Information

Start End Ion
Calc. Mass Obsrv. Mass ± da ± ppm Sequence C. I. % Modification Rank Result Type



Seq. Seq. Score
1021.4883 1021.4472 -0.0411 -40 9 17 IGNCPFSQR Mascot
1065.6166 1065.5616 -0.055 -52 18 25 LFMVLWLK Oxidation (M)[3] Mascot
1078.5098 1078.4714 -0.0384 -36 9 17 IGNCPFSQR Carbamidomethyl (C)[4] Mascot
1078.5098 1078.4714 -0.0384 -36 9 17 IGNCPFSQR 78 99.991 Carbamidomethyl (C)[4] Mascot
1095.6343 1095.5762 -0.0581 -53 172 180 LHIVQVVCK Carbamidomethyl (C)[8] Mascot
1223.7292 1223.681 -0.0482 -39 172 181 LHIVQVVCKK Carbamidomethyl (C)[8] Mascot

1328.644 1328.5989 -0.0451 -34 108 119 NSNPALNDNLEK Mascot
1437.7697 1437.7344 -0.0353 -25 26 38 GVTFNVTTVDTKR Mascot
1844.9752 1844.9117 -0.0635 -34 84 101 LAALNPESNTAGLDIFAK Mascot
1844.9752 1844.9117 -0.0635 -34 84 101 LAALNPESNTAGLDIFAK 104 100 Mascot
1932.9735 1932.9086 -0.0649 -34 155 171 FLDGNELTLADCNLLPK Carbamidomethyl (C)[12] Mascot
2061.0684 2061 -0.0684 -33 154 171 KFLDGNELTLADCNLLPK Carbamidomethyl (C)[13] Mascot
2573.1235 2573.0415 -0.082 -32 205 226 EEFASTCPDDEEIELAYE 119 100 Carbamidomethyl (C)[7] Mascot

QVAK
2573.1235 2573.0415 -0.082 -32 205 226 EEFASTCPDDEEIELAYE Carbamidomethyl (C)[7] Mascot

QVAK

Gel Idx/Pos 24/A20 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 PREDICTED: similar to Chloride intracellular channel gi|73950600 28695.7 5.32 8 193 100 128 100
protein 4 (mc3s5/mtCLIC) [Canis familiaris]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK 21 0 Mascot
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER 62 99.656 Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR 44 80.594 Mascot
1533.7002 1533.6851 -0.0151 -10 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1550.7784 1550.7845 0.0061 4 207 219 NFDIPKGMTGIWR Oxidation (M)[8] Mascot
1681.7234 1681.7133 -0.0101 -6 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot
2648.3831 2648.3635 -0.0196 -7 62 85 KPADLQNLAPGTHPPFIT Mascot

FNNEVK
2804.4841 2804.4597 -0.0244 -9 61 85 RKPADLQNLAPGTHPPFI Mascot

TFNNEVK

2 PREDICTED: chloride intracellular channel protein gi|301754982 28694.7 5.6 8 192 100 128 100
4-like [Ailuropoda melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK 21 0 Mascot
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER 62 99.656 Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR 44 80.594 Mascot
1533.7002 1533.6851 -0.0151 -10 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1550.7784 1550.7845 0.0061 4 207 219 NFDIPKGMTGIWR Oxidation (M)[8] Mascot
1681.7234 1681.7133 -0.0101 -6 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot
2648.3831 2648.3635 -0.0196 -7 62 85 KPADLQNLAPGTHPPFIT Mascot

FNNEVK
2804.4841 2804.4597 -0.0244 -9 61 85 RKPADLQNLAPGTHPPFI Mascot

TFNNEVK

3 hypothetical protein LOC613997 [Bos taurus] gi|115495059 24870.4 5.41 5 187 100 154 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1318.6652 1318.6511 -0.0141 -11 20 31 LPGAWDPAAHQR 72 99.963 Mascot
1318.6652 1318.6511 -0.0141 -11 20 31 LPGAWDPAAHQR Mascot
1334.6335 1334.6251 -0.0084 -6 78 89 GNEIEPNFSATR Mascot
1376.7168 1376.7041 -0.0127 -9 162 174 TRGDGPFLDSLAK Mascot
1571.8275 1571.8152 -0.0123 -8 32 46 GDGVLLEGELLDVSR Mascot
1571.8275 1571.8152 -0.0123 -8 32 46 GDGVLLEGELLDVSR 83 99.997 Mascot
2411.9341 2411.9194 -0.0147 -6 204 226 SSEGAASETREQGDGAA Mascot

DEEWDD

4 hypothetical protein PANDA_001119 [Ailuropoda gi|281351571 26111.3 6.03 7 184 100 128 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5363 -0.0161 -15 182 189 YRNFDIPK 21 0 Mascot
1052.5524 1052.5363 -0.0161 -15 182 189 YRNFDIPK Mascot
1385.6768 1385.6611 -0.0157 -11 108 119 NSRPEANEALER 62 99.656 Mascot
1385.6768 1385.6611 -0.0157 -11 108 119 NSRPEANEALER Mascot
1420.8158 1420.8053 -0.0105 -7 26 38 GVVFSVTTVDLKR Mascot
1420.8158 1420.8053 -0.0105 -7 26 38 GVVFSVTTVDLKR 44 80.594 Mascot
1533.7002 1533.6851 -0.0151 -10 88 101 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1550.7784 1550.7845 0.0061 4 184 196 NFDIPKGMTGIWR Oxidation (M)[8] Mascot
2648.3831 2648.3635 -0.0196 -7 39 62 KPADLQNLAPGTHPPFIT Mascot

FNNEVK
2804.4841 2804.4597 -0.0244 -9 38 62 RKPADLQNLAPGTHPPFI Mascot

TFNNEVK

5 unnamed protein product [Homo sapiens] gi|194376454 27800.3 6.02 7 180 100 128 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5363 -0.0161 -15 197 204 YRNFDIPK 21 0 Mascot
1052.5524 1052.5363 -0.0161 -15 197 204 YRNFDIPK Mascot
1385.6768 1385.6611 -0.0157 -11 123 134 NSRPEANEALER 62 99.656 Mascot
1385.6768 1385.6611 -0.0157 -11 123 134 NSRPEANEALER Mascot
1420.8158 1420.8053 -0.0105 -7 41 53 GVVFSVTTVDLKR Mascot
1420.8158 1420.8053 -0.0105 -7 41 53 GVVFSVTTVDLKR 44 80.594 Mascot
1533.7002 1533.6851 -0.0151 -10 103 116 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1606.8046 1606.8312 0.0266 17 199 211 NFDIPKEMTGIWR Mascot
1681.7234 1681.7133 -0.0101 -6 17 32 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot
1790.9907 1790.8787 -0.112 -63 1 16 MALSMPLNGLKELFVK Mascot
1790.9907 1790.8787 -0.112 -63 1 16 MALSMPLNGLKELFVK Mascot

6 PREDICTED: similar to Chain A, Crystal Structure Of gi|114554763 28926.9 6.84 7 177 100 128 100
Soluble Form Of Clic4 [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK 21 0 Mascot
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK Mascot
1165.6285 1165.7231 0.0946 81 2 10 CNELLIYLK Carbamidomethyl (C)[1] Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER 62 99.656 Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR 44 80.594 Mascot
1533.7002 1533.6851 -0.0151 -10 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1606.8046 1606.8312 0.0266 17 207 219 NFDIPKEMTGIWR Mascot
1681.7234 1681.7133 -0.0101 -6 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot

7 PREDICTED: similar to Chloride intracellular channel 4 gi|194207886 28518.4 6.03 7 176 100 128 100
[Equus caballus]
Peptide Information



Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Seq. Seq. Score

1052.5524 1052.5363 -0.0161 -15 203 210 YRNFDIPK 21 0 Mascot
1052.5524 1052.5363 -0.0161 -15 203 210 YRNFDIPK Mascot
1385.6768 1385.6611 -0.0157 -11 129 140 NSRPEANEALER 62 99.656 Mascot
1385.6768 1385.6611 -0.0157 -11 129 140 NSRPEANEALER Mascot
1420.8158 1420.8053 -0.0105 -7 47 59 GVVFSVTTVDLKR Mascot
1420.8158 1420.8053 -0.0105 -7 47 59 GVVFSVTTVDLKR 44 80.594 Mascot
1533.7002 1533.6851 -0.0151 -10 109 122 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1550.7784 1550.7845 0.0061 4 205 217 NFDIPKGMTGIWR Oxidation (M)[8] Mascot
2648.3831 2648.3635 -0.0196 -7 60 83 KPADLQNLAPGTHPPFIT Mascot

FNNEVK
2804.4841 2804.4597 -0.0244 -9 59 83 RKPADLQNLAPGTHPPFI Mascot

TFNNEVK

8 Chain A, Crystal Structure Of A Soluble Form Of Clic4. gi|75766221 30293.5 5.74 7 174 100 128 100
Intercellular Chloride Ion Channel
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK 21 0 Mascot
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK Mascot
1151.5228 1151.588 0.0652 57 258 267 GEFQHTGGRY Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER 62 99.656 Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR 44 80.594 Mascot
1533.7002 1533.6851 -0.0151 -10 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1606.8046 1606.8312 0.0266 17 207 219 NFDIPKEMTGIWR Mascot
1681.7234 1681.7133 -0.0101 -6 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot

9 chloride intracellular channel 4, isoform CRA_b [Rattus gi|149024253 28650.7 5.44 6 168 100 128 100
norvegicus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK 21 0 Mascot
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER 62 99.656 Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR 44 80.594 Mascot
1533.7002 1533.6851 -0.0151 -10 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1550.7784 1550.7845 0.0061 4 207 219 NFDIPKGMTGIWR Oxidation (M)[8] Mascot
1681.7234 1681.7133 -0.0101 -6 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot

10 chloride intracellular channel protein 4 [Homo sapiens] gi|7330335 28753.7 5.45 6 168 100 128 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK 21 0 Mascot
1052.5524 1052.5363 -0.0161 -15 205 212 YRNFDIPK Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER 62 99.656 Mascot
1385.6768 1385.6611 -0.0157 -11 131 142 NSRPEANEALER Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR Mascot
1420.8158 1420.8053 -0.0105 -7 49 61 GVVFSVTTVDLKR 44 80.594 Mascot
1533.7002 1533.6851 -0.0151 -10 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1606.8046 1606.8312 0.0266 17 207 219 NFDIPKEMTGIWR Mascot
1681.7234 1681.7133 -0.0101 -6 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot

Gel Idx/Pos 11/A21 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 PREDICTED: similar to Chloride intracellular channel gi|73950600 28695.7 5.32 8 320 100 233 100
protein 4 (mc3s5/mtCLIC) [Canis familiaris]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK Mascot
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK 24 0 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER 69 99.911 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER Mascot
1420.8158 1420.7814 -0.0344 -24 49 61 GVVFSVTTVDLKR Mascot
1517.7053 1517.6588 -0.0465 -31 111 124 HPESNTAGMDIFAK Mascot
1533.7002 1533.6422 -0.058 -38 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1550.7784 1550.7323 -0.0461 -30 207 219 NFDIPKGMTGIWR Oxidation (M)[8] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR 82 99.996 Carbamidomethyl (C)[11] Mascot
2648.3831 2648.3059 -0.0772 -29 62 85 KPADLQNLAPGTHPPFIT Mascot

FNNEVK
2648.3831 2648.3059 -0.0772 -29 62 85 KPADLQNLAPGTHPPFIT 58 98.883 Mascot

FNNEVK
2804.4841 2804.4001 -0.084 -30 61 85 RKPADLQNLAPGTHPPFI Mascot

TFNNEVK

2 chloride intracellular channel protein 4 [Bos taurus] gi|122692293 28708.7 5.6 8 319 100 233 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK Mascot
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK 24 0 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER 69 99.911 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER Mascot
1420.8158 1420.7814 -0.0344 -24 49 61 GVVFSVTTVDLKR Mascot
1517.7053 1517.6588 -0.0465 -31 111 124 HPESNTAGMDIFAK Mascot
1533.7002 1533.6422 -0.058 -38 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1550.7784 1550.7323 -0.0461 -30 207 219 NFDIPKGMTGIWR Oxidation (M)[8] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR 82 99.996 Carbamidomethyl (C)[11] Mascot
2648.3831 2648.3059 -0.0772 -29 62 85 KPADLQNLAPGTHPPFIT Mascot

FNNEVK
2648.3831 2648.3059 -0.0772 -29 62 85 KPADLQNLAPGTHPPFIT 58 98.883 Mascot

FNNEVK
2804.4841 2804.4001 -0.084 -30 61 85 RKPADLQNLAPGTHPPFI Mascot

TFNNEVK

3 unnamed protein product [Mus musculus] gi|26327115 28758.8 5.6 6 230 100 175 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Calc. Mass Obsrv. Mass ± da ± ppm Seq. Seq. Sequence Score C. I. % Modification Rank Result Type

1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK Mascot
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK 24 0 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER 69 99.911 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER Mascot
1420.8158 1420.7814 -0.0344 -24 49 61 GVVFSVTTVDLKR Mascot
1517.7053 1517.6588 -0.0465 -31 111 124 HPESNTAGMDIFAK Mascot
1533.7002 1533.6422 -0.058 -38 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1550.7784 1550.7323 -0.0461 -30 207 219 NFDIPKGMTGIWR Oxidation (M)[8] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR 82 99.996 Carbamidomethyl (C)[11] Mascot

4 hypothetical protein PANDA_001119 [Ailuropoda gi|281351571 26111.3 6.03 7 224 100 151 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type



Seq. Seq. Score
1052.5524 1052.5171 -0.0353 -34 182 189 YRNFDIPK Mascot
1052.5524 1052.5171 -0.0353 -34 182 189 YRNFDIPK 24 0 Mascot
1385.6768 1385.6356 -0.0412 -30 108 119 NSRPEANEALER 69 99.911 Mascot
1385.6768 1385.6356 -0.0412 -30 108 119 NSRPEANEALER Mascot
1420.8158 1420.7814 -0.0344 -24 26 38 GVVFSVTTVDLKR Mascot
1517.7053 1517.6588 -0.0465 -31 88 101 HPESNTAGMDIFAK Mascot
1533.7002 1533.6422 -0.058 -38 88 101 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1550.7784 1550.7323 -0.0461 -30 184 196 NFDIPKGMTGIWR Oxidation (M)[8] Mascot
2648.3831 2648.3059 -0.0772 -29 39 62 KPADLQNLAPGTHPPFIT Mascot

FNNEVK
2648.3831 2648.3059 -0.0772 -29 39 62 KPADLQNLAPGTHPPFIT 58 98.883 Mascot

FNNEVK
2804.4841 2804.4001 -0.084 -30 38 62 RKPADLQNLAPGTHPPFI Mascot

TFNNEVK

5 PREDICTED: chloride intracellular channel protein 4 gi|108999269 28739.7 5.44 5 218 100 175 100
isoform 3 [Macaca mulatta]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK Mascot
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK 24 0 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER 69 99.911 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER Mascot
1420.8158 1420.7814 -0.0344 -24 49 61 GVVFSVTTVDLKR Mascot
1517.7053 1517.6588 -0.0465 -31 111 124 HPESNTAGMDIFAK Mascot
1533.7002 1533.6422 -0.058 -38 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR 82 99.996 Carbamidomethyl (C)[11] Mascot

6 Chain A, Crystal Structure Of Soluble Form Of Clic4 gi|109157428 29818.2 5.89 5 216 100 175 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK Mascot
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK 24 0 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER 69 99.911 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER Mascot
1420.8158 1420.7814 -0.0344 -24 49 61 GVVFSVTTVDLKR Mascot
1517.7053 1517.6588 -0.0465 -31 111 124 HPESNTAGMDIFAK Mascot
1533.7002 1533.6422 -0.058 -38 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR 82 99.996 Carbamidomethyl (C)[11] Mascot

7 mitochondrial chloride intracellular channel 4 [Rattus gi|125664309 28618.6 5.44 5 216 100 175 100
norvegicus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK Mascot
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK 24 0 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER 69 99.911 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER Mascot
1517.7053 1517.6588 -0.0465 -31 111 124 HPESNTAGMDIFAK Mascot
1533.7002 1533.6422 -0.058 -38 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1550.7784 1550.7323 -0.0461 -30 207 219 NFDIPKGMTGIWR Oxidation (M)[8] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR 82 99.996 Carbamidomethyl (C)[11] Mascot

8 PREDICTED: similar to Chloride intracellular channel 4 gi|194207886 28518.4 6.03 7 215 100 151 100
[Equus caballus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5171 -0.0353 -34 203 210 YRNFDIPK Mascot
1052.5524 1052.5171 -0.0353 -34 203 210 YRNFDIPK 24 0 Mascot
1385.6768 1385.6356 -0.0412 -30 129 140 NSRPEANEALER 69 99.911 Mascot
1385.6768 1385.6356 -0.0412 -30 129 140 NSRPEANEALER Mascot
1420.8158 1420.7814 -0.0344 -24 47 59 GVVFSVTTVDLKR Mascot
1517.7053 1517.6588 -0.0465 -31 109 122 HPESNTAGMDIFAK Mascot
1533.7002 1533.6422 -0.058 -38 109 122 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1550.7784 1550.7323 -0.0461 -30 205 217 NFDIPKGMTGIWR Oxidation (M)[8] Mascot
2648.3831 2648.3059 -0.0772 -29 60 83 KPADLQNLAPGTHPPFIT Mascot

FNNEVK
2648.3831 2648.3059 -0.0772 -29 60 83 KPADLQNLAPGTHPPFIT 58 98.883 Mascot

FNNEVK
2804.4841 2804.4001 -0.084 -30 59 83 RKPADLQNLAPGTHPPFI Mascot

TFNNEVK

9 chloride intracellular channel protein 4 [Pongo abelii] gi|197098518 28740.7 5.33 4 206 100 175 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK Mascot
1052.5524 1052.5171 -0.0353 -34 205 212 YRNFDIPK 24 0 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER 69 99.911 Mascot
1385.6768 1385.6356 -0.0412 -30 131 142 NSRPEANEALER Mascot
1517.7053 1517.6588 -0.0465 -31 111 124 HPESNTAGMDIFAK Mascot
1533.7002 1533.6422 -0.058 -38 111 124 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot
1681.7234 1681.6776 -0.0458 -27 25 40 AGSDGESIGNCPFSQR 82 99.996 Carbamidomethyl (C)[11] Mascot

10 PREDICTED: similar to Chain A, Crystal Structure Of gi|126328615 27748.3 6.34 5 195 100 151 100
Soluble Form Of Clic4 [Monodelphis domestica]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1385.6768 1385.6356 -0.0412 -30 122 133 NSRPEANEALER 69 99.911 Mascot
1385.6768 1385.6356 -0.0412 -30 122 133 NSRPEANEALER Mascot
1420.8158 1420.7814 -0.0344 -24 40 52 GVVFSVTTVDLKR Mascot
1517.7053 1517.6588 -0.0465 -31 102 115 HPESNTAGMDIFAK Mascot

1517.6588 Mascot
1533.7002 1533.6422 -0.058 -38 102 115 HPESNTAGMDIFAK Oxidation (M)[9] Mascot
1681.7234 1681.6776 -0.0458 -27 16 31 AGSDGESIGNCPFSQR Carbamidomethyl (C)[11] Mascot
1681.7234 1681.6776 -0.0458 -27 16 31 AGSDGESIGNCPFSQR 82 99.996 Carbamidomethyl (C)[11] Mascot
2211.0903 2211.0369 -0.0534 -24 102 121 HPESNTAGMDIFAKFSAF Mascot

IK

Gel Idx/Pos 25/A22 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 glutamate--cysteine ligase regulatory subunit [Bos gi|84000253 30513.7 5.91 7 375 100 316 100
taurus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1354.6962 1354.6962 0 0 95 107 LFIVGSNSSSSTR 95 100 Mascot
1354.6962 1354.6962 0 0 95 107 LFIVGSNSSSSTR Mascot
1419.7896 1419.7936 0.004 3 239 249 AHEWVPLWLLR Mascot
1419.7896 1419.7936 0.004 3 239 249 AHEWVPLWLLR 75 99.979 Mascot
1568.8068 1568.7963 -0.0105 -7 206 218 QFDIQLLTHNDPK Mascot
1758.9021 1758.9036 0.0015 1 50 64 TLNEWSSQISPDLIR Mascot
1780.9453 1780.9487 0.0034 2 15 30 ASTLHLQTGNLLNWGR Mascot
1780.9453 1780.9487 0.0034 2 15 30 ASTLHLQTGNLLNWGR 129 100 Mascot



1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK 19 0 Carbamidomethyl (C)[1,12] Mascot
1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK Carbamidomethyl (C)[1,12] Mascot
2275.1453 2275.1421 -0.0032 -1 219 238 ELLSEASFQEALQESIPDI Mascot

R

2 glutamate--cysteine ligase regulatory subunit [Mus gi|6680019 30515.6 5.35 4 269 100 243 100
musculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1354.6962 1354.6962 0 0 95 107 LFIVGSNSSSSTR 95 100 Mascot
1354.6962 1354.6962 0 0 95 107 LFIVGSNSSSSTR Mascot
1568.8068 1568.7963 -0.0105 -7 206 218 QFDIQLLTHNDPK Mascot
1780.9453 1780.9487 0.0034 2 15 30 ASTLHLQTGNLLNWGR Mascot
1780.9453 1780.9487 0.0034 2 15 30 ASTLHLQTGNLLNWGR 129 100 Mascot
1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK 19 0 Carbamidomethyl (C)[1,12] Mascot
1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK Carbamidomethyl (C)[1,12] Mascot

3 PREDICTED: glutamate--cysteine ligase regulatory gi|194035719 30470.7 5.84 4 247 100 221 100
subunit [Sus scrofa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1419.7896 1419.7936 0.004 3 239 249 AHEWVPLWLLR Mascot
1419.7896 1419.7936 0.004 3 239 249 AHEWVPLWLLR 75 99.979 Mascot
1568.8068 1568.7963 -0.0105 -7 206 218 QFDIQLLTHNDPK Mascot
1780.9453 1780.9487 0.0034 2 15 30 ASTLHLQTGNLLNWGR Mascot
1780.9453 1780.9487 0.0034 2 15 30 ASTLHLQTGNLLNWGR 129 100 Mascot
1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK 19 0 Carbamidomethyl (C)[1,12] Mascot
1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK Carbamidomethyl (C)[1,12] Mascot

4 PREDICTED: glutamate cysteine ligase, modifier gi|291398479 30627.8 6.11 4 138 100 112 100
subunit-like [Oryctolagus cuniculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1354.6962 1354.6962 0 0 95 107 LFIVGSNSSSSTR 95 100 Mascot
1354.6962 1354.6962 0 0 95 107 LFIVGSNSSSSTR Mascot
1568.8068 1568.7963 -0.0105 -7 206 218 QFDIQLLTHNDPK Mascot
1758.9021 1758.9036 0.0015 1 50 64 TLNEWSSQISPELVR Mascot
1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK 19 0 Carbamidomethyl (C)[1,12] Mascot
1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK Carbamidomethyl (C)[1,12] Mascot

5 hypothetical protein PANDA_006349 [Ailuropoda gi|281345802 23404 4.95 3 133 100 113 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1354.6962 1354.6962 0 0 31 43 LFIVGSNSSSSTR 95 100 Mascot
1354.6962 1354.6962 0 0 31 43 LFIVGSNSSSSTR Mascot
1568.8068 1568.7963 -0.0105 -7 142 154 QFDIQLLTHNDPK Mascot
1859.8844 1859.85 -0.0344 -18 1 16 EFPDVLECTVSHAVEK 18 0 Carbamidomethyl (C)[8] Mascot
1859.8844 1859.85 -0.0344 -18 1 16 EFPDVLECTVSHAVEK Carbamidomethyl (C)[8] Mascot

6 PREDICTED: glutamate--cysteine ligase regulatory gi|297664402 30656.8 5.91 3 131 100 114 100
subunit-like [Pongo abelii]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1354.6962 1354.6962 0 0 95 107 LFIVGSNSSSSTR 95 100 Mascot
1354.6962 1354.6962 0 0 95 107 LFIVGSNSSSSTR Mascot
1568.8068 1568.7963 -0.0105 -7 206 218 QFDIQLLTHNDPK Mascot
1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK 19 0 Carbamidomethyl (C)[1,12] Mascot
1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK Carbamidomethyl (C)[1,12] Mascot

7 PREDICTED: similar to Glutamate--cysteine ligase gi|73960027 30497.6 5.13 3 130 100 113 100
regulatory subunit (Gamma-glutamylcysteine synthet
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1354.6962 1354.6962 0 0 93 105 LFIVGSNSSSSTR 95 100 Mascot
1354.6962 1354.6962 0 0 93 105 LFIVGSNSSSSTR Mascot
1568.8068 1568.7963 -0.0105 -7 204 216 QFDIQLLTHNDPK Mascot
1859.8844 1859.85 -0.0344 -18 63 78 EFPDVLECTVSHAVEK 18 0 Carbamidomethyl (C)[8] Mascot
1859.8844 1859.85 -0.0344 -18 63 78 EFPDVLECTVSHAVEK Carbamidomethyl (C)[8] Mascot

8 unnamed protein product [Macaca fascicularis] gi|90084521 30654.8 5.91 3 129 100 112 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1354.6962 1354.6962 0 0 95 107 LFIVGSNSSSSTR 95 100 Mascot
1354.6962 1354.6962 0 0 95 107 LFIVGSNSSSSTR Mascot
1568.8068 1568.7963 -0.0105 -7 206 218 QFDIQLLTHNDPK Mascot
1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK 19 0 Carbamidomethyl (C)[1,12] Mascot
1859.8374 1859.85 0.0126 7 35 49 CPSTHSEELRDCIQK Carbamidomethyl (C)[1,12] Mascot

9 PREDICTED: glutamate--cysteine ligase regulatory gi|301765118 36194.7 5.36 3 129 100 113 100
subunit-like [Ailuropoda melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1354.6962 1354.6962 0 0 147 159 LFIVGSNSSSSTR 95 100 Mascot

1354.6962 Mascot
1354.6962 1354.6962 0 0 147 159 LFIVGSNSSSSTR Mascot
1568.8068 1568.7963 -0.0105 -7 258 270 QFDIQLLTHNDPK Mascot
1859.8844 1859.85 -0.0344 -18 117 132 EFPDVLECTVSHAVEK 18 0 Carbamidomethyl (C)[8] Mascot
1859.8844 1859.85 -0.0344 -18 117 132 EFPDVLECTVSHAVEK Carbamidomethyl (C)[8] Mascot

10 PREDICTED: similar to deoxynucleotidyltransferase, gi|194211100 86469.2 5.19 4 125 100 113 100
terminal, interacting protein 2 [Equus caballus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
912.4897 912.4852 -0.0045 -5 320 327 HSTPQSKK Mascot

1354.6962 1354.6962 0 0 59 71 LFIVGSNSSSSTR 95 100 Mascot
1354.6962 1354.6962 0 0 59 71 LFIVGSNSSSSTR Mascot
1568.8068 1568.7963 -0.0105 -7 170 182 QFDIQLLTHNDPK Mascot
1859.8844 1859.85 -0.0344 -18 29 44 EFPDVLECTVSHAVEK 18 0 Carbamidomethyl (C)[8] Mascot
1859.8844 1859.85 -0.0344 -18 29 44 EFPDVLECTVSHAVEK Carbamidomethyl (C)[8] Mascot

Gel Idx/Pos 27/B1 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 myosin regulatory light chain 2 (clone YU63), brain - rat gi|1363305 12463.8 4.21 7 413 100 323 100
(fragment)
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1051.5089 1051.5688 0.0599 57 62 70 ELLTTMGDR Oxidation (M)[6] Mascot
1228.6168 1228.4633 -0.1535 -125 31 41 LNGTDPEDVIR Mascot
1260.6007 1260.4459 -0.1548 -123 89 98 GNFNYIEFTR 89 100 Mascot
1260.6007 1260.4459 -0.1548 -123 89 98 GNFNYIEFTR Mascot
1388.6957 1388.533 -0.1627 -117 88 98 KGNFNYIEFTR 46 83.825 Mascot
1388.6957 1388.533 -0.1627 -117 88 98 KGNFNYIEFTR Mascot
1415.6324 1415.464 -0.1684 -119 71 81 FTDEEVDELYR Mascot
2350.0293 2349.7424 -0.2869 -122 42 61 NAFACFDEEATGTIQEDY Carbamidomethyl (C)[5] Mascot



LR
2350.0293 2349.7424 -0.2869 -122 42 61 NAFACFDEEATGTIQEDY 188 100 Carbamidomethyl (C)[5] Mascot

LR
2432.1287 2431.8342 -0.2945 -121 62 81 ELLTTMGDRFTDEEVDEL Mascot

YR
2448.1235 2447.825 -0.2985 -122 62 81 ELLTTMGDRFTDEEVDEL Oxidation (M)[6] Mascot

YR

2 PREDICTED: similar to myosin:SUBUNIT=regulatory gi|114672411 17091 4.26 7 410 100 323 100
light chain isoform 2 [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1051.5089 1051.5688 0.0599 57 101 109 ELLTTMGDR Oxidation (M)[6] Mascot
1228.6168 1228.4633 -0.1535 -125 70 80 LNGTDPEDVIR Mascot
1260.6007 1260.4459 -0.1548 -123 128 137 GNFNYIEFTR 89 100 Mascot
1260.6007 1260.4459 -0.1548 -123 128 137 GNFNYIEFTR Mascot
1388.6957 1388.533 -0.1627 -117 127 137 KGNFNYIEFTR 46 83.825 Mascot
1388.6957 1388.533 -0.1627 -117 127 137 KGNFNYIEFTR Mascot
1415.6324 1415.464 -0.1684 -119 110 120 FTDEEVDELYR Mascot
2350.0293 2349.7424 -0.2869 -122 81 100 NAFACFDEEATGTIQEDY Carbamidomethyl (C)[5] Mascot

LR
2350.0293 2349.7424 -0.2869 -122 81 100 NAFACFDEEATGTIQEDY 188 100 Carbamidomethyl (C)[5] Mascot

LR
2432.1287 2431.8342 -0.2945 -121 101 120 ELLTTMGDRFTDEEVDEL Mascot

YR
2448.1235 2447.825 -0.2985 -122 101 120 ELLTTMGDRFTDEEVDEL Oxidation (M)[6] Mascot

YR

3 myosin regulatory light chain [Sus scrofa] gi|45269023 15004.1 4.35 7 409 100 323 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1051.5089 1051.5688 0.0599 57 85 93 ELLTTMGDR Oxidation (M)[6] Mascot
1228.6168 1228.4633 -0.1535 -125 54 64 LNGTDPEDVIR Mascot
1260.6007 1260.4459 -0.1548 -123 112 121 GNFNYIEFTR 89 100 Mascot
1260.6007 1260.4459 -0.1548 -123 112 121 GNFNYIEFTR Mascot
1388.6957 1388.533 -0.1627 -117 111 121 KGNFNYIEFTR 46 83.825 Mascot
1388.6957 1388.533 -0.1627 -117 111 121 KGNFNYIEFTR Mascot
1415.6324 1415.464 -0.1684 -119 94 104 FTDEEVDELYR Mascot
2350.0293 2349.7424 -0.2869 -122 65 84 NAFACFDEEATGTIQEDY Carbamidomethyl (C)[5] Mascot

LR
2350.0293 2349.7424 -0.2869 -122 65 84 NAFACFDEEATGTIQEDY 188 100 Carbamidomethyl (C)[5] Mascot

LR
2432.1287 2431.8342 -0.2945 -121 85 104 ELLTTMGDRFTDEEVDEL Mascot

YR
2448.1235 2447.825 -0.2985 -122 85 104 ELLTTMGDRFTDEEVDEL Oxidation (M)[6] Mascot

YR

4 myosin:SUBUNIT=regulatory light chain gi|228542 19635.5 4.71 7 398 100 323 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1051.5089 1051.5688 0.0599 57 124 132 ELLTTMGDR Oxidation (M)[6] Mascot
1228.6168 1228.4633 -0.1535 -125 93 103 LNGTDPEDVIR Mascot
1260.6007 1260.4459 -0.1548 -123 151 160 GNFNYIEFTR 89 100 Mascot
1260.6007 1260.4459 -0.1548 -123 151 160 GNFNYIEFTR Mascot
1388.6957 1388.533 -0.1627 -117 150 160 KGNFNYIEFTR 46 83.825 Mascot
1388.6957 1388.533 -0.1627 -117 150 160 KGNFNYIEFTR Mascot
1415.6324 1415.464 -0.1684 -119 133 143 FTDEEVDELYR Mascot
2350.0293 2349.7424 -0.2869 -122 104 123 NAFACFDEEATGTIQEDY Carbamidomethyl (C)[5] Mascot

LR
2350.0293 2349.7424 -0.2869 -122 104 123 NAFACFDEEATGTIQEDY 188 100 Carbamidomethyl (C)[5] Mascot

LR
2432.1287 2431.8342 -0.2945 -121 124 143 ELLTTMGDRFTDEEVDEL Mascot

YR
2448.1235 2447.825 -0.2985 -122 124 143 ELLTTMGDRFTDEEVDEL Oxidation (M)[6] Mascot

YR

5 unnamed protein product [Macaca fascicularis] gi|90086105 19732.5 4.71 7 396 100 323 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1051.5089 1051.5688 0.0599 57 125 133 ELLTTMGDR Oxidation (M)[6] Mascot
1228.6168 1228.4633 -0.1535 -125 94 104 LNGTDPEDVIR Mascot
1260.6007 1260.4459 -0.1548 -123 152 161 GNFNYIEFTR 89 100 Mascot
1260.6007 1260.4459 -0.1548 -123 152 161 GNFNYIEFTR Mascot
1388.6957 1388.533 -0.1627 -117 151 161 KGNFNYIEFTR 46 83.825 Mascot
1388.6957 1388.533 -0.1627 -117 151 161 KGNFNYIEFTR Mascot
1415.6324 1415.464 -0.1684 -119 134 144 FTDEEVDELYR Mascot
2350.0293 2349.7424 -0.2869 -122 105 124 NAFACFDEEATGTIQEDY Carbamidomethyl (C)[5] Mascot

LR
2350.0293 2349.7424 -0.2869 -122 105 124 NAFACFDEEATGTIQEDY 188 100 Carbamidomethyl (C)[5] Mascot

LR
2432.1287 2431.8342 -0.2945 -121 125 144 ELLTTMGDRFTDEEVDEL Mascot

YR
2448.1235 2447.825 -0.2985 -122 125 144 ELLTTMGDRFTDEEVDEL Oxidation (M)[6] Mascot

YR

6 myosin regulatory light chain 12A [Pongo abelii] gi|197100396 20443.8 4.62 7 395 100 323 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1051.5089 1051.5688 0.0599 57 130 138 ELLTTMGDR Oxidation (M)[6] Mascot
1228.6168 1228.4633 -0.1535 -125 99 109 LNGTDPEDVIR Mascot
1260.6007 1260.4459 -0.1548 -123 157 166 GNFNYIEFTR 89 100 Mascot
1260.6007 1260.4459 -0.1548 -123 157 166 GNFNYIEFTR Mascot
1388.6957 1388.533 -0.1627 -117 156 166 KGNFNYIEFTR 46 83.825 Mascot
1388.6957 1388.533 -0.1627 -117 156 166 KGNFNYIEFTR Mascot
1415.6324 1415.464 -0.1684 -119 139 149 FTDEEVDELYR Mascot
2350.0293 2349.7424 -0.2869 -122 110 129 NAFACFDEEATGTIQEDY Carbamidomethyl (C)[5] Mascot

LR
2350.0293 2349.7424 -0.2869 -122 110 129 NAFACFDEEATGTIQEDY 188 100 Carbamidomethyl (C)[5] Mascot

LR
2432.1287 2431.8342 -0.2945 -121 130 149 ELLTTMGDRFTDEEVDEL Mascot

YR
2448.1235 2447.825 -0.2985 -122 130 149 ELLTTMGDRFTDEEVDEL Oxidation (M)[6] Mascot

YR

7 PREDICTED: hypothetical protein isoform 5 [Pan gi|114672398 23517.3 4.74 7 391 100 323 100
troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1051.5089 1051.5688 0.0599 57 157 165 ELLTTMGDR Oxidation (M)[6] Mascot
1228.6168 1228.4633 -0.1535 -125 126 136 LNGTDPEDVIR Mascot
1260.6007 1260.4459 -0.1548 -123 184 193 GNFNYIEFTR 89 100 Mascot
1260.6007 1260.4459 -0.1548 -123 184 193 GNFNYIEFTR Mascot
1388.6957 1388.533 -0.1627 -117 183 193 KGNFNYIEFTR 46 83.825 Mascot
1388.6957 1388.533 -0.1627 -117 183 193 KGNFNYIEFTR Mascot
1415.6324 1415.464 -0.1684 -119 166 176 FTDEEVDELYR Mascot
2350.0293 2349.7424 -0.2869 -122 137 156 NAFACFDEEATGTIQEDY Carbamidomethyl (C)[5] Mascot

LR
2350.0293 2349.7424 -0.2869 -122 137 156 NAFACFDEEATGTIQEDY 188 100 Carbamidomethyl (C)[5] Mascot

LR



2432.1287 2431.8342 -0.2945 -121 157 176 ELLTTMGDRFTDEEVDEL Mascot
YR

2448.1235 2447.825 -0.2985 -122 157 176 ELLTTMGDRFTDEEVDEL Oxidation (M)[6] Mascot
YR

8 PREDICTED: myosin regulatory light polypeptide 9-like gi|296222312 23534.3 4.82 7 388 100 323 100
isoform 3 [Callithrix jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1051.5089 1051.5688 0.0599 57 158 166 ELLTTMGDR Oxidation (M)[6] Mascot
1228.6168 1228.4633 -0.1535 -125 127 137 LNGTDPEDVIR Mascot
1260.6007 1260.4459 -0.1548 -123 185 194 GNFNYIEFTR 89 100 Mascot
1260.6007 1260.4459 -0.1548 -123 185 194 GNFNYIEFTR Mascot
1388.6957 1388.533 -0.1627 -117 184 194 KGNFNYIEFTR 46 83.825 Mascot
1388.6957 1388.533 -0.1627 -117 184 194 KGNFNYIEFTR Mascot
1415.6324 1415.464 -0.1684 -119 167 177 FTDEEVDELYR Mascot
2350.0293 2349.7424 -0.2869 -122 138 157 NAFACFDEEATGTIQEDY Carbamidomethyl (C)[5] Mascot

LR
2350.0293 2349.7424 -0.2869 -122 138 157 NAFACFDEEATGTIQEDY 188 100 Carbamidomethyl (C)[5] Mascot

LR
2432.1287 2431.8342 -0.2945 -121 158 177 ELLTTMGDRFTDEEVDEL Mascot

YR
2448.1235 2447.825 -0.2985 -122 158 177 ELLTTMGDRFTDEEVDEL Oxidation (M)[6] Mascot

YR

9 PREDICTED: myosin regulatory light polypeptide 9-like gi|301784356 38224 5.13 7 378 100 323 100
[Ailuropoda melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1051.5275 1051.5688 0.0413 39 108 116 DLMKSVCAK Carbamidomethyl (C)[7] Mascot
1228.6168 1228.4633 -0.1535 -125 253 263 LNGTDPEDVIR Mascot
1260.6007 1260.4459 -0.1548 -123 311 320 GNFNYIEFTR 89 100 Mascot
1260.6007 1260.4459 -0.1548 -123 311 320 GNFNYIEFTR Mascot
1388.6957 1388.533 -0.1627 -117 310 320 KGNFNYIEFTR 46 83.825 Mascot
1388.6957 1388.533 -0.1627 -117 310 320 KGNFNYIEFTR Mascot
1415.6324 1415.464 -0.1684 -119 293 303 FTDEEVDELYR Mascot
2350.0293 2349.7424 -0.2869 -122 264 283 NAFACFDEEATGTIQEDY Carbamidomethyl (C)[5] Mascot

LR
2350.0293 2349.7424 -0.2869 -122 264 283 NAFACFDEEATGTIQEDY 188 100 Carbamidomethyl (C)[5] Mascot

LR
2432.1287 2431.8342 -0.2945 -121 284 303 ELLTTMGDRFTDEEVDEL Mascot

YR
2448.1235 2447.825 -0.2985 -122 284 303 ELLTTMGDRFTDEEVDEL Oxidation (M)[6] Mascot

YR

10 myosin regulatory light chain 2 protein [Sus scrofa] gi|113205742 19889.6 4.79 5 369 100 323 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1228.6168 1228.4633 -0.1535 -125 95 105 LNGTDPEDVIR Mascot
1260.6007 1260.4459 -0.1548 -123 153 162 GNFNYIEFTR 89 100 Mascot
1260.6007 1260.4459 -0.1548 -123 153 162 GNFNYIEFTR Mascot
1388.6957 1388.533 -0.1627 -117 152 162 KGNFNYIEFTR 46 83.825 Mascot
1388.6957 1388.533 -0.1627 -117 152 162 KGNFNYIEFTR Mascot

1388.533 Mascot
1415.6324 1415.464 -0.1684 -119 135 145 FTDEEVDELYR Mascot
2350.0293 2349.7424 -0.2869 -122 106 125 NAFACFDEEATGTIQEDY Carbamidomethyl (C)[5] Mascot

LR
2350.0293 2349.7424 -0.2869 -122 106 125 NAFACFDEEATGTIQEDY 188 100 Carbamidomethyl (C)[5] Mascot

LR

Gel Idx/Pos 39/B2 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 cofilin-1 [Sus scrofa] gi|51592135 18506.6 8.16 9 328 100 244 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1008.5294 1008.428 -0.1014 -101 14 21 VFNDMKVR Mascot
1024.5244 1024.4146 -0.1098 -107 14 21 VFNDMKVR 22 0 Oxidation (M)[5] Mascot
1024.5244 1024.4146 -0.1098 -107 14 21 VFNDMKVR Oxidation (M)[5] Mascot
1034.4758 1034.3728 -0.103 -100 74 81 MLPDKDCR Carbamidomethyl (C)[7] Mascot
1050.4707 1050.358 -0.1127 -107 74 81 MLPDKDCR Carbamidomethyl (C)[7], Oxidation (M)[1] Mascot

1309.682 1309.5503 -0.1317 -101 35 45 AVLFCLSEDKK Carbamidomethyl (C)[5] Mascot
1337.626 1337.4839 -0.1421 -106 82 92 YALYDATYETK 78 99.993 Mascot
1337.626 1337.4839 -0.1421 -106 82 92 YALYDATYETK Mascot

1340.7783 1340.6292 -0.1491 -111 153 166 LGGSAVISLEGKPL Mascot
1790.8126 1790.6387 -0.1739 -97 133 146 HELQANCYEEVKDR 62 99.75 Carbamidomethyl (C)[7] Mascot
1790.8126 1790.6387 -0.1739 -97 133 146 HELQANCYEEVKDR Carbamidomethyl (C)[7] Mascot
2063.0669 2062.8635 -0.2034 -99 96 112 KEDLVFIFWAPECAPLK Carbamidomethyl (C)[13] Mascot
2150.0991 2149.894 -0.2051 -95 97 114 EDLVFIFWAPECAPLKSK Carbamidomethyl (C)[12] Mascot

3062.593 3062.2976 -0.2954 -96 46 73 NIILEEGKEILVGDVGQTV Mascot
DDPYATFVK

3062.593 3062.2976 -0.2954 -96 46 73 NIILEEGKEILVGDVGQTV 83 99.998 Mascot
DDPYATFVK

2 hypothetical protein PANDA_004783 [Ailuropoda gi|281350621 18359.6 8.26 7 304 100 244 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1008.5294 1008.428 -0.1014 -101 13 20 VFNDMKVR Mascot
1024.5244 1024.4146 -0.1098 -107 13 20 VFNDMKVR 22 0 Oxidation (M)[5] Mascot
1024.5244 1024.4146 -0.1098 -107 13 20 VFNDMKVR Oxidation (M)[5] Mascot
1034.4758 1034.3728 -0.103 -100 73 80 MLPDKDCR Carbamidomethyl (C)[7] Mascot
1050.4707 1050.358 -0.1127 -107 73 80 MLPDKDCR Carbamidomethyl (C)[7], Oxidation (M)[1] Mascot

1309.682 1309.5503 -0.1317 -101 34 44 AVLFCLSEDKK Carbamidomethyl (C)[5] Mascot
1337.626 1337.4839 -0.1421 -106 81 91 YALYDATYETK 78 99.993 Mascot
1337.626 1337.4839 -0.1421 -106 81 91 YALYDATYETK Mascot

1340.7783 1340.6292 -0.1491 -111 152 165 LGGSAVISLEGKPL Mascot
1790.8126 1790.6387 -0.1739 -97 132 145 HELQANCYEEVKDR 62 99.75 Carbamidomethyl (C)[7] Mascot
1790.8126 1790.6387 -0.1739 -97 132 145 HELQANCYEEVKDR Carbamidomethyl (C)[7] Mascot

3062.593 3062.2976 -0.2954 -96 45 72 NIILEEGKEILVGDVGQTV Mascot
DDPYATFVK

3062.593 3062.2976 -0.2954 -96 45 72 NIILEEGKEILVGDVGQTV 83 99.998 Mascot
DDPYATFVK

3 cofilin-1 [Homo sapiens] gi|5031635 18490.7 8.22 7 302 100 244 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1008.5294 1008.428 -0.1014 -101 14 21 VFNDMKVR Mascot
1024.5244 1024.4146 -0.1098 -107 14 21 VFNDMKVR 22 0 Oxidation (M)[5] Mascot
1024.5244 1024.4146 -0.1098 -107 14 21 VFNDMKVR Oxidation (M)[5] Mascot
1034.4758 1034.3728 -0.103 -100 74 81 MLPDKDCR Carbamidomethyl (C)[7] Mascot
1050.4707 1050.358 -0.1127 -107 74 81 MLPDKDCR Carbamidomethyl (C)[7], Oxidation (M)[1] Mascot

1309.682 1309.5503 -0.1317 -101 35 45 AVLFCLSEDKK Carbamidomethyl (C)[5] Mascot
1337.626 1337.4839 -0.1421 -106 82 92 YALYDATYETK 78 99.993 Mascot
1337.626 1337.4839 -0.1421 -106 82 92 YALYDATYETK Mascot

1340.7783 1340.6292 -0.1491 -111 153 166 LGGSAVISLEGKPL Mascot
1790.8126 1790.6387 -0.1739 -97 133 146 HELQANCYEEVKDR 62 99.75 Carbamidomethyl (C)[7] Mascot



1790.8126 1790.6387 -0.1739 -97 133 146 HELQANCYEEVKDR Carbamidomethyl (C)[7] Mascot
3062.593 3062.2976 -0.2954 -96 46 73 NIILEEGKEILVGDVGQTV Mascot

DDPYATFVK
3062.593 3062.2976 -0.2954 -96 46 73 NIILEEGKEILVGDVGQTV 83 99.998 Mascot

DDPYATFVK

4 PREDICTED: cofilin-1-like isoform 1 [Macaca mulatta] gi|297267399 16816.8 8.48 8 297 100 222 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1034.4758 1034.3728 -0.103 -100 57 64 MLPDKDCR Carbamidomethyl (C)[7] Mascot
1050.4707 1050.358 -0.1127 -107 57 64 MLPDKDCR Carbamidomethyl (C)[7], Oxidation (M)[1] Mascot

1309.682 1309.5503 -0.1317 -101 18 28 AVLFCLSEDKK Carbamidomethyl (C)[5] Mascot
1337.626 1337.4839 -0.1421 -106 65 75 YALYDATYETK 78 99.993 Mascot
1337.626 1337.4839 -0.1421 -106 65 75 YALYDATYETK Mascot

1340.7783 1340.6292 -0.1491 -111 136 149 LGGSAVISLEGKPL Mascot
1790.8126 1790.6387 -0.1739 -97 116 129 HELQANCYEEVKDR 62 99.75 Carbamidomethyl (C)[7] Mascot
1790.8126 1790.6387 -0.1739 -97 116 129 HELQANCYEEVKDR Carbamidomethyl (C)[7] Mascot
2063.0669 2062.8635 -0.2034 -99 79 95 KEDLVFIFWAPECAPLK Carbamidomethyl (C)[13] Mascot
2150.0991 2149.894 -0.2051 -95 80 97 EDLVFIFWAPECAPLKSK Carbamidomethyl (C)[12] Mascot

3062.593 3062.2976 -0.2954 -96 29 56 NIILEEGKEILVGDVGQTV Mascot
DDPYATFVK

3062.593 3062.2976 -0.2954 -96 29 56 NIILEEGKEILVGDVGQTV 83 99.998 Mascot
DDPYATFVK

5 PREDICTED: cofilin-1-like [Pongo abelii] gi|297688141 16798.7 8.54 6 273 100 222 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1034.4758 1034.3728 -0.103 -100 57 64 MLPDKDCR Carbamidomethyl (C)[7] Mascot
1050.4707 1050.358 -0.1127 -107 57 64 MLPDKDCR Carbamidomethyl (C)[7], Oxidation (M)[1] Mascot

1309.682 1309.5503 -0.1317 -101 18 28 AVLFCLSEDKK Carbamidomethyl (C)[5] Mascot
1337.626 1337.4839 -0.1421 -106 65 75 YALYDATYETK 78 99.993 Mascot
1337.626 1337.4839 -0.1421 -106 65 75 YALYDATYETK Mascot

1340.7783 1340.6292 -0.1491 -111 136 149 LGGSAVISLEGKPL Mascot
1790.8126 1790.6387 -0.1739 -97 116 129 HELQANCYEEVKDR 62 99.75 Carbamidomethyl (C)[7] Mascot
1790.8126 1790.6387 -0.1739 -97 116 129 HELQANCYEEVKDR Carbamidomethyl (C)[7] Mascot

3062.593 3062.2976 -0.2954 -96 29 56 NIILEEGKEILVGDVGQTV Mascot
DDPYATFVK

3062.593 3062.2976 -0.2954 -96 29 56 NIILEEGKEILVGDVGQTV 83 99.998 Mascot
DDPYATFVK

6 cofilin 1 (non-muscle), isoform CRA_c [Homo sapiens] gi|119594857 15649.2 8.54 5 262 100 222 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1034.4758 1034.3728 -0.103 -100 57 64 MLPDKDCR Carbamidomethyl (C)[7] Mascot
1050.4707 1050.358 -0.1127 -107 57 64 MLPDKDCR Carbamidomethyl (C)[7], Oxidation (M)[1] Mascot

1309.682 1309.5503 -0.1317 -101 18 28 AVLFCLSEDKK Carbamidomethyl (C)[5] Mascot
1337.626 1337.4839 -0.1421 -106 65 75 YALYDATYETK 78 99.993 Mascot
1337.626 1337.4839 -0.1421 -106 65 75 YALYDATYETK Mascot

1790.8126 1790.6387 -0.1739 -97 116 129 HELQANCYEEVKDR 62 99.75 Carbamidomethyl (C)[7] Mascot
1790.8126 1790.6387 -0.1739 -97 116 129 HELQANCYEEVKDR Carbamidomethyl (C)[7] Mascot

3062.593 3062.2976 -0.2954 -96 29 56 NIILEEGKEILVGDVGQTV Mascot
DDPYATFVK

3062.593 3062.2976 -0.2954 -96 29 56 NIILEEGKEILVGDVGQTV 83 99.998 Mascot
DDPYATFVK

7 PREDICTED: cofilin 1 (non-muscle) [Bos taurus] gi|297464944 16928.7 8.87 7 240 100 183 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1008.5294 1008.428 -0.1014 -101 14 21 VFNDMKVR Mascot
1024.5244 1024.4146 -0.1098 -107 14 21 VFNDMKVR 22 0 Oxidation (M)[5] Mascot
1024.5244 1024.4146 -0.1098 -107 14 21 VFNDMKVR Oxidation (M)[5] Mascot
1034.4758 1034.3728 -0.103 -100 74 81 MLPDKDCR Carbamidomethyl (C)[7] Mascot
1050.4707 1050.358 -0.1127 -107 74 81 MLPDKDCR Carbamidomethyl (C)[7], Oxidation (M)[1] Mascot

1309.682 1309.5503 -0.1317 -101 35 45 AVLFCLSEDKK Carbamidomethyl (C)[5] Mascot
1337.626 1337.4839 -0.1421 -106 82 92 YALYDATYETK 78 99.993 Mascot
1337.626 1337.4839 -0.1421 -106 82 92 YALYDATYETK Mascot

2063.0669 2062.8635 -0.2034 -99 96 112 KEDLVFIFWAPECAPLK Carbamidomethyl (C)[13] Mascot
2150.0991 2149.894 -0.2051 -95 97 114 EDLVFIFWAPECAPLKSK Carbamidomethyl (C)[12] Mascot

3062.593 3062.2976 -0.2954 -96 46 73 NIILEEGKEILVGDVGQTV Mascot
DDPYATFVK

3062.593 3062.2976 -0.2954 -96 46 73 NIILEEGKEILVGDVGQTV 83 99.998 Mascot
DDPYATFVK

8 PREDICTED: similar to Cofilin-1 (Cofilin, non-muscle gi|73960624 25773 6.93 7 232 100 183 100
isoform) (18 kDa phosphoprotein) (p18) [Canis 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1008.5294 1008.428 -0.1014 -101 32 39 VFNDMKVR Mascot
1024.5244 1024.4146 -0.1098 -107 32 39 VFNDMKVR 22 0 Oxidation (M)[5] Mascot
1024.5244 1024.4146 -0.1098 -107 32 39 VFNDMKVR Oxidation (M)[5] Mascot
1034.4758 1034.3728 -0.103 -100 92 99 MLPDKDCR Carbamidomethyl (C)[7] Mascot
1050.4707 1050.358 -0.1127 -107 92 99 MLPDKDCR Carbamidomethyl (C)[7], Oxidation (M)[1] Mascot

1309.682 1309.5503 -0.1317 -101 53 63 AVLFCLSEDKK Carbamidomethyl (C)[5] Mascot
1337.626 1337.4839 -0.1421 -106 100 110 YALYDATYETK 78 99.993 Mascot
1337.626 1337.4839 -0.1421 -106 100 110 YALYDATYETK Mascot

2063.0847 2062.8635 -0.2212 -107 115 132 EDLVFIFWAPESGPLKSK Mascot
2150.0984 2149.894 -0.2044 -95 17 37 LAPACGVAVSDGVIKVFN Oxidation (M)[20] Mascot

DMK
3062.593 3062.2976 -0.2954 -96 64 91 NIILEEGKEILVGDVGQTV Mascot

DDPYATFVK
3062.593 3062.2976 -0.2954 -96 64 91 NIILEEGKEILVGDVGQTV 83 99.998 Mascot

DDPYATFVK

9 unnamed protein product [Macaca fascicularis] gi|90086213 18480.6 8.17 8 225 100 162 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1008.5294 1008.428 -0.1014 -101 14 21 VFNDMKVR Mascot
1024.5244 1024.4146 -0.1098 -107 14 21 VFNDMKVR 22 0 Oxidation (M)[5] Mascot
1024.5244 1024.4146 -0.1098 -107 14 21 VFNDMKVR Oxidation (M)[5] Mascot
1034.4758 1034.3728 -0.103 -100 74 81 MLPDKDCR Carbamidomethyl (C)[7] Mascot
1050.4707 1050.358 -0.1127 -107 74 81 MLPDKDCR Carbamidomethyl (C)[7], Oxidation (M)[1] Mascot

1309.682 1309.5503 -0.1317 -101 35 45 AVLFCLSEDKK Carbamidomethyl (C)[5] Mascot
1337.626 1337.4839 -0.1421 -106 82 92 YALYDATYETK 78 99.993 Mascot
1337.626 1337.4839 -0.1421 -106 82 92 YALYDATYETK Mascot

1340.7783 1340.6292 -0.1491 -111 153 166 LGGSAVISLEGKPL Mascot
1790.8126 1790.6387 -0.1739 -97 133 146 HELQANCYEEVKDR 62 99.75 Carbamidomethyl (C)[7] Mascot
1790.8126 1790.6387 -0.1739 -97 133 146 HELQANCYEEVKDR Carbamidomethyl (C)[7] Mascot
2063.0669 2062.8635 -0.2034 -99 96 112 KEDLVFIFWAPECAPLK Carbamidomethyl (C)[13] Mascot
2150.0991 2149.894 -0.2051 -95 97 114 EDLVFIFWAPECAPLKSK Carbamidomethyl (C)[12] Mascot

10 unnamed protein product [Homo sapiens] gi|194383306 12451.4 6.29 5 223 100 183 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1008.5294 1008.428 -0.1014 -101 14 21 VFNDMKVR Mascot
1024.5244 1024.4146 -0.1098 -107 14 21 VFNDMKVR 22 0 Oxidation (M)[5] Mascot
1024.5244 1024.4146 -0.1098 -107 14 21 VFNDMKVR Oxidation (M)[5] Mascot
1034.4758 1034.3728 -0.103 -100 74 81 MLPDKDCR Carbamidomethyl (C)[7] Mascot
1050.4707 1050.358 -0.1127 -107 74 81 MLPDKDCR Carbamidomethyl (C)[7], Oxidation (M)[1] Mascot

1309.682 1309.5503 -0.1317 -101 35 45 AVLFCLSEDKK Carbamidomethyl (C)[5] Mascot
1337.626 1337.4839 -0.1421 -106 82 92 YALYDATYETK 78 99.993 Mascot
1337.626 1337.4839 -0.1421 -106 82 92 YALYDATYETK Mascot



3062.593 3062.2976 -0.2954 -96 46 73 NIILEEGKEILVGDVGQTV Mascot
DDPYATFVK

3062.593 3062.2976 -0.2954 -96 46 73 NIILEEGKEILVGDVGQTV 83 99.998 Mascot
DDPYATFVK

Gel Idx/Pos 28/B3 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 PREDICTED: similar to destrin [Equus caballus] gi|194224131 21247.7 5.84 7 371 100 318 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.5656 1071.4574 -0.1082 -101 39 46 IFYDMKVR Mascot
1087.5604 1087.4354 -0.125 -115 39 46 IFYDMKVR Oxidation (M)[5] Mascot
1087.5604 1087.4354 -0.125 -115 39 46 IFYDMKVR 28 0 Oxidation (M)[5] Mascot
1251.6765 1251.5388 -0.1377 -110 60 70 AVIFCLSADKK Carbamidomethyl (C)[5] Mascot
1307.6154 1307.4675 -0.1479 -113 107 117 YALYDASFETK Mascot
1307.6154 1307.4675 -0.1479 -113 107 117 YALYDASFETK 85 99.998 Mascot
1488.7086 1488.563 -0.1456 -98 95 106 HFVGMLPEKDCR Carbamidomethyl (C)[11] Mascot
1504.7035 1504.5458 -0.1577 -105 95 106 HFVGMLPEKDCR Carbamidomethyl (C)[11], Oxidation (M)[5] Mascot
1539.6604 1539.5074 -0.153 -99 158 170 HECQANGPEDLNR Carbamidomethyl (C)[3] Mascot
1679.7911 1679.621 -0.1701 -101 107 120 YALYDASFETKESR Mascot
1679.7911 1679.621 -0.1701 -101 107 120 YALYDASFETKESR 84 99.998 Mascot

2112.988 2112.7712 -0.2168 -103 153 170 FQGIKHECQANGPEDLN Carbamidomethyl (C)[8] Mascot
R

2112.988 2112.7712 -0.2168 -103 153 170 FQGIKHECQANGPEDLN 122 100 Carbamidomethyl (C)[8] Mascot
R

2 PREDICTED: destrin-like [Ailuropoda melanoleuca] gi|301779411 21145.7 5.84 7 370 100 318 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.5656 1071.4574 -0.1082 -101 38 45 IFYDMKVR Mascot
1087.5604 1087.4354 -0.125 -115 38 45 IFYDMKVR Oxidation (M)[5] Mascot
1087.5604 1087.4354 -0.125 -115 38 45 IFYDMKVR 28 0 Oxidation (M)[5] Mascot
1251.6765 1251.5388 -0.1377 -110 59 69 AVIFCLSADKK Carbamidomethyl (C)[5] Mascot
1307.6154 1307.4675 -0.1479 -113 106 116 YALYDASFETK Mascot
1307.6154 1307.4675 -0.1479 -113 106 116 YALYDASFETK 85 99.998 Mascot
1488.7086 1488.563 -0.1456 -98 94 105 HFVGMLPEKDCR Carbamidomethyl (C)[11] Mascot
1504.7035 1504.5458 -0.1577 -105 94 105 HFVGMLPEKDCR Carbamidomethyl (C)[11], Oxidation (M)[5] Mascot
1539.6604 1539.5074 -0.153 -99 157 169 HECQANGPEDLNR Carbamidomethyl (C)[3] Mascot

1539.5074 Mascot
1679.7911 1679.621 -0.1701 -101 106 119 YALYDASFETKESR Mascot
1679.7911 1679.621 -0.1701 -101 106 119 YALYDASFETKESR 84 99.998 Mascot

2112.988 2112.7712 -0.2168 -103 152 169 FQGIKHECQANGPEDLN Carbamidomethyl (C)[8] Mascot
R

2112.988 2112.7712 -0.2168 -103 152 169 FQGIKHECQANGPEDLN 122 100 Carbamidomethyl (C)[8] Mascot
R

3 Destrin (actin depolymerizing factor) [Bos taurus] gi|74355028 18537.5 7.49 7 369 100 318 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.5656 1071.4574 -0.1082 -101 14 21 IFYDMKVR Mascot
1087.5604 1087.4354 -0.125 -115 14 21 IFYDMKVR Oxidation (M)[5] Mascot
1087.5604 1087.4354 -0.125 -115 14 21 IFYDMKVR 28 0 Oxidation (M)[5] Mascot
1251.6765 1251.5388 -0.1377 -110 35 45 AVIFCLSADKK Carbamidomethyl (C)[5] Mascot
1307.6154 1307.4675 -0.1479 -113 82 92 YALYDASFETK Mascot
1307.6154 1307.4675 -0.1479 -113 82 92 YALYDASFETK 85 99.998 Mascot
1488.7086 1488.563 -0.1456 -98 70 81 HFVGMLPEKDCR Carbamidomethyl (C)[11] Mascot
1504.7035 1504.5458 -0.1577 -105 70 81 HFVGMLPEKDCR Carbamidomethyl (C)[11], Oxidation (M)[5] Mascot
1539.6604 1539.5074 -0.153 -99 133 145 HECQANGPEDLNR Carbamidomethyl (C)[3] Mascot
1679.7911 1679.621 -0.1701 -101 82 95 YALYDASFETKESR Mascot
1679.7911 1679.621 -0.1701 -101 82 95 YALYDASFETKESR 84 99.998 Mascot

2112.988 2112.7712 -0.2168 -103 128 145 FQGIKHECQANGPEDLN Carbamidomethyl (C)[8] Mascot
R

2112.988 2112.7712 -0.2168 -103 128 145 FQGIKHECQANGPEDLN 122 100 Carbamidomethyl (C)[8] Mascot
R

4 PREDICTED: similar to destrin [Pan troglodytes] gi|114681108 28197.5 9.55 7 361 100 318 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.5656 1071.4574 -0.1082 -101 106 113 IFYDMKVR Mascot
1087.5604 1087.4354 -0.125 -115 106 113 IFYDMKVR Oxidation (M)[5] Mascot
1087.5604 1087.4354 -0.125 -115 106 113 IFYDMKVR 28 0 Oxidation (M)[5] Mascot
1251.6765 1251.5388 -0.1377 -110 127 137 AVIFCLSADKK Carbamidomethyl (C)[5] Mascot
1307.6154 1307.4675 -0.1479 -113 174 184 YALYDASFETK Mascot
1307.6154 1307.4675 -0.1479 -113 174 184 YALYDASFETK 85 99.998 Mascot
1488.7086 1488.563 -0.1456 -98 162 173 HFVGMLPEKDCR Carbamidomethyl (C)[11] Mascot
1504.7035 1504.5458 -0.1577 -105 162 173 HFVGMLPEKDCR Carbamidomethyl (C)[11], Oxidation (M)[5] Mascot
1539.6604 1539.5074 -0.153 -99 225 237 HECQANGPEDLNR Carbamidomethyl (C)[3] Mascot

1539.5074 Mascot
1679.7911 1679.621 -0.1701 -101 174 187 YALYDASFETKESR Mascot
1679.7911 1679.621 -0.1701 -101 174 187 YALYDASFETKESR 84 99.998 Mascot

2112.988 2112.7712 -0.2168 -103 220 237 FQGIKHECQANGPEDLN Carbamidomethyl (C)[8] Mascot
R

2112.988 2112.7712 -0.2168 -103 220 237 FQGIKHECQANGPEDLN 122 100 Carbamidomethyl (C)[8] Mascot
R

5 destrin isoform b [Homo sapiens] gi|58530848 16609.6 8.62 6 334 100 290 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1251.6765 1251.5388 -0.1377 -110 18 28 AVIFCLSADKK Carbamidomethyl (C)[5] Mascot
1307.6154 1307.4675 -0.1479 -113 65 75 YALYDASFETK Mascot
1307.6154 1307.4675 -0.1479 -113 65 75 YALYDASFETK 85 99.998 Mascot
1488.7086 1488.563 -0.1456 -98 53 64 HFVGMLPEKDCR Carbamidomethyl (C)[11] Mascot
1504.7035 1504.5458 -0.1577 -105 53 64 HFVGMLPEKDCR Carbamidomethyl (C)[11], Oxidation (M)[5] Mascot
1539.6604 1539.5074 -0.153 -99 116 128 HECQANGPEDLNR Carbamidomethyl (C)[3] Mascot
1679.7911 1679.621 -0.1701 -101 65 78 YALYDASFETKESR Mascot
1679.7911 1679.621 -0.1701 -101 65 78 YALYDASFETKESR 84 99.998 Mascot

2112.988 2112.7712 -0.2168 -103 111 128 FQGIKHECQANGPEDLN Carbamidomethyl (C)[8] Mascot
R

2112.988 2112.7712 -0.2168 -103 111 128 FQGIKHECQANGPEDLN 122 100 Carbamidomethyl (C)[8] Mascot
R

6 PREDICTED: similar to destrin [Monodelphis gi|126303672 18462.5 8.06 6 234 100 196 100
domestica]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.5656 1071.4574 -0.1082 -101 14 21 IFYDMKVR Mascot
1087.5604 1087.4354 -0.125 -115 14 21 IFYDMKVR Oxidation (M)[5] Mascot
1087.5604 1087.4354 -0.125 -115 14 21 IFYDMKVR 28 0 Oxidation (M)[5] Mascot
1251.6765 1251.5388 -0.1377 -110 35 45 AVIFCLSADKK Carbamidomethyl (C)[5] Mascot
1307.6154 1307.4675 -0.1479 -113 82 92 YALYDASFETK Mascot
1307.6154 1307.4675 -0.1479 -113 82 92 YALYDASFETK 85 99.998 Mascot
1488.7086 1488.563 -0.1456 -98 70 81 HFVGMLPEKDCR Carbamidomethyl (C)[11] Mascot
1504.7035 1504.5458 -0.1577 -105 70 81 HFVGMLPEKDCR Carbamidomethyl (C)[11], Oxidation (M)[5] Mascot
1539.6604 1539.5074 -0.153 -99 133 145 HECQANGPEDLNR Carbamidomethyl (C)[3] Mascot
1679.7911 1679.621 -0.1701 -101 82 95 YALYDASFETKESR Mascot
1679.7911 1679.621 -0.1701 -101 82 95 YALYDASFETKESR 84 99.998 Mascot

7 destrin, isoform CRA_b [Mus musculus] gi|148696488 25030.3 8.99 6 234 100 196 100
Peptide Information



Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Seq. Seq. Score

1071.5656 1071.4574 -0.1082 -101 71 78 IFYDMKVR Mascot
1087.5604 1087.4354 -0.125 -115 71 78 IFYDMKVR Oxidation (M)[5] Mascot
1087.5604 1087.4354 -0.125 -115 71 78 IFYDMKVR 28 0 Oxidation (M)[5] Mascot
1251.6765 1251.5388 -0.1377 -110 92 102 AVIFCLSADKK Carbamidomethyl (C)[5] Mascot
1279.7117 1279.6328 -0.0789 -62 14 24 LNSRTSFISVR Mascot
1307.6154 1307.4675 -0.1479 -113 139 149 YALYDASFETK Mascot
1307.6154 1307.4675 -0.1479 -113 139 149 YALYDASFETK 85 99.998 Mascot
1488.7086 1488.563 -0.1456 -98 127 138 HFVGMLPEKDCR Carbamidomethyl (C)[11] Mascot
1504.7035 1504.5458 -0.1577 -105 127 138 HFVGMLPEKDCR Carbamidomethyl (C)[11], Oxidation (M)[5] Mascot
1679.7911 1679.621 -0.1701 -101 139 152 YALYDASFETKESR Mascot
1679.7911 1679.621 -0.1701 -101 139 152 YALYDASFETKESR 84 99.998 Mascot

8 unnamed protein product [Macaca fascicularis] gi|67971126 12226.1 6.13 5 232 100 196 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.5656 1071.4574 -0.1082 -101 14 21 IFYDMKVR Mascot
1087.5604 1087.4354 -0.125 -115 14 21 IFYDMKVR Oxidation (M)[5] Mascot
1087.5604 1087.4354 -0.125 -115 14 21 IFYDMKVR 28 0 Oxidation (M)[5] Mascot
1251.6765 1251.5388 -0.1377 -110 35 45 AVIFCLSADKK Carbamidomethyl (C)[5] Mascot
1307.6154 1307.4675 -0.1479 -113 82 92 YALYDASFETK Mascot
1307.6154 1307.4675 -0.1479 -113 82 92 YALYDASFETK 85 99.998 Mascot
1539.6719 1539.5074 -0.1645 -107 96 107 KEELMFFCGHQN Carbamidomethyl (C)[8] Mascot
1679.7911 1679.621 -0.1701 -101 82 95 YALYDASFETKESR Mascot
1679.7911 1679.621 -0.1701 -101 82 95 YALYDASFETKESR 84 99.998 Mascot

9 PREDICTED: destrin [Rattus norvegicus] gi|62665569 18507.5 7.57 5 228 100 196 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.5656 1071.4574 -0.1082 -101 14 21 IFYDMKVR Mascot
1087.5604 1087.4354 -0.125 -115 14 21 IFYDMKVR Oxidation (M)[5] Mascot
1087.5604 1087.4354 -0.125 -115 14 21 IFYDMKVR 28 0 Oxidation (M)[5] Mascot
1251.6765 1251.5388 -0.1377 -110 35 45 AVIFCLSADKK Carbamidomethyl (C)[5] Mascot
1307.6154 1307.4675 -0.1479 -113 82 92 YALYDASFETK Mascot
1307.6154 1307.4675 -0.1479 -113 82 92 YALYDASFETK 85 99.998 Mascot
1488.7086 1488.563 -0.1456 -98 70 81 HFVGMLPEKDCR Carbamidomethyl (C)[11] Mascot
1504.7035 1504.5458 -0.1577 -105 70 81 HFVGMLPEKDCR Carbamidomethyl (C)[11], Oxidation (M)[5] Mascot
1679.7911 1679.621 -0.1701 -101 82 95 YALYDASFETKESR Mascot
1679.7911 1679.621 -0.1701 -101 82 95 YALYDASFETKESR 84 99.998 Mascot

10 destrin [Mus spretus] gi|126035631 18378.4 8.2 5 227 100 196 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.5656 1071.4574 -0.1082 -101 13 20 IFYDMKVR Mascot
1087.5604 1087.4354 -0.125 -115 13 20 IFYDMKVR Oxidation (M)[5] Mascot
1087.5604 1087.4354 -0.125 -115 13 20 IFYDMKVR 28 0 Oxidation (M)[5] Mascot
1251.6765 1251.5388 -0.1377 -110 34 44 AVIFCLSADKK Carbamidomethyl (C)[5] Mascot
1307.6154 1307.4675 -0.1479 -113 81 91 YALYDASFETK Mascot
1307.6154 1307.4675 -0.1479 -113 81 91 YALYDASFETK 85 99.998 Mascot
1488.7086 1488.563 -0.1456 -98 69 80 HFVGMLPEKDCR Carbamidomethyl (C)[11] Mascot
1504.7035 1504.5458 -0.1577 -105 69 80 HFVGMLPEKDCR Carbamidomethyl (C)[11], Oxidation (M)[5] Mascot
1679.7911 1679.621 -0.1701 -101 81 94 YALYDASFETKESR Mascot
1679.7911 1679.621 -0.1701 -101 81 94 YALYDASFETKESR 84 99.998 Mascot

Gel Idx/Pos 40/B4 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 PREDICTED: similar to 17,000 dalton myosin light gi|114644147 17049.2 4.46 10 459 100 328 100
chain [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
995.5883 995.5023 -0.086 -86 112 120 HVLVTLGEK Mascot

1025.5051 1025.4271 -0.078 -76 15 22 EAFQLFDR 46 85.212 Mascot
1025.5051 1025.4271 -0.078 -76 15 22 EAFQLFDR Mascot
1341.6289 1341.5288 -0.1001 -75 28 38 ILYSQCGDVMR Carbamidomethyl (C)[6] Mascot

1341.5288 Mascot
1341.6289 1341.5288 -0.1001 -75 28 38 ILYSQCGDVMR 57 98.828 Carbamidomethyl (C)[6] Mascot
1354.7325 1354.6158 -0.1167 -86 39 51 ALGQNPTNAEVLK Mascot
1357.6239 1357.5093 -0.1146 -84 28 38 ILYSQCGDVMR Carbamidomethyl (C)[6], Oxidation (M)[10] Mascot
1483.7175 1483.6075 -0.11 -74 15 27 EAFQLFDRTGDGK Mascot
1722.8479 1722.7114 -0.1365 -79 96 111 VFDKEGNGTVMGAEIR Mascot
1738.8428 1738.7028 -0.14 -81 96 111 VFDKEGNGTVMGAEIR Oxidation (M)[11] Mascot
1786.8242 1786.6804 -0.1438 -80 81 95 NKDQGTYEDYVEGLR 103 100 Mascot
1786.8242 1786.6804 -0.1438 -80 81 95 NKDQGTYEDYVEGLR Mascot
1799.8414 1799.6979 -0.1435 -80 23 38 TGDGKILYSQCGDVMR Carbamidomethyl (C)[11] Mascot
1888.0037 1887.8478 -0.1559 -83 65 80 VLDFEHFLPMLQTVAK Mascot
1903.9987 1903.842 -0.1567 -82 65 80 VLDFEHFLPMLQTVAK 13 0 Oxidation (M)[10] Mascot
1903.9987 1903.842 -0.1567 -82 65 80 VLDFEHFLPMLQTVAK Oxidation (M)[10] Mascot
2539.1445 2538.8931 -0.2514 -99 2 22 VCDFTEDQTAEFKEAFQL 109 100 Mascot

FDR
2539.1445 2538.8931 -0.2514 -99 2 22 VCDFTEDQTAEFKEAFQL Mascot

FDR

2 myosin light chain isoform LC17a [swine, aorta smooth gi|253577 16789.1 4.56 10 351 100 219 100
muscle, Peptide, 150 aa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
996.5472 996.4992 -0.048 -48 110 118 HVLVTNGEK Mascot

1025.5051 1025.4271 -0.078 -76 13 20 EAFQLFDR 46 85.212 Mascot
1025.5051 1025.4271 -0.078 -76 13 20 EAFQLFDR Mascot
1341.6289 1341.5288 -0.1001 -75 26 36 ILYSQCGDVMR Carbamidomethyl (C)[6] Mascot
1341.6289 1341.5288 -0.1001 -75 26 36 ILYSQCGDVMR 57 98.828 Carbamidomethyl (C)[6] Mascot
1354.7325 1354.6158 -0.1167 -86 37 49 ALGQNPTNAEVLK Mascot
1357.6239 1357.5093 -0.1146 -84 26 36 ILYSQCGDVMR Carbamidomethyl (C)[6], Oxidation (M)[10] Mascot
1483.7175 1483.6075 -0.11 -74 13 25 EAFQLFDRTGDGK Mascot
1722.8479 1722.7114 -0.1365 -79 94 109 VFDKEGNGTVMGAEIR Mascot
1738.8428 1738.7028 -0.14 -81 94 109 VFDKEGNGTVMGAEIR Oxidation (M)[11] Mascot
1786.8242 1786.6804 -0.1438 -80 79 93 NKDQGTYEDYVEGLR 103 100 Mascot
1786.8242 1786.6804 -0.1438 -80 79 93 NKDQGTYEDYVEGLR Mascot
1799.8414 1799.6979 -0.1435 -80 21 36 TGDGKILYSQCGDVMR Carbamidomethyl (C)[11] Mascot
1888.0037 1887.8478 -0.1559 -83 63 78 VLDFEHFLPMLQTVAK Mascot
1903.9987 1903.842 -0.1567 -82 63 78 VLDFEHFLPMLQTVAK 13 0 Oxidation (M)[10] Mascot
1903.9987 1903.842 -0.1567 -82 63 78 VLDFEHFLPMLQTVAK Oxidation (M)[10] Mascot
2211.1187 2210.9185 -0.2002 -91 98 118 EGNGTVMGAEIRHVLVT Mascot

NGEK

3 myosin light chain isoform LC17b [swine, aorta smooth gi|253578 16820.1 4.46 10 349 100 219 100
muscle, Peptide, 150 aa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
996.5472 996.4992 -0.048 -48 110 118 HVLVTNGEK Mascot

1025.5051 1025.4271 -0.078 -76 13 20 EAFQLFDR 46 85.212 Mascot
1025.5051 1025.4271 -0.078 -76 13 20 EAFQLFDR Mascot
1341.6289 1341.5288 -0.1001 -75 26 36 ILYSQCGDVMR Carbamidomethyl (C)[6] Mascot
1341.6289 1341.5288 -0.1001 -75 26 36 ILYSQCGDVMR 57 98.828 Carbamidomethyl (C)[6] Mascot
1354.7325 1354.6158 -0.1167 -86 37 49 ALGQNPTNAEVLK Mascot
1357.6239 1357.5093 -0.1146 -84 26 36 ILYSQCGDVMR Carbamidomethyl (C)[6], Oxidation (M)[10] Mascot
1483.7175 1483.6075 -0.11 -74 13 25 EAFQLFDRTGDGK Mascot



1722.8479 1722.7114 -0.1365 -79 94 109 VFDKEGNGTVMGAEIR Mascot
1738.8428 1738.7028 -0.14 -81 94 109 VFDKEGNGTVMGAEIR Oxidation (M)[11] Mascot
1786.8242 1786.6804 -0.1438 -80 79 93 NKDQGTYEDYVEGLR 103 100 Mascot
1786.8242 1786.6804 -0.1438 -80 79 93 NKDQGTYEDYVEGLR Mascot
1799.8414 1799.6979 -0.1435 -80 21 36 TGDGKILYSQCGDVMR Carbamidomethyl (C)[11] Mascot
1888.0037 1887.8478 -0.1559 -83 63 78 VLDFEHFLPMLQTVAK Mascot
1903.9987 1903.842 -0.1567 -82 63 78 VLDFEHFLPMLQTVAK 13 0 Oxidation (M)[10] Mascot
1903.9987 1903.842 -0.1567 -82 63 78 VLDFEHFLPMLQTVAK Oxidation (M)[10] Mascot
2211.1187 2210.9185 -0.2002 -91 98 118 EGNGTVMGAEIRHVLVT Mascot

NGEK

4 myosin, light polypeptide 6, alkali, smooth muscle and gi|119617307 18025.5 4.68 10 340 100 219 100
non-muscle, isoform CRA_c [Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
995.5883 995.5023 -0.086 -86 111 119 HVLVTLGEK Mascot

1025.5051 1025.4271 -0.078 -76 14 21 EAFQLFDR 46 85.212 Mascot
1025.5051 1025.4271 -0.078 -76 14 21 EAFQLFDR Mascot
1341.6289 1341.5288 -0.1001 -75 27 37 ILYSQCGDVMR Carbamidomethyl (C)[6] Mascot
1341.6289 1341.5288 -0.1001 -75 27 37 ILYSQCGDVMR 57 98.828 Carbamidomethyl (C)[6] Mascot
1354.7325 1354.6158 -0.1167 -86 38 50 ALGQNPTNAEVLK Mascot
1357.6239 1357.5093 -0.1146 -84 27 37 ILYSQCGDVMR Carbamidomethyl (C)[6], Oxidation (M)[10] Mascot
1483.7175 1483.6075 # -0.11 -74 14 26 EAFQLFDRTGDGK Mascot Mascot
1722.6959 1722.7114 0.0155 9 147 161 CEGLQESCSHHNPPA Carbamidomethyl (C)[1,8] Mascot
1738.8428 1738.7028 -0.14 -81 95 110 VFDKEGNGTVMGAEIR Oxidation (M)[11] Mascot
1786.8242 1786.6804 -0.1438 -80 80 94 NKDQGTYEDYVEGLR 103 100 Mascot
1786.8242 1786.6804 -0.1438 -80 80 94 NKDQGTYEDYVEGLR Mascot
1799.8414 1799.6979 -0.1435 -80 22 37 TGDGKILYSQCGDVMR Carbamidomethyl (C)[11] Mascot
1888.0037 1887.8478 -0.1559 -83 64 79 VLDFEHFLPMLQTVAK Mascot
1903.9987 1903.842 -0.1567 -82 64 79 VLDFEHFLPMLQTVAK 13 0 Oxidation (M)[10] Mascot
1903.9987 1903.842 -0.1567 -82 64 79 VLDFEHFLPMLQTVAK Oxidation (M)[10] Mascot

5 hypothetical protein PANDA_004079 [Ailuropoda gi|281353259 15100.3 4.56 9 338 100 219 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
995.5883 995.5023 -0.086 -86 104 112 HVLVTLGEK Mascot

1025.5051 1025.4271 -0.078 -76 7 14 EAFQLFDR 46 85.212 Mascot
1025.5051 1025.4271 -0.078 -76 7 14 EAFQLFDR Mascot
1341.6289 1341.5288 -0.1001 -75 20 30 ILYSQCGDVMR Carbamidomethyl (C)[6] Mascot
1341.6289 1341.5288 -0.1001 -75 20 30 ILYSQCGDVMR 57 98.828 Carbamidomethyl (C)[6] Mascot
1354.7325 1354.6158 -0.1167 -86 31 43 ALGQNPTNAEVLK Mascot
1357.6239 1357.5093 -0.1146 -84 20 30 ILYSQCGDVMR Carbamidomethyl (C)[6], Oxidation (M)[10] Mascot
1483.7175 1483.6075 -0.11 -74 7 19 EAFQLFDRTGDGK Mascot
1722.8479 1722.7114 -0.1365 -79 88 103 VFDKEGNGTVMGAEIR Mascot
1738.8428 1738.7028 -0.14 -81 88 103 VFDKEGNGTVMGAEIR Oxidation (M)[11] Mascot
1786.8242 1786.6804 -0.1438 -80 73 87 NKDQGTYEDYVEGLR 103 100 Mascot
1786.8242 1786.6804 -0.1438 -80 73 87 NKDQGTYEDYVEGLR Mascot
1799.8414 1799.6979 -0.1435 -80 15 30 TGDGKILYSQCGDVMR Carbamidomethyl (C)[11] Mascot
1888.0037 1887.8478 -0.1559 -83 57 72 VLDFEHFLPMLQTVAK Mascot
1903.9987 1903.842 -0.1567 -82 57 72 VLDFEHFLPMLQTVAK 13 0 Oxidation (M)[10] Mascot
1903.9987 1903.842 -0.1567 -82 57 72 VLDFEHFLPMLQTVAK Oxidation (M)[10] Mascot

6 mCG140959, isoform CRA_g [Mus musculus] gi|148692630 17787.5 4.52 9 335 100 219 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
995.5883 995.5023 -0.086 -86 112 120 HVLVTLGEK Mascot

1025.5051 1025.4271 -0.078 -76 15 22 EAFQLFDR 46 85.212 Mascot
1025.5051 1025.4271 -0.078 -76 15 22 EAFQLFDR Mascot
1341.6289 1341.5288 -0.1001 -75 28 38 ILYSQCGDVMR Carbamidomethyl (C)[6] Mascot
1341.6289 1341.5288 -0.1001 -75 28 38 ILYSQCGDVMR 57 98.828 Carbamidomethyl (C)[6] Mascot
1354.7325 1354.6158 -0.1167 -86 39 51 ALGQNPTNAEVLK Mascot
1357.6239 1357.5093 -0.1146 -84 28 38 ILYSQCGDVMR Carbamidomethyl (C)[6], Oxidation (M)[10] Mascot
1483.7175 1483.6075 -0.11 -74 15 27 EAFQLFDRTGDGK Mascot
1722.8479 1722.7114 -0.1365 -79 96 111 VFDKEGNGTVMGAEIR Mascot
1738.8428 1738.7028 -0.14 -81 96 111 VFDKEGNGTVMGAEIR Oxidation (M)[11] Mascot
1786.8242 1786.6804 -0.1438 -80 81 95 NKDQGTYEDYVEGLR 103 100 Mascot
1786.8242 1786.6804 -0.1438 -80 81 95 NKDQGTYEDYVEGLR Mascot
1799.8414 1799.6979 -0.1435 -80 23 38 TGDGKILYSQCGDVMR Carbamidomethyl (C)[11] Mascot
1888.0037 1887.8478 -0.1559 -83 65 80 VLDFEHFLPMLQTVAK Mascot
1903.9987 1903.842 -0.1567 -82 65 80 VLDFEHFLPMLQTVAK 13 0 Oxidation (M)[10] Mascot
1903.9987 1903.842 -0.1567 -82 65 80 VLDFEHFLPMLQTVAK Oxidation (M)[10] Mascot

7 Myl6 protein [Rattus norvegicus] gi|183986294 17002.1 4.56 9 331 100 219 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
995.5883 995.5023 -0.086 -86 111 119 HVLVTLGEK Mascot

1025.5051 1025.4271 -0.078 -76 14 21 EAFQLFDR 46 85.212 Mascot
1025.5051 1025.4271 -0.078 -76 14 21 EAFQLFDR Mascot
1341.6289 1341.5288 -0.1001 -75 27 37 ILYSQCGDVMR Carbamidomethyl (C)[6] Mascot
1341.6289 1341.5288 -0.1001 -75 27 37 ILYSQCGDVMR 57 98.828 Carbamidomethyl (C)[6] Mascot
1354.7325 1354.6158 -0.1167 -86 38 50 ALGQNPTNAEVLK Mascot
1357.6239 1357.5093 -0.1146 -84 27 37 ILYSQCGDVMR Carbamidomethyl (C)[6], Oxidation (M)[10] Mascot
1483.7175 1483.6075 -0.11 -74 14 26 EAFQLFDRTGDGK Mascot
1722.8479 1722.7114 -0.1365 -79 95 110 VFDKEGNGTVMGAEIR Mascot
1738.8428 1738.7028 -0.14 -81 95 110 VFDKEGNGTVMGAEIR Oxidation (M)[11] Mascot
1786.8242 1786.6804 -0.1438 -80 80 94 NKDQGTYEDYVEGLR 103 100 Mascot
1786.8242 1786.6804 -0.1438 -80 80 94 NKDQGTYEDYVEGLR Mascot
1799.8414 1799.6979 -0.1435 -80 22 37 TGDGKILYSQCGDVMR Carbamidomethyl (C)[11] Mascot
1888.0037 1887.8478 -0.1559 -83 64 79 VLDFEHFLPMLQTVAK Mascot
1903.9987 1903.842 -0.1567 -82 64 79 VLDFEHFLPMLQTVAK 13 0 Oxidation (M)[10] Mascot
1903.9987 1903.842 -0.1567 -82 64 79 VLDFEHFLPMLQTVAK Oxidation (M)[10] Mascot

8 PREDICTED: similar to myosin, light polypeptide 6, gi|73968363 17946.7 4.43 9 330 100 219 100
alkali, smooth muscle and non-muscle isoform 1 [
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
995.5883 995.5023 -0.086 -86 120 128 HVLVTLGEK Mascot

1025.5051 1025.4271 -0.078 -76 23 30 EAFQLFDR 46 85.212 Mascot
1025.5051 1025.4271 -0.078 -76 23 30 EAFQLFDR Mascot
1341.6289 1341.5288 -0.1001 -75 36 46 ILYSQCGDVMR Carbamidomethyl (C)[6] Mascot
1341.6289 1341.5288 -0.1001 -75 36 46 ILYSQCGDVMR 57 98.828 Carbamidomethyl (C)[6] Mascot
1354.7325 1354.6158 -0.1167 -86 47 59 ALGQNPTNAEVLK Mascot
1357.6239 1357.5093 -0.1146 -84 36 46 ILYSQCGDVMR Carbamidomethyl (C)[6], Oxidation (M)[10] Mascot
1483.7175 1483.6075 -0.11 -74 23 35 EAFQLFDRTGDGK Mascot
1722.8479 1722.7114 -0.1365 -79 104 119 VFDKEGNGTVMGAEIR Mascot
1738.8428 1738.7028 -0.14 -81 104 119 VFDKEGNGTVMGAEIR Oxidation (M)[11] Mascot
1786.8242 1786.6804 -0.1438 -80 89 103 NKDQGTYEDYVEGLR 103 100 Mascot
1786.8242 1786.6804 -0.1438 -80 89 103 NKDQGTYEDYVEGLR Mascot
1799.8414 1799.6979 -0.1435 -80 31 46 TGDGKILYSQCGDVMR Carbamidomethyl (C)[11] Mascot
1888.0037 1887.8478 -0.1559 -83 73 88 VLDFEHFLPMLQTVAK Mascot
1903.9987 1903.842 -0.1567 -82 73 88 VLDFEHFLPMLQTVAK 13 0 Oxidation (M)[10] Mascot
1903.9987 1903.842 -0.1567 -82 73 88 VLDFEHFLPMLQTVAK Oxidation (M)[10] Mascot

9 myosin light polypeptide 6 [Rattus norvegicus] gi|155369650 16964.2 4.46 9 329 100 219 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
995.5883 995.5023 -0.086 -86 111 119 HVLVTLGEK Mascot

1025.5051 1025.4271 -0.078 -76 14 21 EAFQLFDR 46 85.212 Mascot
1025.5051 1025.4271 -0.078 -76 14 21 EAFQLFDR Mascot
1341.6289 1341.5288 -0.1001 -75 27 37 ILYSQCGDVMR Carbamidomethyl (C)[6] Mascot
1341.6289 1341.5288 -0.1001 -75 27 37 ILYSQCGDVMR 57 98.828 Carbamidomethyl (C)[6] Mascot
1354.7325 1354.6158 -0.1167 -86 38 50 ALGQNPTNAEVLK Mascot



1357.6239 1357.5093 -0.1146 -84 27 37 ILYSQCGDVMR Carbamidomethyl (C)[6], Oxidation (M)[10] Mascot
1483.7175 1483.6075 -0.11 -74 14 26 EAFQLFDRTGDGK Mascot
1722.8479 1722.7114 -0.1365 -79 95 110 VFDKEGNGTVMGAEIR Mascot
1738.8428 1738.7028 -0.14 -81 95 110 VFDKEGNGTVMGAEIR Oxidation (M)[11] Mascot
1786.8242 1786.6804 -0.1438 -80 80 94 NKDQGTYEDYVEGLR 103 100 Mascot
1786.8242 1786.6804 -0.1438 -80 80 94 NKDQGTYEDYVEGLR Mascot
1799.8414 1799.6979 -0.1435 -80 22 37 TGDGKILYSQCGDVMR Carbamidomethyl (C)[11] Mascot

1799.6979 Mascot
1888.0037 1887.8478 -0.1559 -83 64 79 VLDFEHFLPMLQTVAK Mascot
1903.9987 1903.842 -0.1567 -82 64 79 VLDFEHFLPMLQTVAK 13 0 Oxidation (M)[10] Mascot
1903.9987 1903.842 -0.1567 -82 64 79 VLDFEHFLPMLQTVAK Oxidation (M)[10] Mascot

10 PREDICTED: myosin, light chain 6, alkali, smooth gi|291389425 21006.6 4.86 9 328 100 219 100
muscle and non-muscle-like [Oryctolagus cuniculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
995.5883 995.5023 -0.086 -86 151 159 HVLVTLGEK Mascot

1025.5051 1025.4271 -0.078 -76 54 61 EAFQLFDR 46 85.212 Mascot
1025.5051 1025.4271 -0.078 -76 54 61 EAFQLFDR Mascot
1341.6289 1341.5288 -0.1001 -75 67 77 ILYSQCGDVMR Carbamidomethyl (C)[6] Mascot
1341.6289 1341.5288 -0.1001 -75 67 77 ILYSQCGDVMR 57 98.828 Carbamidomethyl (C)[6] Mascot
1354.7325 1354.6158 -0.1167 -86 78 90 ALGQNPTNAEVLK Mascot
1357.6239 1357.5093 -0.1146 -84 67 77 ILYSQCGDVMR Carbamidomethyl (C)[6], Oxidation (M)[10] Mascot
1483.7175 1483.6075 -0.11 -74 54 66 EAFQLFDRTGDGK Mascot
1722.8479 1722.7114 -0.1365 -79 135 150 VFDKEGNGTVMGAEIR Mascot
1738.8428 1738.7028 -0.14 -81 135 150 VFDKEGNGTVMGAEIR Oxidation (M)[11] Mascot
1786.8242 1786.6804 -0.1438 -80 120 134 NKDQGTYEDYVEGLR 103 100 Mascot
1786.8242 1786.6804 -0.1438 -80 120 134 NKDQGTYEDYVEGLR Mascot
1799.8414 1799.6979 -0.1435 -80 62 77 TGDGKILYSQCGDVMR Carbamidomethyl (C)[11] Mascot
1888.0037 1887.8478 -0.1559 -83 104 119 VLDFEHFLPMLQTVAK Mascot
1903.9987 1903.842 -0.1567 -82 104 119 VLDFEHFLPMLQTVAK 13 0 Oxidation (M)[10] Mascot
1903.9987 1903.842 -0.1567 -82 104 119 VLDFEHFLPMLQTVAK Oxidation (M)[10] Mascot

Gel Idx/Pos 29/B5 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 serotransferrin precursor [Bos taurus] gi|114326282 77688.7 6.75 34 848 100 588 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3389 -0.0763 -86 135 142 SCHTGLGR Carbamidomethyl (C)[2] Mascot
936.5009 936.4124 -0.0885 -95 608 616 GPNHAVVSR Mascot
1097.505 1097.403 -0.102 -93 540 548 YYGYTGAFR 76 99.995 Mascot
1097.505 1097.403 -0.102 -93 540 548 YYGYTGAFR Mascot

1104.4739 1104.4502 -0.0237 -21 531 539 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1122.579 1122.4742 -0.1048 -93 654 662 DLLFRDDTK Mascot

1156.5316 1156.4269 -0.1047 -91 366 374 WCAIGHQER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.4269 -0.1047 -91 366 374 WCAIGHQER 72 99.984 Carbamidomethyl (C)[2] Mascot

1215.619 1215.5024 -0.1166 -96 695 704 LLEACTFHKP Carbamidomethyl (C)[5] Mascot
1250.6376 1250.5244 -0.1132 -91 122 131 DTDFKLNELR Mascot
1311.6539 1311.5403 -0.1136 -87 156 166 ELPDPQESIQR Mascot
1335.6976 1335.5708 -0.1268 -95 48 59 ILESGPFVSCVK Carbamidomethyl (C)[10] Mascot
1346.6157 1346.4989 -0.1168 -87 27 37 WCTISTHEANK Carbamidomethyl (C)[2] Mascot
1354.6056 1354.4852 -0.1204 -89 245 255 NYELLCGDNTR Carbamidomethyl (C)[6] Mascot
1389.6758 1389.5452 -0.1306 -94 457 468 TSDANINWNNLK Mascot
1447.6594 1447.535 -0.1244 -86 527 539 GTGKECVPNSNER Carbamidomethyl (C)[6] Mascot
1466.6434 1466.5132 -0.1302 -89 671 682 TYDSYLGDDYVR 93 100 Mascot
1466.6434 1466.5132 -0.1302 -89 671 682 TYDSYLGDDYVR Mascot
1482.7006 1482.5686 -0.132 -89 245 256 NYELLCGDNTRK Carbamidomethyl (C)[6] Mascot

1510.743 1510.6088 -0.1342 -89 595 607 KPVTDAENCHLAR Carbamidomethyl (C)[9] Mascot
1550.8036 1550.6515 -0.1521 -98 480 493 TAGWNIPMGLLYSK Mascot
1594.7384 1594.5979 -0.1405 -88 670 682 KTYDSYLGDDYVR Mascot
1640.7664 1640.6217 -0.1447 -88 230 243 HSTVFDNLPNPEDR Mascot
1644.7111 1644.5682 -0.1429 -87 499 513 FDEFFSAGCAPGSPR 84 100 Carbamidomethyl (C)[9] Mascot
1644.7111 1644.5682 -0.1429 -87 499 513 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1715.8962 1715.7404 -0.1558 -91 153 166 LYKELPDPQESIQR Mascot
1715.8962 1715.7404 -0.1558 -91 153 166 LYKELPDPQESIQR 55 99.3 Mascot
1752.7778 1752.7072 -0.0706 -40 351 365 ESKPPDSSKDECMVK Carbamidomethyl (C)[12], Oxidation (M)[13] Mascot
1757.8606 1757.7017 -0.1589 -90 300 314 DKPDNFQLFQSPHGK Mascot
1768.8613 1768.7035 -0.1578 -89 230 244 HSTVFDNLPNPEDRK 69 99.969 Mascot
1768.8613 1768.7035 -0.1578 -89 230 244 HSTVFDNLPNPEDRK Mascot
1939.9403 1939.7644 -0.1759 -91 591 607 DGTRKPVTDAENCHLAR Carbamidomethyl (C)[13] Mascot
1994.8159 1994.6495 -0.1664 -83 200 216 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2182.9609 2182.8054 -0.1555 -71 531 548 ECVPNSNERYYGYTGAF Carbamidomethyl (C)[2] Mascot

R
2261.9954 2261.7947 -0.2007 -89 167 187 AAANFFSASCVPCADQS Carbamidomethyl (C)[10,13] Mascot

SFPK
2274.0066 2273.801 -0.2056 -90 494 513 INNCKFDEFFSAGCAPGS Carbamidomethyl (C)[4,14] Mascot

PR
2274.0066 2273.801 -0.2056 -90 494 513 INNCKFDEFFSAGCAPGS 139 100 Carbamidomethyl (C)[4,14] Mascot

PR
2410.1165 2409.9084 -0.2081 -86 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8] Mascot

2409.9084 Mascot
VVAR

2426.1116 2425.9062 -0.2054 -85 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8], Oxidation (M)[12] Mascot
VVAR

2507.2676 2507.0408 -0.2268 -90 278 299 TVGGKEDVIWELLNHAQ Mascot
EHFGK

2538.2114 2537.9929 -0.2185 -86 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9] Mascot
AVVAR

2546.0808 2545.8623 -0.2185 -86 380 402 WSGFSGGAIECETAENT Carbamidomethyl (C)[11,20] Mascot
EECIAK

2554.2065 2553.9893 -0.2172 -85 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9], Oxidation (M)[13] Mascot
AVVAR

2 serotransferrin precursor [Bos taurus] gi|296490958 77615.7 7.13 34 840 100 588 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3389 -0.0763 -86 135 142 SCHTGLGR Carbamidomethyl (C)[2] Mascot
936.5009 936.4124 -0.0885 -95 608 616 GPNHAVVSR Mascot
1097.505 1097.403 -0.102 -93 540 548 YYGYTGAFR 76 99.995 Mascot
1097.505 1097.403 -0.102 -93 540 548 YYGYTGAFR Mascot

1104.4739 1104.4502 -0.0237 -21 531 539 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1122.579 1122.4742 -0.1048 -93 654 662 DLLFRDDTK Mascot

1156.5316 1156.4269 -0.1047 -91 366 374 WCAIGHQER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.4269 -0.1047 -91 366 374 WCAIGHQER 72 99.984 Carbamidomethyl (C)[2] Mascot

1215.619 1215.5024 -0.1166 -96 695 704 LLEACTFHKP Carbamidomethyl (C)[5] Mascot
1250.6376 1250.5244 -0.1132 -91 122 131 DTDFKLNELR Mascot
1311.6539 1311.5403 -0.1136 -87 156 166 ELPDPQESIQR Mascot
1335.6976 1335.5708 -0.1268 -95 48 59 ILESGPFVSCVK Carbamidomethyl (C)[10] Mascot
1346.6157 1346.4989 -0.1168 -87 27 37 WCTISTHEANK Carbamidomethyl (C)[2] Mascot
1354.6056 1354.4852 -0.1204 -89 245 255 NYELLCGDNTR Carbamidomethyl (C)[6] Mascot
1389.6758 1389.5452 -0.1306 -94 457 468 TSDANINWNNLK Mascot
1447.6594 1447.535 -0.1244 -86 527 539 GTGKECVPNSNER Carbamidomethyl (C)[6] Mascot
1466.6434 1466.5132 -0.1302 -89 671 682 TYDSYLGDDYVR 93 100 Mascot
1466.6434 1466.5132 -0.1302 -89 671 682 TYDSYLGDDYVR Mascot
1482.7006 1482.5686 -0.132 -89 245 256 NYELLCGDNTRK Carbamidomethyl (C)[6] Mascot

1510.743 1510.6088 -0.1342 -89 595 607 KPVTDAENCHLAR Carbamidomethyl (C)[9] Mascot
1550.8036 1550.6515 -0.1521 -98 480 493 TAGWNIPMGLLYSK Mascot
1594.7384 1594.5979 -0.1405 -88 670 682 KTYDSYLGDDYVR Mascot
1640.7664 1640.6217 -0.1447 -88 230 243 HSTVFDNLPNPEDR Mascot
1644.7111 1644.5682 -0.1429 -87 499 513 FDEFFSAGCAPGSPR 84 100 Carbamidomethyl (C)[9] Mascot



1644.7111 1644.5682 -0.1429 -87 499 513 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1715.8962 1715.7404 -0.1558 -91 153 166 LYKELPDPQESIQR Mascot
1715.8962 1715.7404 -0.1558 -91 153 166 LYKELPDPQESIQR 55 99.3 Mascot
1752.7778 1752.7072 -0.0706 -40 351 365 ESKPPDSSKDECMVK Carbamidomethyl (C)[12], Oxidation (M)[13] Mascot
1757.8606 1757.7017 -0.1589 -90 300 314 DKPDNFQLFQSPHGK Mascot
1768.8613 1768.7035 -0.1578 -89 230 244 HSTVFDNLPNPEDRK 69 99.969 Mascot
1768.8613 1768.7035 -0.1578 -89 230 244 HSTVFDNLPNPEDRK Mascot
1939.9403 1939.7644 -0.1759 -91 591 607 DGTRKPVTDAENCHLAR Carbamidomethyl (C)[13] Mascot
1994.8159 1994.6495 -0.1664 -83 200 216 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2182.9609 2182.8054 -0.1555 -71 531 548 ECVPNSNERYYGYTGAF Carbamidomethyl (C)[2] Mascot

R
2261.9954 2261.7947 -0.2007 -89 167 187 AAANFFSASCVPCADQS Carbamidomethyl (C)[10,13] Mascot

SFPK
2274.0066 2273.801 -0.2056 -90 494 513 INNCKFDEFFSAGCAPGS Carbamidomethyl (C)[4,14] Mascot

PR
2274.0066 2273.801 -0.2056 -90 494 513 INNCKFDEFFSAGCAPGS 139 100 Carbamidomethyl (C)[4,14] Mascot

PR
2409.1326 2408.9216 -0.211 -88 257 277 SVDNYQECYLAMVPSHA Carbamidomethyl (C)[8] Mascot

VVAR
2507.2676 2507.0408 -0.2268 -90 278 299 TVGGKEDVIWELLNHAQ Mascot

EHFGK
2537.2275 2537.0024 -0.2251 -89 256 277 KSVDNYQECYLAMVPSH Carbamidomethyl (C)[9] Mascot

AVVAR
2546.0808 2545.8623 -0.2185 -86 380 402 WSGFSGGAIECETAENT Carbamidomethyl (C)[11,20] Mascot

EECIAK

3 transferrin [Bos grunniens] gi|209973077 77607.8 6.92 30 739 100 533 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3389 -0.0763 -86 135 142 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1088.5305 1088.4302 -0.1003 -92 143 152 SAGWNIPMGR Mascot
1097.505 1097.403 -0.102 -93 540 548 YYGYTGAFR 76 99.995 Mascot
1097.505 1097.403 -0.102 -93 540 548 YYGYTGAFR Mascot

1104.4739 1104.4502 -0.0237 -21 531 539 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1122.579 1122.4742 -0.1048 -93 654 662 DLLFRDDTK Mascot

1156.5316 1156.4269 -0.1047 -91 366 374 WCAIGHQER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.4269 -0.1047 -91 366 374 WCAIGHQER 72 99.984 Carbamidomethyl (C)[2] Mascot

1215.619 1215.5024 -0.1166 -96 695 704 LLEACTFHKP Carbamidomethyl (C)[5] Mascot
1335.6976 1335.5708 -0.1268 -95 48 59 ILESGPFVSCVK Carbamidomethyl (C)[10] Mascot
1346.6157 1346.4989 -0.1168 -87 27 37 WCTISTHEANK Carbamidomethyl (C)[2] Mascot
1354.6056 1354.4852 -0.1204 -89 245 255 NYELLCGDNTR Carbamidomethyl (C)[6] Mascot
1389.6758 1389.5452 -0.1306 -94 457 468 TSDANINWNNLK Mascot
1447.6594 1447.535 -0.1244 -86 527 539 GTGKECVPNSNER Carbamidomethyl (C)[6] Mascot
1466.6434 1466.5132 -0.1302 -89 671 682 TYDSYLGDDYVR 93 100 Mascot
1466.6434 1466.5132 -0.1302 -89 671 682 TYDSYLGDDYVR Mascot
1482.7006 1482.5686 -0.132 -89 245 256 NYELLCGDNTRK Carbamidomethyl (C)[6] Mascot

1510.743 1510.6088 -0.1342 -89 595 607 KPVTDAENCHLAR Carbamidomethyl (C)[9] Mascot
1550.8036 1550.6515 -0.1521 -98 480 493 TAGWNIPMGLLYSK Mascot
1594.7384 1594.5979 -0.1405 -88 670 682 KTYDSYLGDDYVR Mascot
1640.7664 1640.6217 -0.1447 -88 230 243 HSTVFDNLPNPEDR Mascot
1644.7111 1644.5682 -0.1429 -87 499 513 FDEFFSAGCAPGSPR 84 100 Carbamidomethyl (C)[9] Mascot
1644.7111 1644.5682 -0.1429 -87 499 513 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1752.7778 1752.7072 -0.0706 -40 351 365 ESKPPDSSKDECMVK Carbamidomethyl (C)[12], Oxidation (M)[13] Mascot
1757.8606 1757.7017 -0.1589 -90 300 314 DKPDNFQLFQSPHGK Mascot
1768.8613 1768.7035 -0.1578 -89 230 244 HSTVFDNLPNPEDRK 69 99.969 Mascot
1768.8613 1768.7035 -0.1578 -89 230 244 HSTVFDNLPNPEDRK Mascot
1939.9403 1939.7644 -0.1759 -91 591 607 DGTRKPVTDAENCHLAR Carbamidomethyl (C)[13] Mascot
1994.8159 1994.6495 -0.1664 -83 200 216 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2182.9609 2182.8054 -0.1555 -71 531 548 ECVPNSNERYYGYTGAF Carbamidomethyl (C)[2] Mascot

R
2274.0066 2273.801 -0.2056 -90 494 513 INNCKFDEFFSAGCAPGS Carbamidomethyl (C)[4,14] Mascot

PR
2274.0066 2273.801 -0.2056 -90 494 513 INNCKFDEFFSAGCAPGS 139 100 Carbamidomethyl (C)[4,14] Mascot

PR
2410.1165 2409.9084 -0.2081 -86 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8] Mascot

VVAR
2426.1116 2425.9062 -0.2054 -85 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8], Oxidation (M)[12] Mascot

VVAR
2507.2676 2507.0408 -0.2268 -90 278 299 TVGGKEDVIWELLNHAQ Mascot

EHFGK
2538.2114 2537.9929 -0.2185 -86 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9] Mascot

AVVAR
2546.0808 2545.8623 -0.2185 -86 380 402 WSGFSGGAIECETAENT Carbamidomethyl (C)[11,20] Mascot

EECIAK
2554.2065 2553.9893 -0.2172 -85 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9], Oxidation (M)[13] Mascot

AVVAR

4 hemiferrin, transferrin-like protein [Rattus norvegicus] gi|28849947 24075.5 7.86 11 463 100 393 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1097.505 1097.403 -0.102 -93 53 61 YYGYTGAFR 76 99.995 Mascot
1097.505 1097.403 -0.102 -93 53 61 YYGYTGAFR Mascot

1104.4739 1104.4502 -0.0237 -21 44 52 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1122.579 1122.4742 -0.1048 -93 166 174 DLLFRDDTK Mascot
1215.619 1215.5024 -0.1166 -96 207 216 LLEACTFHKP Carbamidomethyl (C)[5] Mascot

1447.6594 1447.535 -0.1244 -86 40 52 GTGKECVPNSNER Carbamidomethyl (C)[6] Mascot
1466.6434 1466.5132 -0.1302 -89 183 194 TYDSYLGDDYVR 93 100 Mascot
1466.6434 1466.5132 -0.1302 -89 183 194 TYDSYLGDDYVR Mascot
1594.7384 1594.5979 -0.1405 -88 182 194 KTYDSYLGDDYVR Mascot
1644.7111 1644.5682 -0.1429 -87 11 25 FDEFFSAGCAPGSPR 84 100 Carbamidomethyl (C)[9] Mascot
1644.7111 1644.5682 -0.1429 -87 11 25 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1994.8583 1994.6495 -0.2088 -105 149 165 SVTDCTSNFCLFQSNSK Carbamidomethyl (C)[5,10] Mascot
2182.9609 2182.8054 -0.1555 -71 44 61 ECVPNSNERYYGYTGAF Carbamidomethyl (C)[2] Mascot

R
2274.0066 2273.801 -0.2056 -90 6 25 INNCKFDEFFSAGCAPGS Carbamidomethyl (C)[4,14] Mascot

PR
2274.0066 2273.801 -0.2056 -90 6 25 INNCKFDEFFSAGCAPGS 139 100 Carbamidomethyl (C)[4,14] Mascot

PR

5 PREDICTED: similar to Serotransferrin precursor gi|73990156 77678.3 7.75 16 133 100 75 99.992
(Transferrin) (Siderophilin) (Beta-1-metal binding 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3389 -0.0763 -86 134 141 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1097.4792 1097.403 -0.0762 -69 529 537 ECVPNNHER Mascot
1097.505 1097.403 -0.102 -93 538 546 YYGYTGAFR 76 99.995 Mascot

1250.6099 1250.5244 -0.0855 -68 364 374 WCAVGHHEIAK Mascot
1310.5317 1310.5736 0.0419 32 375 385 CDEWSVNSEGK Carbamidomethyl (C)[1] Mascot
1363.7004 1363.5227 -0.1777 -130 319 330 DSAEGFFRIPPK Mascot
1378.6816 1378.6095 -0.0721 -52 187 198 LCQLCVGKGTDK Carbamidomethyl (C)[2,5] Mascot
1550.6792 1550.6515 -0.0277 -18 580 592 EEDFELLCPDGQR Mascot
1594.7893 1594.5979 -0.1914 -120 652 664 DLLFRDDTQCLAK Carbamidomethyl (C)[10] Mascot
1605.8206 1605.6677 -0.1529 -95 478 491 TAGWNIPMGLLYNR Mascot
1640.8643 1640.6217 -0.2426 -148 673 687 SYLGAEYITAVANLR Mascot
1939.8987 1939.7644 -0.1343 -69 386 403 IECESAESTEDCIAKIAK Mascot
1994.8159 1994.6495 -0.1664 -83 199 215 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2262.0681 2261.7947 -0.2734 -121 166 186 AASSFFTASCVPCVDRTA Carbamidomethyl (C)[10] Mascot

FPK
2273.9888 2273.801 -0.1878 -83 492 511 INHCEFDKFFSQGCAPGS Mascot

MR
2273.9888 2273.801 -0.1878 -83 492 511 INHCEFDKFFSQGCAPGS Mascot



MR
2507.1438 2507.0408 -0.103 -41 39 60 CSSFMENMKTVLENGPF Carbamidomethyl (C)[1] Mascot

VSCVK

6 PREDICTED: similar to Serotransferrin precursor gi|73990152 78004.3 7.55 16 132 100 75 99.992
(Transferrin) (Siderophilin) (Beta-1-metal binding 
Peptide Information

Start End Ion
Calc. Mass Obsrv. Mass ± da ± ppm Sequence C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3389 -0.0763 -86 134 141 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1097.4792 1097.403 -0.0762 -69 531 539 ECVPNNHER Mascot
1097.505 1097.403 -0.102 -93 540 548 YYGYTGAFR 76 99.995 Mascot

1250.6099 1250.5244 -0.0855 -68 366 376 WCAVGHHEIAK Mascot
1310.5317 1310.5736 0.0419 32 377 387 CDEWSVNSEGK Carbamidomethyl (C)[1] Mascot
1363.7004 1363.5227 -0.1777 -130 319 330 DSAEGFFRIPPK Mascot
1378.6816 1378.6095 -0.0721 -52 187 198 LCQLCVGKGTDK Carbamidomethyl (C)[2,5] Mascot
1550.6792 1550.6515 -0.0277 -18 582 594 EEDFELLCPDGQR Mascot
1594.7893 1594.5979 -0.1914 -120 654 666 DLLFRDDTQCLAK Carbamidomethyl (C)[10] Mascot
1605.8206 1605.6677 -0.1529 -95 480 493 TAGWNIPMGLLYNR Mascot
1640.8643 1640.6217 -0.2426 -148 675 689 SYLGAEYITAVANLR Mascot
1939.8987 1939.7644 -0.1343 -69 388 405 IECESAESTEDCIAKIAK Mascot
1994.8159 1994.6495 -0.1664 -83 199 215 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2262.0681 2261.7947 -0.2734 -121 166 186 AASSFFTASCVPCVDRTA Carbamidomethyl (C)[10] Mascot

FPK
2273.9888 2273.801 -0.1878 -83 494 513 INHCEFDKFFSQGCAPGS Mascot

MR
2273.9888 2273.801 -0.1878 -83 494 513 INHCEFDKFFSQGCAPGS Mascot

MR
2507.1438 2507.0408 -0.103 -41 39 60 CSSFMENMKTVLENGPF Carbamidomethyl (C)[1] Mascot

VSCVK

7 PREDICTED: similar to Serotransferrin precursor gi|73990150 78267.6 7.74 16 131 100 75 99.992
(Transferrin) (Siderophilin) (Beta-1-metal binding 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3389 -0.0763 -86 134 141 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1097.4792 1097.403 -0.0762 -69 532 540 ECVPNNHER Mascot
1097.505 1097.403 -0.102 -93 541 549 YYGYTGAFR 76 99.995 Mascot

1250.6099 1250.5244 -0.0855 -68 364 374 WCAVGHHEIAK Mascot
1310.5317 1310.5736 0.0419 32 375 385 CDEWSVNSEGK Carbamidomethyl (C)[1] Mascot
1363.7004 1363.5227 -0.1777 -130 319 330 DSAEGFFRIPPK Mascot
1378.6816 1378.6095 -0.0721 -52 187 198 LCQLCVGKGTDK Carbamidomethyl (C)[2,5] Mascot
1550.6792 1550.6515 -0.0277 -18 583 595 EEDFELLCPDGQR Mascot
1594.7893 1594.5979 -0.1914 -120 655 667 DLLFRDDTQCLAK Carbamidomethyl (C)[10] Mascot
1605.8206 1605.6677 -0.1529 -95 481 494 TAGWNIPMGLLYNR Mascot
1640.8643 1640.6217 -0.2426 -148 676 690 SYLGAEYITAVANLR Mascot
1939.8987 1939.7644 -0.1343 -69 386 403 IECESAESTEDCIAKIAK Mascot

1939.7644 Mascot
1994.8159 1994.6495 -0.1664 -83 199 215 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2262.0681 2261.7947 -0.2734 -121 166 186 AASSFFTASCVPCVDRTA Carbamidomethyl (C)[10] Mascot

FPK
2273.9888 2273.801 -0.1878 -83 495 514 INHCEFDKFFSQGCAPGS Mascot

MR
2273.9888 2273.801 -0.1878 -83 495 514 INHCEFDKFFSQGCAPGS Mascot

MR
2507.1438 2507.0408 -0.103 -41 39 60 CSSFMENMKTVLENGPF Carbamidomethyl (C)[1] Mascot

VSCVK

8 PREDICTED: similar to Serotransferrin precursor gi|73990154 78139.6 7.99 16 130 100 75 99.992
(Transferrin) (Siderophilin) (Beta-1-metal binding 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3389 -0.0763 -86 134 141 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1097.4792 1097.403 -0.0762 -69 530 538 ECVPNNHER Mascot
1097.505 1097.403 -0.102 -93 539 547 YYGYTGAFR 76 99.995 Mascot

1250.6099 1250.5244 -0.0855 -68 362 372 WCAVGHHEIAK Mascot
1310.5317 1310.5736 0.0419 32 373 383 CDEWSVNSEGK Carbamidomethyl (C)[1] Mascot
1363.7004 1363.5227 -0.1777 -130 319 330 DSAEGFFRIPPK Mascot
1378.6816 1378.6095 -0.0721 -52 187 198 LCQLCVGKGTDK Carbamidomethyl (C)[2,5] Mascot
1550.6792 1550.6515 -0.0277 -18 581 593 EEDFELLCPDGQR Mascot
1594.7893 1594.5979 -0.1914 -120 653 665 DLLFRDDTQCLAK Carbamidomethyl (C)[10] Mascot
1605.8206 1605.6677 -0.1529 -95 479 492 TAGWNIPMGLLYNR Mascot
1640.8643 1640.6217 -0.2426 -148 674 688 SYLGAEYITAVANLR Mascot
1939.8987 1939.7644 -0.1343 -69 384 401 IECESAESTEDCIAKIAK Mascot
1994.8159 1994.6495 -0.1664 -83 199 215 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2262.0681 2261.7947 -0.2734 -121 166 186 AASSFFTASCVPCVDRTA Carbamidomethyl (C)[10] Mascot

FPK
2273.9888 2273.801 -0.1878 -83 493 512 INHCEFDKFFSQGCAPGS Mascot

MR
2273.9888 2273.801 -0.1878 -83 493 512 INHCEFDKFFSQGCAPGS Mascot

MR
2507.1438 2507.0408 -0.103 -41 39 60 CSSFMENMKTVLENGPF Carbamidomethyl (C)[1] Mascot

VSCVK

9 PREDICTED: similar to Serotransferrin precursor gi|73990146 78338.6 7.73 16 129 100 75 99.992
(Transferrin) (Siderophilin) (Beta-1-metal binding 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3389 -0.0763 -86 134 141 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1097.4792 1097.403 -0.0762 -69 533 541 ECVPNNHER Mascot
1097.403 Mascot

1097.505 1097.403 -0.102 -93 542 550 YYGYTGAFR 76 99.995 Mascot
1250.6099 1250.5244 -0.0855 -68 362 372 WCAVGHHEIAK Mascot
1310.5317 1310.5736 0.0419 32 373 383 CDEWSVNSEGK Carbamidomethyl (C)[1] Mascot
1363.7004 1363.5227 -0.1777 -130 319 330 DSAEGFFRIPPK Mascot
1378.6816 1378.6095 -0.0721 -52 187 198 LCQLCVGKGTDK Carbamidomethyl (C)[2,5] Mascot
1550.6792 1550.6515 -0.0277 -18 584 596 EEDFELLCPDGQR Mascot
1594.7893 1594.5979 -0.1914 -120 656 668 DLLFRDDTQCLAK Carbamidomethyl (C)[10] Mascot
1605.8206 1605.6677 -0.1529 -95 482 495 TAGWNIPMGLLYNR Mascot
1640.8643 1640.6217 -0.2426 -148 677 691 SYLGAEYITAVANLR Mascot
1939.8987 1939.7644 -0.1343 -69 384 401 IECESAESTEDCIAKIAK Mascot
1994.8159 1994.6495 -0.1664 -83 199 215 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2262.0593 2261.7947 -0.2646 -117 437 458 SEFGSTCSNTAEEGYLA Mascot

VAVVK
2273.9888 2273.801 -0.1878 -83 496 515 INHCEFDKFFSQGCAPGS Mascot

MR
2273.9888 2273.801 -0.1878 -83 496 515 INHCEFDKFFSQGCAPGS Mascot

MR
2507.1438 2507.0408 -0.103 -41 39 60 CSSFMENMKTVLENGPF Carbamidomethyl (C)[1] Mascot

VSCVK

10 PREDICTED: similar to Serotransferrin precursor gi|73990144 79105.8 6.88 15 123 100 75 99.992
(Transferrin) (Siderophilin) (Beta-1-metal binding 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.3389 -0.0763 -86 134 141 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1097.4792 1097.403 -0.0762 -69 542 550 ECVPNNHER Mascot
1097.505 1097.403 -0.102 -93 551 559 YYGYTGAFR 76 99.995 Mascot

1250.6099 1250.5244 -0.0855 -68 360 370 WCAVGHHEIAK Mascot
1310.5317 1310.5736 0.0419 32 371 381 CDEWSVNSEGK Carbamidomethyl (C)[1] Mascot



1363.7004 1363.5227 -0.1777 -130 319 330 DSAEGFFRIPPK Mascot
1378.6816 1378.6095 -0.0721 -52 187 198 LCQLCVGKGTDK Carbamidomethyl (C)[2,5] Mascot
1550.6792 1550.6515 -0.0277 -18 593 605 EEDFELLCPDGQR Mascot
1594.7893 1594.5979 -0.1914 -120 665 677 DLLFRDDTQCLAK Carbamidomethyl (C)[10] Mascot
1605.8206 1605.6677 -0.1529 -95 480 493 TAGWNIPMGLLYNR Mascot
1640.8643 1640.6217 -0.2426 -148 686 700 SYLGAEYITAVANLR Mascot
1939.8987 1939.7644 -0.1343 -69 382 399 IECESAESTEDCIAKIAK Mascot
1994.8159 1994.6495 -0.1664 -83 199 215 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2262.0593 2261.7947 -0.2646 -117 435 456 SEFGSTCSNTAEEGYLA Mascot

VAVVK
2507.1438 2507.0408 -0.103 -41 39 60 CSSFMENMKTVLENGPF Carbamidomethyl (C)[1] Mascot

2507.0408 Mascot
VSCVK

Gel Idx/Pos 41/B6 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 PREDICTED: similar to Tubulin alpha-6 chain gi|73996530 46041.7 4.99 14 614 100 488 100
(Alpha-tubulin 6) (Alpha-tubulin isotype M-alpha-6) iso
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1085.6201 1085.5504 -0.0697 -64 78 86 EIIDLVLDR Mascot
1249.5526 1249.4755 -0.0771 -62 277 285 YMACCLLYR Carbamidomethyl (C)[4,5] Mascot
1249.5526 1249.4755 -0.0771 -62 277 285 YMACCLLYR 43 79.63 Carbamidomethyl (C)[4,5] Mascot
1265.5475 1265.4596 -0.0879 -69 277 285 YMACCLLYR Carbamidomethyl (C)[4,5], Oxidation (M)[2] Mascot
1410.7739 1410.6707 -0.1032 -73 50 61 QLFHPEQLITGK Mascot
1487.8792 1487.7875 -0.0917 -62 195 208 LISQIVSSITASLR Mascot
1584.7515 1584.644 -0.1075 -68 305 317 SIQFVDWCPTGFK Carbamidomethyl (C)[8] Mascot
1587.7229 1587.6951 -0.0278 -18 274 285 HGKYMACCLLYR Carbamidomethyl (C)[7,8], Oxidation (M)[5] Mascot
1701.9058 1701.7961 -0.1097 -64 30 44 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7961 -0.1097 -64 30 44 AVFVDLEPTVIDEVR 108 100 Mascot
1718.8821 1718.7701 -0.112 -65 181 194 NLDIERPTYTNLNR Mascot
1740.8527 1740.7456 -0.1071 -62 304 317 RSIQFVDWCPTGFK Carbamidomethyl (C)[9] Mascot
1756.9633 1756.8335 -0.1298 -74 230 245 IHFPLATYAPVISAEK Mascot
1864.9044 1864.7849 -0.1195 -64 339 355 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3] Mascot
1864.9044 1864.7849 -0.1195 -64 339 355 AVCMLSNTTAIAEAWAR 130 100 Carbamidomethyl (C)[3] Mascot
1880.8993 1880.7762 -0.1231 -65 339 355 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2330.0181 2329.8628 -0.1553 -67 368 387 AFVHWYVGEGMEEGEF Mascot

SEAR
2330.0181 2329.8628 -0.1553 -67 368 387 AFVHWYVGEGMEEGEF 98 100 Mascot

SEAR
2346.0132 2345.8628 -0.1504 -64 368 387 AFVHWYVGEGMEEGEF Oxidation (M)[11] Mascot

SEAR
2409.2085 2409.0493 -0.1592 -66 209 229 FDGALNVDLTEFQTNLVP Mascot

YPR
2409.2085 2409.0493 -0.1592 -66 209 229 FDGALNVDLTEFQTNLVP 109 100 Mascot

YPR
2415.2051 2415.0474 -0.1577 -65 50 70 QLFHPEQLITGKEDAANN Mascot

YAR

2 unnamed protein product [Homo sapiens] gi|193786502 46211.8 4.99 14 613 100 488 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1085.6201 1085.5504 -0.0697 -64 78 86 EIIDLVLDR Mascot
1249.5526 1249.4755 -0.0771 -62 277 285 YMACCLLYR Carbamidomethyl (C)[4,5] Mascot
1249.5526 1249.4755 -0.0771 -62 277 285 YMACCLLYR 43 79.63 Carbamidomethyl (C)[4,5] Mascot
1265.5475 1265.4596 -0.0879 -69 277 285 YMACCLLYR Carbamidomethyl (C)[4,5], Oxidation (M)[2] Mascot
1410.7739 1410.6707 -0.1032 -73 50 61 QLFHPEQLITGK Mascot
1487.8792 1487.7875 -0.0917 -62 195 208 LISQIVSSITASLR Mascot
1584.7515 1584.644 -0.1075 -68 305 317 SIQFVDWCPTGFK Carbamidomethyl (C)[8] Mascot
1587.7229 1587.6951 -0.0278 -18 274 285 HGKYMACCLLYR Carbamidomethyl (C)[7,8], Oxidation (M)[5] Mascot
1701.9058 1701.7961 -0.1097 -64 30 44 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7961 -0.1097 -64 30 44 AVFVDLEPTVIDEVR 108 100 Mascot
1718.8821 1718.7701 -0.112 -65 181 194 NLDIERPTYTNLNR Mascot
1740.8527 1740.7456 -0.1071 -62 304 317 RSIQFVDWCPTGFK Carbamidomethyl (C)[9] Mascot
1756.9633 1756.8335 -0.1298 -74 230 245 IHFPLATYAPVISAEK Mascot
1864.9044 1864.7849 -0.1195 -64 339 355 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3] Mascot
1864.9044 1864.7849 -0.1195 -64 339 355 AVCMLSNTTAIAEAWAR 130 100 Carbamidomethyl (C)[3] Mascot
1880.8993 1880.7762 -0.1231 -65 339 355 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2330.0181 2329.8628 -0.1553 -67 368 387 AFVHWYVGEGMEEGEF Mascot

SEAR
2330.0181 2329.8628 -0.1553 -67 368 387 AFVHWYVGEGMEEGEF 98 100 Mascot

SEAR
2346.0132 2345.8628 -0.1504 -64 368 387 AFVHWYVGEGMEEGEF Oxidation (M)[11] Mascot

SEAR
2409.2085 2409.0493 -0.1592 -66 209 229 FDGALNVDLTEFQTNLVP Mascot

YPR
2409.2085 2409.0493 -0.1592 -66 209 229 FDGALNVDLTEFQTNLVP 109 100 Mascot

YPR
2415.2051 2415.0474 -0.1577 -65 50 70 QLFHPEQLITGKEDAANN Mascot

YAR

3 PREDICTED: similar to Tubulin alpha-2 chain gi|73996522 48178.6 5 14 611 100 488 100
(Alpha-tubulin 2) isoform 7 [Canis familiaris]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1085.6201 1085.5504 -0.0697 -64 113 121 EIIDLVLDR Mascot
1249.5526 1249.4755 -0.0771 -62 297 305 YMACCLLYR Carbamidomethyl (C)[4,5] Mascot
1249.5526 1249.4755 -0.0771 -62 297 305 YMACCLLYR 43 79.63 Carbamidomethyl (C)[4,5] Mascot
1265.5475 1265.4596 -0.0879 -69 297 305 YMACCLLYR Carbamidomethyl (C)[4,5], Oxidation (M)[2] Mascot
1410.7739 1410.6707 -0.1032 -73 85 96 QLFHPEQLITGK Mascot

1410.6707 Mascot
1487.8792 1487.7875 -0.0917 -62 215 228 LISQIVSSITASLR Mascot
1584.7515 1584.644 -0.1075 -68 325 337 SIQFVDWCPTGFK Carbamidomethyl (C)[8] Mascot
1587.7229 1587.6951 -0.0278 -18 294 305 HGKYMACCLLYR Carbamidomethyl (C)[7,8], Oxidation (M)[5] Mascot
1701.9058 1701.7961 -0.1097 -64 65 79 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7961 -0.1097 -64 65 79 AVFVDLEPTVIDEVR 108 100 Mascot
1718.8821 1718.7701 -0.112 -65 201 214 NLDIERPTYTNLNR Mascot
1740.8527 1740.7456 -0.1071 -62 324 337 RSIQFVDWCPTGFK Carbamidomethyl (C)[9] Mascot
1756.9633 1756.8335 -0.1298 -74 250 265 IHFPLATYAPVISAEK Mascot
1864.9044 1864.7849 -0.1195 -64 359 375 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3] Mascot
1864.9044 1864.7849 -0.1195 -64 359 375 AVCMLSNTTAIAEAWAR 130 100 Carbamidomethyl (C)[3] Mascot
1880.8993 1880.7762 -0.1231 -65 359 375 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2330.0181 2329.8628 -0.1553 -67 388 407 AFVHWYVGEGMEEGEF Mascot

SEAR
2330.0181 2329.8628 -0.1553 -67 388 407 AFVHWYVGEGMEEGEF 98 100 Mascot

SEAR
2346.0132 2345.8628 -0.1504 -64 388 407 AFVHWYVGEGMEEGEF Oxidation (M)[11] Mascot

SEAR
2409.2085 2409.0493 -0.1592 -66 229 249 FDGALNVDLTEFQTNLVP Mascot

YPR
2409.2085 2409.0493 -0.1592 -66 229 249 FDGALNVDLTEFQTNLVP 109 100 Mascot

YPR
2415.2051 2415.0474 -0.1577 -65 85 105 QLFHPEQLITGKEDAANN Mascot

YAR

4 alpha tubulin [Cricetulus griseus] gi|27762594 49988.6 4.94 14 609 100 488 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type



Seq. Seq. Score
1085.6201 1085.5504 -0.0697 -64 112 120 EIIDLVLDR Mascot
1249.5526 1249.4755 -0.0771 -62 311 319 YMACCLLYR Carbamidomethyl (C)[4,5] Mascot
1249.5526 1249.4755 -0.0771 -62 311 319 YMACCLLYR 43 79.63 Carbamidomethyl (C)[4,5] Mascot
1265.5475 1265.4596 -0.0879 -69 311 319 YMACCLLYR Carbamidomethyl (C)[4,5], Oxidation (M)[2] Mascot
1410.7739 1410.6707 -0.1032 -73 84 95 QLFHPEQLITGK Mascot
1487.8792 1487.7875 -0.0917 -62 229 242 LISQIVSSITASLR Mascot
1584.7515 1584.644 -0.1075 -68 339 351 SIQFVDWCPTGFK Carbamidomethyl (C)[8] Mascot
1587.7229 1587.6951 -0.0278 -18 308 319 HGKYMACCLLYR Carbamidomethyl (C)[7,8], Oxidation (M)[5] Mascot
1701.9058 1701.7961 -0.1097 -64 64 78 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7961 -0.1097 -64 64 78 AVFVDLEPTVIDEVR 108 100 Mascot
1718.8821 1718.7701 -0.112 -65 215 228 NLDIERPTYTNLNR Mascot
1740.8527 1740.7456 -0.1071 -62 338 351 RSIQFVDWCPTGFK Carbamidomethyl (C)[9] Mascot
1756.9633 1756.8335 -0.1298 -74 264 279 IHFPLATYAPVISAEK Mascot
1864.9044 1864.7849 -0.1195 -64 373 389 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3] Mascot
1864.9044 1864.7849 -0.1195 -64 373 389 AVCMLSNTTAIAEAWAR 130 100 Carbamidomethyl (C)[3] Mascot
1880.8993 1880.7762 -0.1231 -65 373 389 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2330.0181 2329.8628 -0.1553 -67 402 421 AFVHWYVGEGMEEGEF Mascot

SEAR
2330.0181 2329.8628 -0.1553 -67 402 421 AFVHWYVGEGMEEGEF 98 100 Mascot

SEAR
2346.0132 2345.8628 -0.1504 -64 402 421 AFVHWYVGEGMEEGEF Oxidation (M)[11] Mascot

SEAR
2409.2085 2409.0493 -0.1592 -66 243 263 FDGALNVDLTEFQTNLVP Mascot

YPR
2409.2085 2409.0493 -0.1592 -66 243 263 FDGALNVDLTEFQTNLVP 109 100 Mascot

YPR
2415.2051 2415.0474 -0.1577 -65 84 104 QLFHPEQLITGKEDAANN Mascot

YAR

5 PREDICTED: similar to Tubulin alpha-2 chain gi|74005772 51037 4.98 14 608 100 488 100
(Alpha-tubulin 2) [Canis familiaris]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1085.6201 1085.5504 -0.0697 -64 122 130 ELIDLVLDR Mascot
1249.5526 1249.4755 -0.0771 -62 321 329 YMACCLLYR Carbamidomethyl (C)[4,5] Mascot
1249.5526 1249.4755 -0.0771 -62 321 329 YMACCLLYR 43 79.63 Carbamidomethyl (C)[4,5] Mascot
1265.5475 1265.4596 -0.0879 -69 321 329 YMACCLLYR Carbamidomethyl (C)[4,5], Oxidation (M)[2] Mascot
1410.7739 1410.6707 -0.1032 -73 94 105 QLFHPEQLITGK Mascot
1487.8792 1487.7875 -0.0917 -62 239 252 LISQIVSSITASLR Mascot
1584.7515 1584.644 -0.1075 -68 349 361 SIQFVDWCPTGFK Carbamidomethyl (C)[8] Mascot
1587.7229 1587.6951 -0.0278 -18 318 329 HGKYMACCLLYR Carbamidomethyl (C)[7,8], Oxidation (M)[5] Mascot
1701.9058 1701.7961 -0.1097 -64 74 88 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7961 -0.1097 -64 74 88 AVFVDLEPTVIDEVR 108 100 Mascot
1718.8821 1718.7701 -0.112 -65 225 238 NLDIERPTYTNLNR Mascot
1740.8527 1740.7456 -0.1071 -62 348 361 RSIQFVDWCPTGFK Carbamidomethyl (C)[9] Mascot
1756.9633 1756.8335 -0.1298 -74 274 289 IHFPLATYAPVISAEK Mascot
1864.9044 1864.7849 -0.1195 -64 383 399 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3] Mascot
1864.9044 1864.7849 -0.1195 -64 383 399 AVCMLSNTTAIAEAWAR 130 100 Carbamidomethyl (C)[3] Mascot
1880.8993 1880.7762 -0.1231 -65 383 399 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2330.0181 2329.8628 -0.1553 -67 412 431 AFVHWYVGEGMEEGEF Mascot

SEAR
2330.0181 2329.8628 -0.1553 -67 412 431 AFVHWYVGEGMEEGEF 98 100 Mascot

SEAR
2346.0132 2345.8628 -0.1504 -64 412 431 AFVHWYVGEGMEEGEF Oxidation (M)[11] Mascot

SEAR
2409.2085 2409.0493 -0.1592 -66 253 273 FDGALNVDLTEFQTNLVP Mascot

YPR
2409.2085 2409.0493 -0.1592 -66 253 273 FDGALNVDLTEFQTNLVP 109 100 Mascot

YPR
2415.2051 2415.0474 -0.1577 -65 94 114 QLFHPEQLITGKEDAANN Mascot

YAR

6 PREDICTED: similar to Tubulin alpha-2 chain gi|73996778 57397.1 5.04 14 601 100 488 100
(Alpha-tubulin 2) [Canis familiaris]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1085.6201 1085.5504 -0.0697 -64 180 188 EIIDLVLDR Mascot
1249.5526 1249.4755 -0.0771 -62 379 387 YMACCLLYR Carbamidomethyl (C)[4,5] Mascot
1249.5526 1249.4755 -0.0771 -62 379 387 YMACCLLYR 43 79.63 Carbamidomethyl (C)[4,5] Mascot
1265.5475 1265.4596 -0.0879 -69 379 387 YMACCLLYR Carbamidomethyl (C)[4,5], Oxidation (M)[2] Mascot
1410.7739 1410.6707 -0.1032 -73 152 163 QLFHPEQLITGK Mascot
1487.8792 1487.7875 -0.0917 -62 297 310 LISQIVSSITASLR Mascot
1584.7515 1584.644 -0.1075 -68 407 419 SIQFVDWCPTGFK Carbamidomethyl (C)[8] Mascot
1587.7229 1587.6951 -0.0278 -18 376 387 HGKYMACCLLYR Carbamidomethyl (C)[7,8], Oxidation (M)[5] Mascot
1701.9058 1701.7961 -0.1097 -64 132 146 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7961 -0.1097 -64 132 146 AVFVDLEPTVIDEVR 108 100 Mascot
1718.8821 1718.7701 -0.112 -65 283 296 NLDIERPTYTNLNR Mascot
1740.8527 1740.7456 -0.1071 -62 406 419 RSIQFVDWCPTGFK Carbamidomethyl (C)[9] Mascot
1756.9633 1756.8335 -0.1298 -74 332 347 IHFPLATYAPVISAEK Mascot
1864.9044 1864.7849 -0.1195 -64 441 457 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3] Mascot
1864.9044 1864.7849 -0.1195 -64 441 457 AVCMLSNTTAIAEAWAR 130 100 Carbamidomethyl (C)[3] Mascot
1880.8993 1880.7762 -0.1231 -65 441 457 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2330.0181 2329.8628 -0.1553 -67 470 489 AFVHWYVGEGMEEGEF Mascot

SEAR
2330.0181 2329.8628 -0.1553 -67 470 489 AFVHWYVGEGMEEGEF 98 100 Mascot

SEAR
2346.0132 2345.8628 -0.1504 -64 470 489 AFVHWYVGEGMEEGEF Oxidation (M)[11] Mascot

SEAR
2409.2085 2409.0493 -0.1592 -66 311 331 FDGALNVDLTEFQTNLVP Mascot

YPR
2409.2085 2409.0493 -0.1592 -66 311 331 FDGALNVDLTEFQTNLVP 109 100 Mascot

YPR
2415.2051 2415.0474 -0.1577 -65 152 172 QLFHPEQLITGKEDAANN Mascot

YAR

7 PREDICTED: similar to Tubulin alpha-6 chain gi|73996524 48067.5 4.92 13 598 100 488 100
(Alpha-tubulin 6) (Alpha-tubulin isotype M-alpha-6) iso
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1249.5526 1249.4755 -0.0771 -62 296 304 YMACCLLYR Carbamidomethyl (C)[4,5] Mascot
1249.5526 1249.4755 -0.0771 -62 296 304 YMACCLLYR 43 79.63 Carbamidomethyl (C)[4,5] Mascot
1265.5475 1265.4596 -0.0879 -69 296 304 YMACCLLYR Carbamidomethyl (C)[4,5], Oxidation (M)[2] Mascot
1410.7739 1410.6707 -0.1032 -73 85 96 QLFHPEQLITGK Mascot
1487.8792 1487.7875 -0.0917 -62 214 227 LISQIVSSITASLR Mascot
1584.7515 1584.644 -0.1075 -68 324 336 SIQFVDWCPTGFK Carbamidomethyl (C)[8] Mascot
1587.7229 1587.6951 -0.0278 -18 293 304 HGKYMACCLLYR Carbamidomethyl (C)[7,8], Oxidation (M)[5] Mascot
1701.9058 1701.7961 -0.1097 -64 65 79 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7961 -0.1097 -64 65 79 AVFVDLEPTVIDEVR 108 100 Mascot
1718.8821 1718.7701 -0.112 -65 200 213 NLDIERPTYTNLNR Mascot
1740.8527 1740.7456 -0.1071 -62 323 336 RSIQFVDWCPTGFK Carbamidomethyl (C)[9] Mascot
1756.9633 1756.8335 -0.1298 -74 249 264 IHFPLATYAPVISAEK Mascot
1864.9044 1864.7849 -0.1195 -64 358 374 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3] Mascot
1864.9044 1864.7849 -0.1195 -64 358 374 AVCMLSNTTAIAEAWAR 130 100 Carbamidomethyl (C)[3] Mascot
1880.8993 1880.7762 -0.1231 -65 358 374 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2330.0181 2329.8628 -0.1553 -67 387 406 AFVHWYVGEGMEEGEF Mascot

SEAR
2330.0181 2329.8628 -0.1553 -67 387 406 AFVHWYVGEGMEEGEF 98 100 Mascot

SEAR
2346.0132 2345.8628 -0.1504 -64 387 406 AFVHWYVGEGMEEGEF Oxidation (M)[11] Mascot

SEAR



2409.2085 2409.0493 -0.1592 -66 228 248 FDGALNVDLTEFQTNLVP Mascot
YPR

2409.2085 2409.0493 -0.1592 -66 228 248 FDGALNVDLTEFQTNLVP 109 100 Mascot
YPR

2415.2051 2415.0474 -0.1577 -65 85 105 QLFHPEQLITGKEDAANN Mascot
YAR

8 TUBA1B protein [Homo sapiens] gi|18204869 37194.1 4.87 12 598 100 488 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1249.5526 1249.4755 -0.0771 -62 196 204 YMACCLLYR Carbamidomethyl (C)[4,5] Mascot
1249.5526 1249.4755 -0.0771 -62 196 204 YMACCLLYR 43 79.63 Carbamidomethyl (C)[4,5] Mascot
1265.5475 1265.4596 -0.0879 -69 196 204 YMACCLLYR Carbamidomethyl (C)[4,5], Oxidation (M)[2] Mascot
1410.7739 1410.6707 -0.1032 -73 85 96 QLFHPEQLITGK Mascot
1487.8792 1487.7875 -0.0917 -62 114 127 LISQIVSSITASLR Mascot
1584.7515 1584.644 -0.1075 -68 224 236 SIQFVDWCPTGFK Carbamidomethyl (C)[8] Mascot
1587.7229 1587.6951 -0.0278 -18 193 204 HGKYMACCLLYR Carbamidomethyl (C)[7,8], Oxidation (M)[5] Mascot
1701.9058 1701.7961 -0.1097 -64 65 79 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7961 -0.1097 -64 65 79 AVFVDLEPTVIDEVR 108 100 Mascot
1740.8527 1740.7456 -0.1071 -62 223 236 RSIQFVDWCPTGFK Carbamidomethyl (C)[9] Mascot

1740.7456 Mascot
1756.9633 1756.8335 -0.1298 -74 149 164 IHFPLATYAPVISAEK Mascot
1864.9044 1864.7849 -0.1195 -64 258 274 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3] Mascot
1864.9044 1864.7849 -0.1195 -64 258 274 AVCMLSNTTAIAEAWAR 130 100 Carbamidomethyl (C)[3] Mascot
1880.8993 1880.7762 -0.1231 -65 258 274 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2330.0181 2329.8628 -0.1553 -67 287 306 AFVHWYVGEGMEEGEF Mascot

SEAR
2330.0181 2329.8628 -0.1553 -67 287 306 AFVHWYVGEGMEEGEF 98 100 Mascot

SEAR
2346.0132 2345.8628 -0.1504 -64 287 306 AFVHWYVGEGMEEGEF Oxidation (M)[11] Mascot

SEAR
2409.2085 2409.0493 -0.1592 -66 128 148 FDGALNVDLTEFQTNLVP Mascot

YPR
2409.2085 2409.0493 -0.1592 -66 128 148 FDGALNVDLTEFQTNLVP 109 100 Mascot

YPR
2415.2051 2415.0474 -0.1577 -65 85 105 QLFHPEQLITGKEDAANN Mascot

YAR

9 PREDICTED: similar to Tubulin alpha-6 chain gi|73996526 48883.8 4.88 13 597 100 488 100
(Alpha-tubulin 6) (Alpha-tubulin isotype M-alpha-6) iso
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1249.5526 1249.4755 -0.0771 -62 304 312 YMACCLLYR Carbamidomethyl (C)[4,5] Mascot
1249.5526 1249.4755 -0.0771 -62 304 312 YMACCLLYR 43 79.63 Carbamidomethyl (C)[4,5] Mascot
1265.5475 1265.4596 -0.0879 -69 304 312 YMACCLLYR Carbamidomethyl (C)[4,5], Oxidation (M)[2] Mascot
1410.7739 1410.6707 -0.1032 -73 85 96 QLFHPEQLITGK Mascot
1487.8792 1487.7875 -0.0917 -62 222 235 LISQIVSSITASLR Mascot
1584.7515 1584.644 -0.1075 -68 332 344 SIQFVDWCPTGFK Carbamidomethyl (C)[8] Mascot
1587.7229 1587.6951 -0.0278 -18 301 312 HGKYMACCLLYR Carbamidomethyl (C)[7,8], Oxidation (M)[5] Mascot
1701.9058 1701.7961 -0.1097 -64 65 79 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7961 -0.1097 -64 65 79 AVFVDLEPTVIDEVR 108 100 Mascot
1718.8821 1718.7701 -0.112 -65 208 221 NLDIERPTYTNLNR Mascot
1740.8527 1740.7456 -0.1071 -62 331 344 RSIQFVDWCPTGFK Carbamidomethyl (C)[9] Mascot
1756.9633 1756.8335 -0.1298 -74 257 272 IHFPLATYAPVISAEK Mascot
1864.9044 1864.7849 -0.1195 -64 366 382 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3] Mascot
1864.9044 1864.7849 -0.1195 -64 366 382 AVCMLSNTTAIAEAWAR 130 100 Carbamidomethyl (C)[3] Mascot
1880.8993 1880.7762 -0.1231 -65 366 382 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2330.0181 2329.8628 -0.1553 -67 395 414 AFVHWYVGEGMEEGEF Mascot

SEAR
2330.0181 2329.8628 -0.1553 -67 395 414 AFVHWYVGEGMEEGEF 98 100 Mascot

SEAR
2346.0132 2345.8628 -0.1504 -64 395 414 AFVHWYVGEGMEEGEF Oxidation (M)[11] Mascot

SEAR
2409.2085 2409.0493 -0.1592 -66 236 256 FDGALNVDLTEFQTNLVP Mascot

2409.0493 Mascot
YPR

2409.2085 2409.0493 -0.1592 -66 236 256 FDGALNVDLTEFQTNLVP 109 100 Mascot
YPR

2415.2051 2415.0474 -0.1577 -65 85 105 QLFHPEQLITGKEDAANN Mascot
YAR

10 Chain A, Tubulin-Colchicine-Vinblastine: Stathmin-Like gi|67463741 49862.5 4.95 13 596 100 488 100
Domain Complex
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1085.6201 1085.5504 -0.0697 -64 113 121 EIIDLVLDR Mascot
1249.5526 1249.4755 -0.0771 -62 312 320 YMACCLLYR Carbamidomethyl (C)[4,5] Mascot
1249.5526 1249.4755 -0.0771 -62 312 320 YMACCLLYR 43 79.63 Carbamidomethyl (C)[4,5] Mascot
1265.5475 1265.4596 -0.0879 -69 312 320 YMACCLLYR Carbamidomethyl (C)[4,5], Oxidation (M)[2] Mascot
1410.7739 1410.6707 -0.1032 -73 85 96 QLFHPEQLITGK Mascot
1584.7515 1584.644 -0.1075 -68 340 352 SIQFVDWCPTGFK Carbamidomethyl (C)[8] Mascot
1587.7229 1587.6951 -0.0278 -18 309 320 HGKYMACCLLYR Carbamidomethyl (C)[7,8], Oxidation (M)[5] Mascot
1701.9058 1701.7961 -0.1097 -64 65 79 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7961 -0.1097 -64 65 79 AVFVDLEPTVIDEVR 108 100 Mascot
1718.8821 1718.7701 -0.112 -65 216 229 NLDIERPTYTNLNR Mascot
1740.8527 1740.7456 -0.1071 -62 339 352 RSIQFVDWCPTGFK Carbamidomethyl (C)[9] Mascot
1756.9633 1756.8335 -0.1298 -74 265 280 IHFPLATYAPVISAEK Mascot
1864.9044 1864.7849 -0.1195 -64 374 390 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3] Mascot
1864.9044 1864.7849 -0.1195 -64 374 390 AVCMLSNTTAIAEAWAR 130 100 Carbamidomethyl (C)[3] Mascot
1880.8993 1880.7762 -0.1231 -65 374 390 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2330.0181 2329.8628 -0.1553 -67 403 422 AFVHWYVGEGMEEGEF Mascot

SEAR
2330.0181 2329.8628 -0.1553 -67 403 422 AFVHWYVGEGMEEGEF 98 100 Mascot

SEAR
2346.0132 2345.8628 -0.1504 -64 403 422 AFVHWYVGEGMEEGEF Oxidation (M)[11] Mascot

SEAR
2409.2085 2409.0493 -0.1592 -66 244 264 FDGALNVDLTEFQTNLVP Mascot

YPR
2409.2085 2409.0493 -0.1592 -66 244 264 FDGALNVDLTEFQTNLVP 109 100 Mascot

YPR
2415.2051 2415.0474 -0.1577 -65 85 105 QLFHPEQLITGKEDAANN Mascot

YAR

Gel Idx/Pos 30/B7 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 Chain A, Crystallographic Study Of Coenzyme, gi|157833476 52804.9 7.7 12 353 100 262 100
Coenzyme Analogue And Substrate Binding In
6-Phosphogl
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1007.5519 1007.4772 -0.0747 -74 317 324 SFLEDIRK 18 0 Mascot
1007.5519 1007.4772 -0.0747 -74 317 324 SFLEDIRK Mascot
1107.5463 1107.4702 -0.0761 -69 288 296 CLSSLKDER Carbamidomethyl (C)[1] Mascot
1329.6797 1329.5768 -0.1029 -77 305 316 GPQNIPFEGDKK Mascot
1351.5696 1351.4791 -0.0905 -67 396 406 SAVENCQDSWR Carbamidomethyl (C)[6] Mascot
1351.5696 1351.4791 -0.0905 -67 396 406 SAVENCQDSWR 57 98.953 Carbamidomethyl (C)[6] Mascot



1411.7766 1411.681 -0.0956 -68 331 342 IISYAQGFMLLR 36 0 Mascot
1411.7766 1411.681 -0.0956 -68 331 342 IISYAQGFMLLR Mascot
1415.7198 1415.6781 -0.0417 -29 51 63 VLGAHSLEEMVSK Oxidation (M)[10] Mascot
1427.7715 1427.6528 -0.1187 -83 331 342 IISYAQGFMLLR Oxidation (M)[9] Mascot
1462.7948 1462.6943 -0.1005 -69 434 446 HAMLPANLIQAQR 34 0 Mascot
1462.7948 1462.6943 -0.1005 -69 434 446 HAMLPANLIQAQR Mascot
1478.7897 1478.6825 -0.1072 -72 434 446 HAMLPANLIQAQR Oxidation (M)[3] Mascot
1507.6707 1507.5667 -0.104 -69 396 407 SAVENCQDSWRR Carbamidomethyl (C)[6] Mascot
1577.7917 1577.6843 -0.1074 -68 119 135 GILFVGSGVSGGEDGAR Mascot
1577.7917 1577.6843 -0.1074 -68 119 135 GILFVGSGVSGGEDGAR 89 100 Mascot
1820.9136 1820.7899 -0.1237 -68 117 135 DKGILFVGSGVSGGEDG 30 0 Mascot

AR
1820.9136 1820.7899 -0.1237 -68 117 135 DKGILFVGSGVSGGEDG Mascot

AR
1997.9901 1997.8502 -0.1399 -70 136 153 YGPSLMPGGNKEAWPHI Oxidation (M)[6] Mascot

K
2262.9541 2262.7957 -0.1584 -70 163 183 VGTGEPCCDWVGDDGA Carbamidomethyl (C)[7,8] Mascot

GHFVK

2 6-phosphogluconate dehydrogenase, decarboxylating gi|57164179 52936 7.59 12 352 100 262 100
[Ovis aries]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1007.5519 1007.4772 -0.0747 -74 318 325 SFLEDIRK 18 0 Mascot
1007.5519 1007.4772 -0.0747 -74 318 325 SFLEDIRK Mascot
1107.5463 1107.4702 -0.0761 -69 289 297 CLSSLKDER Carbamidomethyl (C)[1] Mascot
1329.6797 1329.5768 -0.1029 -77 306 317 GPQNIPFEGDKK Mascot
1351.5696 1351.4791 -0.0905 -67 397 407 SAVENCQDSWR Carbamidomethyl (C)[6] Mascot
1351.5696 1351.4791 -0.0905 -67 397 407 SAVENCQDSWR 57 98.953 Carbamidomethyl (C)[6] Mascot
1411.7766 1411.681 -0.0956 -68 332 343 IISYAQGFMLLR 36 0 Mascot
1411.7766 1411.681 -0.0956 -68 332 343 IISYAQGFMLLR Mascot
1415.7198 1415.6781 -0.0417 -29 52 64 VLGAHSLEEMVSK Oxidation (M)[10] Mascot
1427.7715 1427.6528 -0.1187 -83 332 343 IISYAQGFMLLR Oxidation (M)[9] Mascot
1462.7948 1462.6943 -0.1005 -69 435 447 HAMLPANLIQAQR 34 0 Mascot
1462.7948 1462.6943 -0.1005 -69 435 447 HAMLPANLIQAQR Mascot
1478.7897 1478.6825 -0.1072 -72 435 447 HAMLPANLIQAQR Oxidation (M)[3] Mascot
1507.6707 1507.5667 -0.104 -69 397 408 SAVENCQDSWRR Carbamidomethyl (C)[6] Mascot
1577.7917 1577.6843 -0.1074 -68 120 136 GILFVGSGVSGGEDGAR Mascot
1577.7917 1577.6843 -0.1074 -68 120 136 GILFVGSGVSGGEDGAR 89 100 Mascot
1820.9136 1820.7899 -0.1237 -68 118 136 DKGILFVGSGVSGGEDG 30 0 Mascot

AR
1820.9136 1820.7899 -0.1237 -68 118 136 DKGILFVGSGVSGGEDG Mascot

AR
1997.9901 1997.8502 -0.1399 -70 137 154 YGPSLMPGGNKEAWPHI Oxidation (M)[6] Mascot

K
2262.9541 2262.7957 -0.1584 -70 164 184 VGTGEPCCDWVGDDGA Carbamidomethyl (C)[7,8] Mascot

GHFVK

3 phosphogluconate dehydrogenase [Bos taurus] gi|219522066 53042.9 6.64 7 231 100 198 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1007.5519 1007.4772 -0.0747 -74 318 325 SFLEDIRK 18 0 Mascot
1007.5519 1007.4772 -0.0747 -74 318 325 SFLEDIRK Mascot
1107.5463 1107.4702 -0.0761 -69 289 297 CLSSLKDER Carbamidomethyl (C)[1] Mascot
1351.5696 1351.4791 -0.0905 -67 397 407 SAVENCQDSWR Carbamidomethyl (C)[6] Mascot
1351.5696 1351.4791 -0.0905 -67 397 407 SAVENCQDSWR 57 98.953 Carbamidomethyl (C)[6] Mascot
1411.7766 1411.681 -0.0956 -68 332 343 IISYAQGFMLLR 36 0 Mascot
1411.7766 1411.681 -0.0956 -68 332 343 IISYAQGFMLLR Mascot
1427.7715 1427.6528 -0.1187 -83 332 343 IISYAQGFMLLR Oxidation (M)[9] Mascot
1507.6707 1507.5667 -0.104 -69 397 408 SAVENCQDSWRR Carbamidomethyl (C)[6] Mascot
1577.7917 1577.6843 -0.1074 -68 120 136 GILFVGSGVSGGEDGAR Mascot
1577.7917 1577.6843 -0.1074 -68 120 136 GILFVGSGVSGGEDGAR 89 100 Mascot
1997.9901 1997.8502 -0.1399 -70 137 154 YGPSLMPGGNKEAWPHI Oxidation (M)[6] Mascot

K

4 6-phosphogluconate dehydrogenase [sheep, Peptide, gi|239383 51237.1 6.41 9 229 100 175 100
466 aa]
Peptide Information

Start End Ion
Calc. Mass Obsrv. Mass ± da ± ppm Sequence C. I. % Modification Rank Result Type

Seq. Seq. Score
1107.5463 1107.4702 -0.0761 -69 286 294 CLSSLKDER Carbamidomethyl (C)[1] Mascot
1329.6797 1329.5768 -0.1029 -77 303 314 GPQDIPFQGDKK Mascot
1351.5696 1351.4791 -0.0905 -67 394 404 SAVENCQDSWR Carbamidomethyl (C)[6] Mascot
1351.5696 1351.4791 -0.0905 -67 394 404 SAVENCQDSWR 57 98.953 Carbamidomethyl (C)[6] Mascot
1415.7198 1415.6781 -0.0417 -29 47 59 VLGAHSLEEMVSK Oxidation (M)[10] Mascot
1507.6707 1507.5667 -0.104 -69 394 405 SAVENCQDSWRR Carbamidomethyl (C)[6] Mascot
1577.7917 1577.6843 -0.1074 -68 115 131 GILFVGSGVSGGEDGAR Mascot
1577.7917 1577.6843 -0.1074 -68 115 131 GILFVGSGVSGGEDGAR 89 100 Mascot
1820.9136 1820.7899 -0.1237 -68 113 131 DKGILFVGSGVSGGEDG 30 0 Mascot

AR
1820.9136 1820.7899 -0.1237 -68 113 131 DKGILFVGSGVSGGEDG Mascot

AR
1997.9901 1997.8502 -0.1399 -70 132 149 YGPSLMPGGNKEAWPHI Oxidation (M)[6] Mascot

K
2262.9541 2262.7957 -0.1584 -70 159 179 VGTGEPCCDWVGDDGA Carbamidomethyl (C)[7,8] Mascot

GHFVK

5 PREDICTED: 6-phosphogluconate dehydrogenase, gi|297666494 45075.2 9.39 7 150 100 109 100
decarboxylating-like [Pongo abelii]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1007.5519 1007.4772 -0.0747 -74 246 253 SFLEDIRK 18 0 Mascot
1007.5519 1007.4772 -0.0747 -74 246 253 SFLEDIRK Mascot
1107.5463 1107.4702 -0.0761 -69 217 225 CLSSLKDER Carbamidomethyl (C)[1] Mascot
1351.5696 1351.4791 -0.0905 -67 325 335 SAVENCQDSWR Carbamidomethyl (C)[6] Mascot
1351.5696 1351.4791 -0.0905 -67 325 335 SAVENCQDSWR 57 98.953 Carbamidomethyl (C)[6] Mascot
1411.7766 1411.681 -0.0956 -68 260 271 IISYAQGFMLLR 36 0 Mascot
1411.7766 1411.681 -0.0956 -68 260 271 IISYAQGFMLLR Mascot
1427.7715 1427.6528 -0.1187 -83 260 271 IISYAQGFMLLR Oxidation (M)[9] Mascot
1507.6707 1507.5667 -0.104 -69 325 336 SAVENCQDSWRR Carbamidomethyl (C)[6] Mascot
1997.9901 1997.8502 -0.1399 -70 167 184 YGPSLMPGGNKEAWPHI Oxidation (M)[6] Mascot

K
2239.0635 2238.9541 -0.1094 -49 185 205 TIFQGIAAKVGTGEPCCD Mascot

WSR

6 PREDICTED: 6-phosphogluconate dehydrogenase, gi|296206680 53102.9 6.8 7 143 100 109 100
decarboxylating isoform 1 [Callithrix jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1007.5519 1007.4772 -0.0747 -74 318 325 SFLEDIRK 18 0 Mascot
1007.5519 1007.4772 -0.0747 -74 318 325 SFLEDIRK Mascot
1107.5463 1107.4702 -0.0761 -69 289 297 CLSSLKDER Carbamidomethyl (C)[1] Mascot
1351.5696 1351.4791 -0.0905 -67 397 407 SAVENCQDSWR Carbamidomethyl (C)[6] Mascot
1351.5696 1351.4791 -0.0905 -67 397 407 SAVENCQDSWR 57 98.953 Carbamidomethyl (C)[6] Mascot
1411.7766 1411.681 -0.0956 -68 332 343 IISYAQGFMLLR 36 0 Mascot
1411.7766 1411.681 -0.0956 -68 332 343 IISYAQGFMLLR Mascot
1427.7715 1427.6528 -0.1187 -83 332 343 IISYAQGFMLLR Oxidation (M)[9] Mascot
1507.6707 1507.5667 -0.104 -69 397 408 SAVENCQDSWRR Carbamidomethyl (C)[6] Mascot
1997.9901 1997.8502 -0.1399 -70 137 154 YGPSLMPGGNKEAWPHI Oxidation (M)[6] Mascot

K



2176.9426 2176.9624 0.0198 9 164 184 VGTGEPCCDWVGEEGA Mascot
GHFVK

2233.9641 2233.9333 -0.0308 -14 164 184 VGTGEPCCDWVGEEGA Carbamidomethyl (C)[7] Mascot
GHFVK

7 unnamed protein product [Homo sapiens] gi|194384114 32291.2 8.8 5 139 100 109 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1007.5519 1007.4772 -0.0747 -74 124 131 SFLEDIRK 18 0 Mascot
1007.5519 1007.4772 -0.0747 -74 124 131 SFLEDIRK Mascot
1107.5463 1107.4702 -0.0761 -69 95 103 CLSSLKDER Carbamidomethyl (C)[1] Mascot
1351.5696 1351.4791 -0.0905 -67 203 213 SAVENCQDSWR Carbamidomethyl (C)[6] Mascot
1351.5696 1351.4791 -0.0905 -67 203 213 SAVENCQDSWR 57 98.953 Carbamidomethyl (C)[6] Mascot
1411.7766 1411.681 -0.0956 -68 138 149 IISYAQGFMLLR 36 0 Mascot
1411.7766 1411.681 -0.0956 -68 138 149 IISYAQGFMLLR Mascot
1427.7715 1427.6528 -0.1187 -83 138 149 IISYAQGFMLLR Oxidation (M)[9] Mascot
1507.6707 1507.5667 -0.104 -69 203 214 SAVENCQDSWRR Carbamidomethyl (C)[6] Mascot

8 unnamed protein product [Homo sapiens] gi|194384576 47444.8 6.03 6 138 100 109 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1007.5519 1007.4772 -0.0747 -74 264 271 SFLEDIRK 18 0 Mascot
1007.5519 1007.4772 -0.0747 -74 264 271 SFLEDIRK Mascot
1107.5463 1107.4702 -0.0761 -69 235 243 CLSSLKDER Carbamidomethyl (C)[1] Mascot
1351.5696 1351.4791 -0.0905 -67 343 353 SAVENCQDSWR Carbamidomethyl (C)[6] Mascot
1351.5696 1351.4791 -0.0905 -67 343 353 SAVENCQDSWR 57 98.953 Carbamidomethyl (C)[6] Mascot
1411.7766 1411.681 -0.0956 -68 278 289 IISYAQGFMLLR 36 0 Mascot

1411.681 Mascot
1411.7766 1411.681 -0.0956 -68 278 289 IISYAQGFMLLR Mascot
1427.7715 1427.6528 -0.1187 -83 278 289 IISYAQGFMLLR Oxidation (M)[9] Mascot
1507.6707 1507.5667 -0.104 -69 343 354 SAVENCQDSWRR Carbamidomethyl (C)[6] Mascot
1997.9901 1997.8502 -0.1399 -70 83 100 YGPSLMPGGNKEAWPHI Oxidation (M)[6] Mascot

K

9 unnamed protein product [Homo sapiens] gi|194374931 33478.8 6.39 5 137 100 109 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1007.5519 1007.4772 -0.0747 -74 134 141 SFLEDIRK 18 0 Mascot
1007.5519 1007.4772 -0.0747 -74 134 141 SFLEDIRK Mascot
1107.5463 1107.4702 -0.0761 -69 105 113 CLSSLKDER Carbamidomethyl (C)[1] Mascot
1351.5696 1351.4791 -0.0905 -67 213 223 SAVENCQDSWR Carbamidomethyl (C)[6] Mascot
1351.5696 1351.4791 -0.0905 -67 213 223 SAVENCQDSWR 57 98.953 Carbamidomethyl (C)[6] Mascot
1411.7766 1411.681 -0.0956 -68 148 159 IISYAQGFMLLR 36 0 Mascot
1411.7766 1411.681 -0.0956 -68 148 159 IISYAQGFMLLR Mascot
1427.7715 1427.6528 -0.1187 -83 148 159 IISYAQGFMLLR Oxidation (M)[9] Mascot
1507.6707 1507.5667 -0.104 -69 213 224 SAVENCQDSWRR Carbamidomethyl (C)[6] Mascot

10 unnamed protein product [Homo sapiens] gi|194385108 51839.2 7.12 6 134 100 109 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1007.5519 1007.4772 -0.0747 -74 305 312 SFLEDIRK 18 0 Mascot
1007.5519 1007.4772 -0.0747 -74 305 312 SFLEDIRK Mascot
1107.5463 1107.4702 -0.0761 -69 276 284 CLSSLKDER Carbamidomethyl (C)[1] Mascot
1351.5696 1351.4791 -0.0905 -67 384 394 SAVENCQDSWR Carbamidomethyl (C)[6] Mascot
1351.5696 1351.4791 -0.0905 -67 384 394 SAVENCQDSWR 57 98.953 Carbamidomethyl (C)[6] Mascot
1411.7766 1411.681 -0.0956 -68 319 330 IISYAQGFMLLR 36 0 Mascot
1411.7766 1411.681 -0.0956 -68 319 330 IISYAQGFMLLR Mascot
1427.7715 1427.6528 -0.1187 -83 319 330 IISYAQGFMLLR Oxidation (M)[9] Mascot
1507.6707 1507.5667 -0.104 -69 384 395 SAVENCQDSWRR Carbamidomethyl (C)[6] Mascot
1997.9901 1997.8502 -0.1399 -70 124 141 YGPSLMPGGNKEAWPHI Oxidation (M)[6] Mascot

K

Gel Idx/Pos 42/B8 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 connective tissue growth factor [Ovis aries] gi|257900455 37939.8 8.35 16 279 100 176 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.4346 1071.3792 -0.0554 -52 283 291 FCGVCTDGR Carbamidomethyl (C)[2,5] Mascot

1096.484 1096.4268 -0.0572 -52 221 229 VTNDNAFCR Carbamidomethyl (C)[8] Mascot
1185.5721 1185.5153 -0.0568 -48 143 152 LPSPDCPFPR Carbamidomethyl (C)[6] Mascot
1185.5721 1185.5153 -0.0568 -48 143 152 LPSPDCPFPR 55 98.665 Carbamidomethyl (C)[6] Mascot
1270.5667 1270.5021 -0.0646 -51 281 291 AKFCGVCTDGR Carbamidomethyl (C)[4,7] Mascot
1340.4956 1340.5446 0.049 37 160 170 CCEEWVCDEPK Mascot
1341.6256 1341.5708 -0.0548 -41 99 111 DGAPCVFGGTVYR Mascot

1398.647 1398.5785 -0.0685 -49 99 111 DGAPCVFGGTVYR 97 100 Carbamidomethyl (C)[5] Mascot
1398.647 1398.5785 -0.0685 -49 99 111 DGAPCVFGGTVYR Carbamidomethyl (C)[5] Mascot

1466.7056 1466.6335 -0.0721 -49 221 232 VTNDNAFCRLEK 24 0 Carbamidomethyl (C)[8] Mascot
1466.7056 1466.6335 -0.0721 -49 221 232 VTNDNAFCRLEK Carbamidomethyl (C)[8] Mascot
1468.7001 1468.6329 -0.0672 -46 79 91 GLFCDFGSPANRK Carbamidomethyl (C)[4] Mascot
1754.7836 1754.6168 -0.1668 -95 197 211 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1754.7836 1754.6168 -0.1668 -95 197 211 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1780.7596 1780.6709 -0.0887 -50 43 58 CPAGVSLVLDGCGCCR Carbamidomethyl (C)[1,12,14,15] Mascot
1953.8835 1953.9818 0.0983 50 43 62 CPAGVSLVLDGCGCCRV Mascot

CAK
1953.8835 1953.9818 0.0983 50 43 62 CPAGVSLVLDGCGCCRV Mascot

CAK
1984.8851 1984.79 -0.0951 -48 63 78 QLSELCTERDPCDPHK Carbamidomethyl (C)[6,12] Mascot
2105.0188 2104.9153 -0.1035 -49 236 252 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7] Mascot
2121.0137 2120.9072 -0.1065 -50 236 252 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7], Oxidation (M)[3] Mascot

2459.082 2458.9531 -0.1289 -52 122 142 YQCTCLDGSVGCVPLCS Carbamidomethyl (C)[3,5,12,16] Mascot
VDIR

2655.0696 2654.9309 -0.1387 -52 322 342 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot
YYR

2783.1646 2783.0146 -0.15 -54 322 343 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot
YYRK

2 connective tissue growth factor (predicted) gi|183398087 37893.8 8.37 16 278 100 176 100
[Rhinolophus ferrumequinum]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
928.4742 928.4686 -0.0056 -6 314 320 RSMMFIK Oxidation (M)[3] Mascot

1071.4346 1071.3792 -0.0554 -52 282 290 FCGVCTDGR Carbamidomethyl (C)[2,5] Mascot
1096.484 1096.4268 -0.0572 -52 220 228 VTNDNAFCR Carbamidomethyl (C)[8] Mascot

1185.5721 1185.5153 -0.0568 -48 142 151 LPSPDCPFPR Carbamidomethyl (C)[6] Mascot
1185.5721 1185.5153 -0.0568 -48 142 151 LPSPDCPFPR 55 98.665 Carbamidomethyl (C)[6] Mascot
1270.5667 1270.5021 -0.0646 -51 280 290 AKFCGVCTDGR Carbamidomethyl (C)[4,7] Mascot
1340.4956 1340.5446 0.049 37 159 169 CCEEWVCDEPK Mascot
1341.6256 1341.5708 -0.0548 -41 98 110 DGAPCVFGGTVYR Mascot

1398.647 1398.5785 -0.0685 -49 98 110 DGAPCVFGGTVYR 97 100 Carbamidomethyl (C)[5] Mascot
1398.647 1398.5785 -0.0685 -49 98 110 DGAPCVFGGTVYR Carbamidomethyl (C)[5] Mascot

1466.7056 1466.6335 -0.0721 -49 220 231 VTNDNAFCRLEK 24 0 Carbamidomethyl (C)[8] Mascot
1466.7056 1466.6335 -0.0721 -49 220 231 VTNDNAFCRLEK Carbamidomethyl (C)[8] Mascot
1468.7001 1468.6329 -0.0672 -46 78 90 GLFCDFGSPANRK Carbamidomethyl (C)[4] Mascot
1754.7836 1754.6168 -0.1668 -95 196 210 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1754.7836 1754.6168 -0.1668 -95 196 210 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1780.7596 1780.6709 -0.0887 -50 42 57 CPAGVSLVLDGCGCCR Carbamidomethyl (C)[1,12,14,15] Mascot
1840.8317 1840.7795 -0.0522 -28 62 77 QLGELCTERDPCDPHK Mascot
1953.8835 1953.9818 0.0983 50 42 61 CPAGVSLVLDGCGCCRV Mascot



CAK
1953.8835 1953.9818 0.0983 50 42 61 CPAGVSLVLDGCGCCRV Mascot

CAK
2105.0188 2104.9153 -0.1035 -49 235 251 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7] Mascot
2121.0137 2120.9072 -0.1065 -50 235 251 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7], Oxidation (M)[3] Mascot
2655.0696 2654.9309 -0.1387 -52 321 341 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYR
2783.1646 2783.0146 -0.15 -54 321 342 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYRK

3 PREDICTED: connective tissue growth factor gi|291396972 38734.3 8.36 15 272 100 176 100
[Oryctolagus cuniculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.4346 1071.3792 -0.0554 -52 291 299 FCGVCTDGR Carbamidomethyl (C)[2,5] Mascot

1096.484 1096.4268 -0.0572 -52 229 237 VTNDNAFCR Carbamidomethyl (C)[8] Mascot
1185.5721 1185.5153 -0.0568 -48 151 160 LPSPDCPFPR Carbamidomethyl (C)[6] Mascot
1185.5721 1185.5153 -0.0568 -48 151 160 LPSPDCPFPR 55 98.665 Carbamidomethyl (C)[6] Mascot
1270.5667 1270.5021 -0.0646 -51 289 299 AKFCGVCTDGR Carbamidomethyl (C)[4,7] Mascot
1340.4956 1340.5446 0.049 37 168 178 CCEEWVCDEPK Mascot
1341.6256 1341.5708 -0.0548 -41 107 119 DGAPCVFGGTVYR Mascot

1398.647 1398.5785 -0.0685 -49 107 119 DGAPCVFGGTVYR 97 100 Carbamidomethyl (C)[5] Mascot
1398.647 1398.5785 -0.0685 -49 107 119 DGAPCVFGGTVYR Carbamidomethyl (C)[5] Mascot

1466.7056 1466.6335 -0.0721 -49 229 240 VTNDNAFCRLEK 24 0 Carbamidomethyl (C)[8] Mascot
1466.7056 1466.6335 -0.0721 -49 229 240 VTNDNAFCRLEK Carbamidomethyl (C)[8] Mascot
1468.7001 1468.6329 -0.0672 -46 87 99 GLFCDFGSPANRK Carbamidomethyl (C)[4] Mascot
1754.7836 1754.6168 -0.1668 -95 205 219 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1754.7836 1754.6168 -0.1668 -95 205 219 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1780.7596 1780.6709 -0.0887 -50 51 66 CPAGVSLVLDGCGCCR Carbamidomethyl (C)[1,12,14,15] Mascot
1840.8317 1840.7795 -0.0522 -28 71 86 QLGELCTERDPCDPHK Mascot
1953.8835 1953.9818 0.0983 50 51 70 CPAGVSLVLDGCGCCRV Mascot

CAK
1953.8835 1953.9818 0.0983 50 51 70 CPAGVSLVLDGCGCCRV Mascot

CAK
2105.0188 2104.9153 -0.1035 -49 244 260 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7] Mascot
2121.0137 2120.9072 -0.1065 -50 244 260 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7], Oxidation (M)[3] Mascot
2655.0696 2654.9309 -0.1387 -52 330 350 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYR
2783.1646 2783.0146 -0.15 -54 330 351 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYRK

4 connective tissue growth factor (predicted) [Oryctolagus gi|217030836 37769.8 8.36 15 266 100 176 100
cuniculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.4346 1071.3792 -0.0554 -52 282 290 FCGVCTDGR Carbamidomethyl (C)[2,5] Mascot

1096.484 1096.4268 -0.0572 -52 220 228 VTNDNAFCR Carbamidomethyl (C)[8] Mascot
1185.5721 1185.5153 -0.0568 -48 142 151 LPSPDCPFPR Carbamidomethyl (C)[6] Mascot
1185.5721 1185.5153 -0.0568 -48 142 151 LPSPDCPFPR 55 98.665 Carbamidomethyl (C)[6] Mascot
1270.5667 1270.5021 -0.0646 -51 280 290 AKFCGVCTDGR Carbamidomethyl (C)[4,7] Mascot
1340.4956 1340.5446 0.049 37 159 169 CCEEWVCDEPK Mascot
1341.6256 1341.5708 -0.0548 -41 98 110 DGAPCVFGGTVYR Mascot

1398.647 1398.5785 -0.0685 -49 98 110 DGAPCVFGGTVYR 97 100 Carbamidomethyl (C)[5] Mascot
1398.647 1398.5785 -0.0685 -49 98 110 DGAPCVFGGTVYR Carbamidomethyl (C)[5] Mascot

1466.7056 1466.6335 -0.0721 -49 220 231 VTNDNAFCRLEK 24 0 Carbamidomethyl (C)[8] Mascot
1466.7056 1466.6335 -0.0721 -49 220 231 VTNDNAFCRLEK Carbamidomethyl (C)[8] Mascot
1468.7001 1468.6329 -0.0672 -46 78 90 GLFCDFGSPANRK Carbamidomethyl (C)[4] Mascot
1754.7836 1754.6168 -0.1668 -95 196 210 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1754.7836 1754.6168 # -0.1668 -95 196 210 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot Mascot
1780.7596 1780.6709 -0.0887 -50 42 57 CPAGVSLVLDGCGCCR Carbamidomethyl (C)[1,12,14,15] Mascot
1840.8317 1840.7795 -0.0522 -28 62 77 QLGELCTERDPCDPHK Mascot
1953.8835 1953.9818 0.0983 50 42 61 CPAGVSLVLDGCGCCRV Mascot

CAK
1953.8835 1953.9818 0.0983 50 42 61 CPAGVSLVLDGCGCCRV Mascot

CAK
2105.0188 2104.9153 -0.1035 -49 235 251 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7] Mascot
2121.0137 2120.9072 -0.1065 -50 235 251 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7], Oxidation (M)[3] Mascot
2655.0696 2654.9309 -0.1387 -52 321 341 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYR
2783.1646 2783.0146 -0.15 -54 321 342 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYRK

5 RecName: Full=Connective tissue growth factor; gi|3023580 37980.8 8.47 13 241 100 176 100
AltName: Full=CCN family member 2; Flags: Precursor
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.4346 1071.3792 -0.0554 -52 283 291 FCGVCTDGR Carbamidomethyl (C)[2,5] Mascot

1096.484 1096.4268 -0.0572 -52 221 229 VTNDNAFCR Carbamidomethyl (C)[8] Mascot
1185.5721 1185.5153 -0.0568 -48 143 152 LPSPDCPFPR Carbamidomethyl (C)[6] Mascot
1185.5721 1185.5153 -0.0568 -48 143 152 LPSPDCPFPR 55 98.665 Carbamidomethyl (C)[6] Mascot
1270.5667 1270.5021 -0.0646 -51 281 291 AKFCGVCTDGR Carbamidomethyl (C)[4,7] Mascot
1340.4956 1340.5446 0.049 37 160 170 CCEEWVCDEPK Mascot
1341.6256 1341.5708 -0.0548 -41 99 111 DGAPCVFGGTVYR Mascot

1398.647 1398.5785 -0.0685 -49 99 111 DGAPCVFGGTVYR 97 100 Carbamidomethyl (C)[5] Mascot
1398.647 1398.5785 -0.0685 -49 99 111 DGAPCVFGGTVYR Carbamidomethyl (C)[5] Mascot

1466.7056 1466.6335 -0.0721 -49 221 232 VTNDNAFCRLEK 24 0 Carbamidomethyl (C)[8] Mascot
1466.7056 1466.6335 -0.0721 -49 221 232 VTNDNAFCRLEK Carbamidomethyl (C)[8] Mascot
1468.7001 1468.6329 -0.0672 -46 79 91 GLFCDFGSPANRK Carbamidomethyl (C)[4] Mascot
1754.7836 1754.6168 -0.1668 -95 197 211 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1754.7836 1754.6168 -0.1668 -95 197 211 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1840.8317 1840.7795 -0.0522 -28 63 78 QLGELCTERDPCDPHK Mascot
2105.0188 2104.9153 -0.1035 -49 236 252 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7] Mascot
2121.0137 2120.9072 -0.1065 -50 236 252 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7], Oxidation (M)[3] Mascot
2655.0696 2654.9309 -0.1387 -52 322 342 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYR
2783.1646 2783.0146 -0.15 -54 322 343 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYRK

6 hypothetical protein PANDA_012144 [Ailuropoda gi|281342641 32501.2 8.39 12 238 100 176 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.4346 1071.3792 -0.0554 -52 228 236 FCGVCTDGR Carbamidomethyl (C)[2,5] Mascot

1096.484 1096.4268 -0.0572 -52 166 174 VTNDNAFCR Carbamidomethyl (C)[8] Mascot
1185.5721 1185.5153 -0.0568 -48 87 96 LPSPDCPFPR Carbamidomethyl (C)[6] Mascot
1185.5721 1185.5153 -0.0568 -48 87 96 LPSPDCPFPR 55 98.665 Carbamidomethyl (C)[6] Mascot
1270.5667 1270.5021 -0.0646 -51 226 236 AKFCGVCTDGR Carbamidomethyl (C)[4,7] Mascot
1340.4956 1340.5446 0.049 37 104 114 CCEEWVCDEPK Mascot
1341.6256 1341.5708 -0.0548 -41 43 55 DGAPCVFGGTVYR Mascot

1398.647 1398.5785 -0.0685 -49 43 55 DGAPCVFGGTVYR 97 100 Carbamidomethyl (C)[5] Mascot
1398.647 1398.5785 -0.0685 -49 43 55 DGAPCVFGGTVYR Carbamidomethyl (C)[5] Mascot

1466.7056 1466.6335 -0.0721 -49 166 177 VTNDNAFCRLEK 24 0 Carbamidomethyl (C)[8] Mascot
1466.7056 1466.6335 -0.0721 -49 166 177 VTNDNAFCRLEK Carbamidomethyl (C)[8] Mascot
1468.7001 1468.6329 -0.0672 -46 23 35 GLFCDFGSPANRK Carbamidomethyl (C)[4] Mascot
1754.7836 1754.6168 -0.1668 -95 142 156 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1754.7836 1754.6168 -0.1668 -95 142 156 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
2105.0188 2104.9153 -0.1035 -49 181 197 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7] Mascot
2121.0137 2120.9072 -0.1065 -50 181 197 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7], Oxidation (M)[3] Mascot
2655.0696 2654.9309 -0.1387 -52 267 287 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYR
2783.1646 2783.0146 -0.15 -54 267 288 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot



YYRK

7 PREDICTED: similar to connective tissue growth factor gi|194216449 30642.3 8.28 11 232 100 174 100
(predicted), partial [Equus caballus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.4346 1071.3792 -0.0554 -52 212 220 FCGVCTDGR Carbamidomethyl (C)[2,5] Mascot

1096.484 1096.4268 -0.0572 -52 150 158 VTNDNAFCR Carbamidomethyl (C)[8] Mascot
1185.5721 1185.5153 -0.0568 -48 72 81 LPSPDCPFPR Carbamidomethyl (C)[6] Mascot
1185.5721 1185.5153 -0.0568 -48 72 81 LPSPDCPFPR 55 98.665 Carbamidomethyl (C)[6] Mascot
1270.5667 1270.5021 -0.0646 -51 210 220 AKFCGVCTDGR Carbamidomethyl (C)[4,7] Mascot
1340.4956 1340.5446 0.049 37 89 99 CCEEWVCDEPK Mascot
1341.6256 1341.5708 -0.0548 -41 28 40 DGAPCVFGGTVYR Mascot

1398.647 1398.5785 -0.0685 -49 28 40 DGAPCVFGGTVYR 97 100 Carbamidomethyl (C)[5] Mascot
1398.647 1398.5785 -0.0685 -49 28 40 DGAPCVFGGTVYR Carbamidomethyl (C)[5] Mascot

1466.7056 1466.6335 -0.0721 -49 150 161 VTNDNAFCRLEK 24 0 Carbamidomethyl (C)[8] Mascot
1466.6335 Mascot

1466.7056 1466.6335 -0.0721 -49 150 161 VTNDNAFCRLEK Carbamidomethyl (C)[8] Mascot
1754.7836 1754.6168 -0.1668 -95 126 140 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1754.7836 1754.6168 -0.1668 -95 126 140 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
2105.0188 2104.9153 -0.1035 -49 165 181 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7] Mascot
2121.0137 2120.9072 -0.1065 -50 165 181 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7], Oxidation (M)[3] Mascot
2655.0696 2654.9309 -0.1387 -52 251 271 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYR
2783.1646 2783.0146 -0.15 -54 251 272 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYRK

8 PREDICTED: similar to connective tissue growth factor gi|73945994 33542.9 8.48 11 230 100 176 100
[Canis familiaris]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.4346 1071.3792 -0.0554 -52 239 247 FCGVCTDGR Carbamidomethyl (C)[2,5] Mascot

1096.484 1096.4268 -0.0572 -52 177 185 VTNDNAFCR Carbamidomethyl (C)[8] Mascot
1185.5721 1185.5153 -0.0568 -48 99 108 LPSPDCPFPR Carbamidomethyl (C)[6] Mascot
1185.5721 1185.5153 -0.0568 -48 99 108 LPSPDCPFPR 55 98.665 Carbamidomethyl (C)[6] Mascot
1270.5667 1270.5021 -0.0646 -51 237 247 AKFCGVCTDGR Carbamidomethyl (C)[4,7] Mascot
1340.4956 1340.5446 0.049 37 116 126 CCEEWVCDEPK Mascot
1341.6256 1341.5708 -0.0548 -41 55 67 DGAPCVFGGTVYR Mascot

1398.647 1398.5785 -0.0685 -49 55 67 DGAPCVFGGTVYR 97 100 Carbamidomethyl (C)[5] Mascot
1398.647 1398.5785 -0.0685 -49 55 67 DGAPCVFGGTVYR Carbamidomethyl (C)[5] Mascot

1466.7056 1466.6335 -0.0721 -49 177 188 VTNDNAFCRLEK 24 0 Carbamidomethyl (C)[8] Mascot
1466.7056 1466.6335 -0.0721 -49 177 188 VTNDNAFCRLEK Carbamidomethyl (C)[8] Mascot
1754.7836 1754.6168 -0.1668 -95 153 167 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1754.7836 1754.6168 -0.1668 -95 153 167 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
2105.0188 2104.9153 -0.1035 -49 192 208 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7] Mascot
2121.0137 2120.9072 -0.1065 -50 192 208 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7], Oxidation (M)[3] Mascot
2655.0696 2654.9309 -0.1387 -52 278 298 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYR
2783.1646 2783.0146 -0.15 -54 278 299 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYRK

9 PREDICTED: connective tissue growth factor-like gi|301775296 52055.9 8.53 12 223 100 176 100
[Ailuropoda melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.4346 1071.3792 -0.0554 -52 407 415 FCGVCTDGR Carbamidomethyl (C)[2,5] Mascot

1071.3792 Mascot
1096.484 1096.4268 -0.0572 -52 345 353 VTNDNAFCR Carbamidomethyl (C)[8] Mascot

1185.5721 1185.5153 -0.0568 -48 266 275 LPSPDCPFPR Carbamidomethyl (C)[6] Mascot
1185.5721 1185.5153 -0.0568 -48 266 275 LPSPDCPFPR 55 98.665 Carbamidomethyl (C)[6] Mascot
1270.5667 1270.5021 -0.0646 -51 405 415 AKFCGVCTDGR Carbamidomethyl (C)[4,7] Mascot
1340.4956 1340.5446 0.049 37 283 293 CCEEWVCDEPK Mascot
1341.6256 1341.5708 -0.0548 -41 222 234 DGAPCVFGGTVYR Mascot

1398.647 1398.5785 -0.0685 -49 222 234 DGAPCVFGGTVYR 97 100 Carbamidomethyl (C)[5] Mascot
1398.647 1398.5785 -0.0685 -49 222 234 DGAPCVFGGTVYR Carbamidomethyl (C)[5] Mascot

1466.7056 1466.6335 -0.0721 -49 345 356 VTNDNAFCRLEK 24 0 Carbamidomethyl (C)[8] Mascot
1466.7056 1466.6335 -0.0721 -49 345 356 VTNDNAFCRLEK Carbamidomethyl (C)[8] Mascot
1468.7001 1468.6329 -0.0672 -46 202 214 GLFCDFGSPANRK Carbamidomethyl (C)[4] Mascot
1754.7836 1754.6168 -0.1668 -95 321 335 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1754.7836 1754.6168 -0.1668 -95 321 335 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
2105.0188 2104.9153 -0.1035 -49 360 376 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7] Mascot
2121.0137 2120.9072 -0.1065 -50 360 376 LCMVRPCEADLEENIKK Carbamidomethyl (C)[2,7], Oxidation (M)[3] Mascot
2655.0696 2654.9309 -0.1387 -52 446 466 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYR
2783.1646 2783.0146 -0.15 -54 446 467 TCACHYNCPGDNDIFESL Carbamidomethyl (C)[2,4,8] Mascot

YYRK

10 connective tissue growth factor (predicted) [Sorex gi|190344032 37645.8 8.36 10 221 100 176 100
araneus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1071.4346 1071.3792 -0.0554 -52 281 289 FCGVCTDGR Carbamidomethyl (C)[2,5] Mascot

1096.484 1096.4268 -0.0572 -52 219 227 VTNDNAFCR Carbamidomethyl (C)[8] Mascot
1185.5721 1185.5153 -0.0568 -48 141 150 LPSPDCPFPR Carbamidomethyl (C)[6] Mascot
1185.5721 1185.5153 -0.0568 -48 141 150 LPSPDCPFPR 55 98.665 Carbamidomethyl (C)[6] Mascot
1340.4956 1340.5446 0.049 37 158 168 CCEEWVCDEPK Mascot
1341.6256 1341.5708 -0.0548 -41 97 109 DGAPCVFGGTVYR Mascot

1398.647 1398.5785 -0.0685 -49 97 109 DGAPCVFGGTVYR 97 100 Carbamidomethyl (C)[5] Mascot
1398.647 1398.5785 -0.0685 -49 97 109 DGAPCVFGGTVYR Carbamidomethyl (C)[5] Mascot

1466.7056 1466.6335 -0.0721 -49 219 230 VTNDNAFCRLEK 24 0 Carbamidomethyl (C)[8] Mascot
1466.7056 1466.6335 -0.0721 -49 219 230 VTNDNAFCRLEK Carbamidomethyl (C)[8] Mascot
1468.7001 1468.6329 -0.0672 -46 77 89 GLFCDFGSPANRK Carbamidomethyl (C)[4] Mascot
1754.7836 1754.6168 -0.1668 -95 195 209 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1754.7836 1754.6168 -0.1668 -95 195 209 ANCLVQTTEWSACSK Carbamidomethyl (C)[3,13] Mascot
1780.7596 1780.6709 -0.0887 -50 41 56 CPAGVSLVLDGCGCCR Carbamidomethyl (C)[1,12,14,15] Mascot
1953.8835 1953.9818 0.0983 50 41 60 CPAGVSLVLDGCGCCRV Mascot

CAK
1953.8835 1953.9818 0.0983 50 41 60 CPAGVSLVLDGCGCCRV Mascot

CAK

Gel Idx/Pos 31/B9 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 proteasome subunit alpha type-1 [Bos taurus] gi|78369458 29566.9 6.15 12 578 100 454 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
907.3937 907.3361 -0.0576 -63 90 96 QECLDSR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 83 89 LLCNFMR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 83 89 LLCNFMR 39 25.996 Carbamidomethyl (C)[3] Mascot
969.4644 969.3937 -0.0707 -73 83 89 LLCNFMR Carbamidomethyl (C)[3], Oxidation (M)[6] Mascot

1107.6997 1107.6299 -0.0698 -63 42 51 THAVLVALKR 74 99.979 Mascot
1107.6997 1107.6299 -0.0698 -63 42 51 THAVLVALKR Mascot
1332.7423 1332.658 -0.0843 -63 97 107 FVFDRPLPVSR 37 0 Mascot
1332.7423 1332.658 -0.0843 -63 97 107 FVFDRPLPVSR Mascot
1431.7301 1431.6387 -0.0914 -64 19 30 IHQIEYAMEAVK Mascot

1447.725 1447.627 -0.098 -68 19 30 IHQIEYAMEAVK Oxidation (M)[8] Mascot
1685.9069 1685.8049 -0.102 -61 194 208 ALRETLPAEQDLTTK Mascot
1685.9069 1685.8049 -0.102 -61 194 208 ALRETLPAEQDLTTK 48 91.484 Mascot
1778.8092 1778.7043 -0.1049 -59 4 18 NQYDNDVTVWSPQGR Mascot



1778.8092 1778.7043 -0.1049 -59 4 18 NQYDNDVTVWSPQGR 129 100 Mascot
1857.8405 1857.7269 -0.1136 -61 83 96 LLCNFMRQECLDSR Carbamidomethyl (C)[3,10], Oxidation (M)[6] Mascot

1880.834 1880.7311 -0.1029 -55 175 189 HMSEFMECNLNELVK Carbamidomethyl (C)[8] Mascot
1896.8289 1896.7249 -0.104 -55 175 189 HMSEFMECNLNELVK Carbamidomethyl (C)[8], Oxidation (M)[2] Mascot
1912.8237 1912.708 -0.1157 -60 175 189 HMSEFMECNLNELVK Carbamidomethyl (C)[8], Oxidation (M)[2,6] Mascot
2086.1404 2086.0156 -0.1248 -60 63 82 ILHVDNHIGISIAGLTADA 110 100 Mascot

R
2086.1404 2086.0156 -0.1248 -60 63 82 ILHVDNHIGISIAGLTADA Mascot

R
2206.9558 2206.8225 -0.1333 -60 244 263 AQPTQPADEPAEKADEP Oxidation (M)[18] Mascot

MEH
2214.2354 2214.103 -0.1324 -60 62 82 KILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 62 82 KILHVDNHIGISIAGLTADA 17 0 Mascot

2214.103 Mascot
R

2 proteasome (prosome, macropain) subunit, alpha type, gi|119588883 33933.2 6.64 11 564 100 454 100
1, isoform CRA_b [Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
907.3937 907.3361 -0.0576 -63 133 139 QECLDSR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 126 132 LLCNFMR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 126 132 LLCNFMR 39 25.996 Carbamidomethyl (C)[3] Mascot
969.4644 969.3937 -0.0707 -73 126 132 LLCNFMR Carbamidomethyl (C)[3], Oxidation (M)[6] Mascot

1107.6997 1107.6299 -0.0698 -63 85 94 THAVLVALKR 74 99.979 Mascot
1107.6997 1107.6299 -0.0698 -63 85 94 THAVLVALKR Mascot
1332.7423 1332.658 -0.0843 -63 140 150 FVFDRPLPVSR 37 0 Mascot
1332.7423 1332.658 -0.0843 -63 140 150 FVFDRPLPVSR Mascot
1431.7301 1431.6387 -0.0914 -64 62 73 IHQIEYAMEAVK Mascot

1447.725 1447.627 -0.098 -68 62 73 IHQIEYAMEAVK Oxidation (M)[8] Mascot
1685.9069 1685.8049 -0.102 -61 237 251 ALRETLPAEQDLTTK Mascot
1685.9069 1685.8049 -0.102 -61 237 251 ALRETLPAEQDLTTK 48 91.484 Mascot
1778.8092 1778.7043 -0.1049 -59 47 61 NQYDNDVTVWSPQGR Mascot
1778.8092 1778.7043 -0.1049 -59 47 61 NQYDNDVTVWSPQGR 129 100 Mascot
1857.8405 1857.7269 -0.1136 -61 126 139 LLCNFMRQECLDSR Carbamidomethyl (C)[3,10], Oxidation (M)[6] Mascot

1880.834 1880.7311 -0.1029 -55 218 232 HMSEFMECNLNELVK Carbamidomethyl (C)[8] Mascot
1896.8289 1896.7249 -0.104 -55 218 232 HMSEFMECNLNELVK Carbamidomethyl (C)[8], Oxidation (M)[2] Mascot
1912.8237 1912.708 -0.1157 -60 218 232 HMSEFMECNLNELVK Carbamidomethyl (C)[8], Oxidation (M)[2,6] Mascot
2086.1404 2086.0156 -0.1248 -60 106 125 ILHVDNHIGISIAGLTADA 110 100 Mascot

R
2086.1404 2086.0156 -0.1248 -60 106 125 ILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 105 125 KILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 105 125 KILHVDNHIGISIAGLTADA 17 0 Mascot

R

3 Proteasome (prosome, macropain) subunit, alpha type, gi|13543551 29578.9 6.15 11 562 100 454 100
1 [Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
907.3937 907.3361 -0.0576 -63 90 96 QECLDSR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 83 89 LLCNFMR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 83 89 LLCNFMR 39 25.996 Carbamidomethyl (C)[3] Mascot
969.4644 969.3937 -0.0707 -73 83 89 LLCNFMR Carbamidomethyl (C)[3], Oxidation (M)[6] Mascot

1107.6997 1107.6299 -0.0698 -63 42 51 THAVLVALKR 74 99.979 Mascot
1107.6997 1107.6299 -0.0698 -63 42 51 THAVLVALKR Mascot
1332.7423 1332.658 -0.0843 -63 97 107 FVFDRPLPVSR 37 0 Mascot
1332.7423 1332.658 -0.0843 -63 97 107 FVFDRPLPVSR Mascot
1431.7301 1431.6387 -0.0914 -64 19 30 IHQIEYAMEAVK Mascot

1447.725 1447.627 -0.098 -68 19 30 IHQIEYAMEAVK Oxidation (M)[8] Mascot
1685.9069 1685.8049 -0.102 -61 194 208 ALRETLPAEQDLTTK Mascot
1685.9069 1685.8049 -0.102 -61 194 208 ALRETLPAEQDLTTK 48 91.484 Mascot
1778.8092 1778.7043 -0.1049 -59 4 18 NQYDNDVTVWSPQGR Mascot
1778.8092 1778.7043 -0.1049 -59 4 18 NQYDNDVTVWSPQGR 129 100 Mascot
1857.8405 1857.7269 -0.1136 -61 83 96 LLCNFMRQECLDSR Carbamidomethyl (C)[3,10], Oxidation (M)[6] Mascot

1880.834 1880.7311 -0.1029 -55 175 189 HMSEFMECNLNELVK Carbamidomethyl (C)[8] Mascot
1896.8289 1896.7249 -0.104 -55 175 189 HMSEFMECNLNELVK Carbamidomethyl (C)[8], Oxidation (M)[2] Mascot
1912.8237 1912.708 -0.1157 -60 175 189 HMSEFMECNLNELVK Carbamidomethyl (C)[8], Oxidation (M)[2,6] Mascot
2086.1404 2086.0156 -0.1248 -60 63 82 ILHVDNHIGISIAGLTADA 110 100 Mascot

R
2086.1404 2086.0156 -0.1248 -60 63 82 ILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 62 82 KILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 62 82 KILHVDNHIGISIAGLTADA 17 0 Mascot

R

4 proteasome subunit alpha type-1 [Rattus norvegicus] gi|8394060 29498.8 6.15 11 562 100 454 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
907.3937 907.3361 -0.0576 -63 90 96 QECLDSR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 83 89 LLCNFMR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 83 89 LLCNFMR 39 25.996 Carbamidomethyl (C)[3] Mascot
969.4644 969.3937 -0.0707 -73 83 89 LLCNFMR Carbamidomethyl (C)[3], Oxidation (M)[6] Mascot

1107.6997 1107.6299 -0.0698 -63 42 51 THAVLVALKR 74 99.979 Mascot
1107.6997 1107.6299 -0.0698 -63 42 51 THAVLVALKR Mascot
1332.7423 1332.658 -0.0843 -63 97 107 FVFDRPLPVSR 37 0 Mascot
1332.7423 1332.658 -0.0843 -63 97 107 FVFDRPLPVSR Mascot
1431.7301 1431.6387 -0.0914 -64 19 30 IHQIEYAMEAVK Mascot

1447.725 1447.627 -0.098 -68 19 30 IHQIEYAMEAVK Oxidation (M)[8] Mascot
1685.9069 1685.8049 -0.102 -61 194 208 ALRETLPAEQDLTTK Mascot
1685.9069 1685.8049 -0.102 -61 194 208 ALRETLPAEQDLTTK 48 91.484 Mascot
1778.8092 1778.7043 -0.1049 -59 4 18 NQYDNDVTVWSPQGR Mascot
1778.8092 1778.7043 -0.1049 -59 4 18 NQYDNDVTVWSPQGR 129 100 Mascot
1857.8405 1857.7269 -0.1136 -61 83 96 LLCNFMRQECLDSR Carbamidomethyl (C)[3,10], Oxidation (M)[6] Mascot

1880.834 1880.7311 -0.1029 -55 175 189 HMSEFMQCNLDELVK Carbamidomethyl (C)[8] Mascot
1896.8289 1896.7249 -0.104 -55 175 189 HMSEFMQCNLDELVK Carbamidomethyl (C)[8], Oxidation (M)[2] Mascot
1912.8237 1912.708 -0.1157 -60 175 189 HMSEFMQCNLDELVK Carbamidomethyl (C)[8], Oxidation (M)[2,6] Mascot
2086.1404 2086.0156 -0.1248 -60 63 82 ILHVDNHIGISIAGLTADA 110 100 Mascot

R
2086.1404 2086.0156 -0.1248 -60 63 82 ILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 62 82 KILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 62 82 KILHVDNHIGISIAGLTADA 17 0 Mascot

R

5 proteasome subunit alpha type-1 isoform 1 [Homo gi|23110935 30220.3 6.51 11 560 100 454 100
sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
907.3937 907.3361 -0.0576 -63 96 102 QECLDSR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 89 95 LLCNFMR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 89 95 LLCNFMR 39 25.996 Carbamidomethyl (C)[3] Mascot
969.4644 969.3937 -0.0707 -73 89 95 LLCNFMR Carbamidomethyl (C)[3], Oxidation (M)[6] Mascot

1107.6997 1107.6299 -0.0698 -63 48 57 THAVLVALKR 74 99.979 Mascot
1107.6997 1107.6299 -0.0698 -63 48 57 THAVLVALKR Mascot
1332.7423 1332.658 -0.0843 -63 103 113 FVFDRPLPVSR 37 0 Mascot
1332.7423 1332.658 -0.0843 -63 103 113 FVFDRPLPVSR Mascot



1431.7301 1431.6387 -0.0914 -64 25 36 IHQIEYAMEAVK Mascot
1447.725 1447.627 -0.098 -68 25 36 IHQIEYAMEAVK Oxidation (M)[8] Mascot

1685.9069 1685.8049 -0.102 -61 200 214 ALRETLPAEQDLTTK Mascot
1685.9069 1685.8049 -0.102 -61 200 214 ALRETLPAEQDLTTK 48 91.484 Mascot
1778.8092 1778.7043 -0.1049 -59 10 24 NQYDNDVTVWSPQGR Mascot
1778.8092 1778.7043 -0.1049 -59 10 24 NQYDNDVTVWSPQGR 129 100 Mascot
1857.8405 1857.7269 -0.1136 -61 89 102 LLCNFMRQECLDSR Carbamidomethyl (C)[3,10], Oxidation (M)[6] Mascot

1880.834 1880.7311 -0.1029 -55 181 195 HMSEFMECNLNELVK Carbamidomethyl (C)[8] Mascot
1896.8289 1896.7249 -0.104 -55 181 195 HMSEFMECNLNELVK Carbamidomethyl (C)[8], Oxidation (M)[2] Mascot
1912.8237 1912.708 -0.1157 -60 181 195 HMSEFMECNLNELVK Carbamidomethyl (C)[8], Oxidation (M)[2,6] Mascot
2086.1404 2086.0156 -0.1248 -60 69 88 ILHVDNHIGISIAGLTADA 110 100 Mascot

R
2086.1404 2086.0156 -0.1248 -60 69 88 ILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 68 88 KILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 68 88 KILHVDNHIGISIAGLTADA 17 0 Mascot

R

6 PREDICTED: proteasome (prosome, macropain) gi|149719471 29567.8 6 11 559 100 454 100
subunit, alpha type, 1 isoform 1 [Equus caballus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
907.3937 907.3361 -0.0576 -63 90 96 QECLDSR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 83 89 LLCNFMR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 83 89 LLCNFMR 39 25.996 Carbamidomethyl (C)[3] Mascot
969.4644 969.3937 -0.0707 -73 83 89 LLCNFMR Carbamidomethyl (C)[3], Oxidation (M)[6] Mascot

1107.6997 1107.6299 -0.0698 -63 42 51 THAVLVALKR 74 99.979 Mascot
1107.6997 1107.6299 -0.0698 -63 42 51 THAVLVALKR Mascot
1332.7423 1332.658 -0.0843 -63 97 107 FVFDRPLPVSR 37 0 Mascot
1332.7423 1332.658 -0.0843 -63 97 107 FVFDRPLPVSR Mascot
1431.7301 1431.6387 -0.0914 -64 19 30 IHQIEYAMEAVK Mascot

1447.725 1447.627 -0.098 -68 19 30 IHQIEYAMEAVK Oxidation (M)[8] Mascot
1685.9069 1685.8049 -0.102 -61 194 208 ALRETLPAEQDLTTK Mascot
1685.9069 1685.8049 -0.102 -61 194 208 ALRETLPAEQDLTTK 48 91.484 Mascot
1778.8092 1778.7043 -0.1049 -59 4 18 NQYDNDVTVWSPQGR Mascot
1778.8092 1778.7043 -0.1049 -59 4 18 NQYDNDVTVWSPQGR 129 100 Mascot
1857.8405 1857.7269 -0.1136 -61 83 96 LLCNFMRQECLDSR Carbamidomethyl (C)[3,10], Oxidation (M)[6] Mascot
2086.1404 2086.0156 -0.1248 -60 63 82 ILHVDNHIGISIAGLTADA 110 100 Mascot

R
2086.1404 2086.0156 -0.1248 -60 63 82 ILHVDNHIGISIAGLTADA Mascot

R
2206.9558 2206.8225 -0.1333 -60 244 263 TQPAQPADEPAEKADEP Oxidation (M)[18] Mascot

MEH
2214.2354 2214.103 -0.1324 -60 62 82 KILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 62 82 KILHVDNHIGISIAGLTADA 17 0 Mascot

R

7 PREDICTED: similar to proteasome (prosome, gi|149630937 29422.9 6.27 11 558 100 452 100
macropain) subunit, alpha type, 1, partial [Ornithorhync
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
907.3937 907.3361 -0.0576 -63 89 95 QECLDSR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 82 88 LLCNFMR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 82 88 LLCNFMR 39 25.996 Carbamidomethyl (C)[3] Mascot
969.4644 969.3937 -0.0707 -73 82 88 LLCNFMR Carbamidomethyl (C)[3], Oxidation (M)[6] Mascot

1107.6997 1107.6299 -0.0698 -63 41 50 THAVLVALKR 74 99.979 Mascot
1107.6997 1107.6299 -0.0698 -63 41 50 THAVLVALKR Mascot
1332.7423 1332.658 -0.0843 -63 96 106 FVFDRPLPVSR 37 0 Mascot
1332.7423 1332.658 -0.0843 -63 96 106 FVFDRPLPVSR Mascot
1431.7301 1431.6387 -0.0914 -64 18 29 IHQIEYAMEAVK Mascot

1447.725 1447.627 -0.098 -68 18 29 IHQIEYAMEAVK Oxidation (M)[8] Mascot
1685.7509 1685.8049 0.054 32 175 188 MSEFADCNLNELVK Carbamidomethyl (C)[7], Oxidation (M)[1] Mascot
1685.9069 1685.8049 -0.102 -61 193 207 ALRETLPAEQDLTTK 48 91.484 Mascot
1778.8092 1778.7043 -0.1049 -59 3 17 NQYDNDVTVWSPQGR Mascot
1778.8092 1778.7043 -0.1049 -59 3 17 NQYDNDVTVWSPQGR 129 100 Mascot
1857.8405 1857.7269 -0.1136 -61 82 95 LLCNFMRQECLDSR Carbamidomethyl (C)[3,10], Oxidation (M)[6] Mascot
2086.1404 2086.0156 -0.1248 -60 62 81 ILHVDNHIGISIAGLTADA 110 100 Mascot

R
2086.1404 2086.0156 -0.1248 -60 62 81 ILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 61 81 KILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 61 81 KILHVDNHIGISIAGLTADA 17 0 Mascot

R

8 PREDICTED: similar to Proteasome subunit alpha type gi|114636649 40721.5 7.68 11 556 100 454 100
1 (Proteasome component C2) (Macropain subunit 
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
907.3937 907.3361 -0.0576 -63 193 199 QECLDSR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 186 192 LLCNFMR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 186 192 LLCNFMR 39 25.996 Carbamidomethyl (C)[3] Mascot
969.4644 969.3937 -0.0707 -73 186 192 LLCNFMR Carbamidomethyl (C)[3], Oxidation (M)[6] Mascot

1107.6997 1107.6299 -0.0698 -63 145 154 THAVLVALKR 74 99.979 Mascot
1107.6997 1107.6299 -0.0698 -63 145 154 THAVLVALKR Mascot
1332.7423 1332.658 -0.0843 -63 200 210 FVFDRPLPVSR 37 0 Mascot
1332.7423 1332.658 -0.0843 -63 200 210 FVFDRPLPVSR Mascot
1431.7301 1431.6387 -0.0914 -64 122 133 IHQIEYAMEAVK Mascot

1447.725 1447.627 -0.098 -68 122 133 IHQIEYAMEAVK Oxidation (M)[8] Mascot
1685.9069 1685.8049 -0.102 -61 297 311 ALRETLPAEQDLTTK Mascot
1685.9069 1685.8049 -0.102 -61 297 311 ALRETLPAEQDLTTK 48 91.484 Mascot
1778.8092 1778.7043 # -0.1049 -59 107 121 NQYDNDVTVWSPQGR Mascot Mascot
1778.8092 1778.7043 -0.1049 -59 107 121 NQYDNDVTVWSPQGR 129 100 Mascot
1857.8405 1857.7269 -0.1136 -61 186 199 LLCNFMRQECLDSR Carbamidomethyl (C)[3,10], Oxidation (M)[6] Mascot

1880.834 1880.7311 -0.1029 -55 278 292 HMSEFMECNLNELVK Carbamidomethyl (C)[8] Mascot
1896.8289 1896.7249 -0.104 -55 278 292 HMSEFMECNLNELVK Carbamidomethyl (C)[8], Oxidation (M)[2] Mascot
1912.8237 1912.708 -0.1157 -60 278 292 HMSEFMECNLNELVK Carbamidomethyl (C)[8], Oxidation (M)[2,6] Mascot
2086.1404 2086.0156 -0.1248 -60 166 185 ILHVDNHIGISIAGLTADA 110 100 Mascot

R
2086.1404 2086.0156 -0.1248 -60 166 185 ILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 165 185 KILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 165 185 KILHVDNHIGISIAGLTADA 17 0 Mascot

R

9 PREDICTED: proteasome (prosome, macropain) gi|149719469 30320.4 6.51 11 555 100 454 100
subunit, alpha type, 1 isoform 2 [Equus caballus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
907.3937 907.3361 -0.0576 -63 96 102 QECLDSR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 89 95 LLCNFMR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 89 95 LLCNFMR 39 25.996 Carbamidomethyl (C)[3] Mascot
969.4644 969.3937 -0.0707 -73 89 95 LLCNFMR Carbamidomethyl (C)[3], Oxidation (M)[6] Mascot

1107.6997 1107.6299 -0.0698 -63 48 57 THAVLVALKR 74 99.979 Mascot
1107.6997 1107.6299 -0.0698 -63 48 57 THAVLVALKR Mascot
1332.7423 1332.658 -0.0843 -63 103 113 FVFDRPLPVSR 37 0 Mascot
1332.7423 1332.658 -0.0843 -63 103 113 FVFDRPLPVSR Mascot
1431.7301 1431.6387 -0.0914 -64 25 36 IHQIEYAMEAVK Mascot



1447.725 1447.627 -0.098 -68 25 36 IHQIEYAMEAVK Oxidation (M)[8] Mascot
1685.9069 1685.8049 -0.102 -61 200 214 ALRETLPAEQDLTTK Mascot
1685.9069 1685.8049 -0.102 -61 200 214 ALRETLPAEQDLTTK 48 91.484 Mascot
1778.8092 1778.7043 -0.1049 -59 10 24 NQYDNDVTVWSPQGR Mascot
1778.8092 1778.7043 -0.1049 -59 10 24 NQYDNDVTVWSPQGR 129 100 Mascot
1857.8405 1857.7269 -0.1136 -61 89 102 LLCNFMRQECLDSR Carbamidomethyl (C)[3,10], Oxidation (M)[6] Mascot
2086.1404 2086.0156 -0.1248 -60 69 88 ILHVDNHIGISIAGLTADA 110 100 Mascot

R
2086.1404 2086.0156 -0.1248 -60 69 88 ILHVDNHIGISIAGLTADA Mascot

R
2206.9558 2206.8225 -0.1333 -60 250 269 TQPAQPADEPAEKADEP Oxidation (M)[18] Mascot

MEH
2214.2354 2214.103 -0.1324 -60 68 88 KILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 68 88 KILHVDNHIGISIAGLTADA 17 0 Mascot

R

10 hypothetical protein PANDA_012479 [Ailuropoda gi|281341608 27519 8.29 10 548 100 454 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
907.3937 907.3361 -0.0576 -63 90 96 QECLDSR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 83 89 LLCNFMR Carbamidomethyl (C)[3] Mascot
953.4695 953.4081 -0.0614 -64 83 89 LLCNFMR 39 24.907 Carbamidomethyl (C)[3] Mascot
969.4644 969.3937 -0.0707 -73 83 89 LLCNFMR Carbamidomethyl (C)[3], Oxidation (M)[6] Mascot

1107.6997 1107.6299 -0.0698 -63 42 51 THAVLVALKR 74 99.979 Mascot
1107.6997 1107.6299 -0.0698 -63 42 51 THAVLVALKR Mascot
1332.7423 1332.658 -0.0843 -63 97 107 FVFDRPLPVSR 37 0 Mascot
1332.7423 1332.658 -0.0843 -63 97 107 FVFDRPLPVSR Mascot
1431.7301 1431.6387 -0.0914 -64 19 30 IHQIEYAMEAVK Mascot

1447.725 1447.627 -0.098 -68 19 30 IHQIEYAMEAVK Oxidation (M)[8] Mascot
1685.9069 1685.8049 -0.102 -61 194 208 ALRETLPAEQDLTTK Mascot
1685.9069 1685.8049 -0.102 -61 194 208 ALRETLPAEQDLTTK 48 91.358 Mascot
1778.8092 1778.7043 -0.1049 -59 4 18 NQYDNDVTVWSPQGR Mascot
1778.8092 1778.7043 -0.1049 -59 4 18 NQYDNDVTVWSPQGR 129 100 Mascot
1857.8405 1857.7269 -0.1136 -61 83 96 LLCNFMRQECLDSR Carbamidomethyl (C)[3,10], Oxidation (M)[6] Mascot
2086.1404 2086.0156 -0.1248 -60 63 82 ILHVDNHIGISIAGLTADA 110 100 Mascot

R
2086.1404 2086.0156 -0.1248 -60 63 82 ILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 62 82 KILHVDNHIGISIAGLTADA Mascot

R
2214.2354 2214.103 -0.1324 -60 62 82 KILHVDNHIGISIAGLTADA 17 0 Mascot

R

Gel Idx/Pos 43/B10 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 PREDICTED: CG4802-like [Bos taurus] gi|194669175 31235.9 7.1 11 251 100 156 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
941.4873 941.3911 -0.0962 -102 64 71 QHTIMPSK Mascot
941.4873 941.3911 -0.0962 -102 64 71 QHTIMPSK Mascot

941.3911 Mascot
957.4822 957.3844 -0.0978 -102 64 71 QHTIMPSK Oxidation (M)[5] Mascot

1059.5615 1059.5255 -0.036 -34 52 60 NVDCVLLAR Carbamidomethyl (C)[4] Mascot
1161.6449 1161.609 -0.0359 -31 273 282 MAQFSVLLPR Mascot
1177.6398 1177.5947 -0.0451 -38 273 282 MAQFSVLLPR Oxidation (M)[1] Mascot
1298.7037 1298.6602 -0.0435 -33 273 283 MAQFSVLLPRH Mascot
1300.7405 1300.6969 -0.0436 -34 50 60 IKNVDCVLLAR Carbamidomethyl (C)[6] Mascot
1300.7405 1300.6969 -0.0436 -34 50 60 IKNVDCVLLAR 47 89.634 Carbamidomethyl (C)[6] Mascot
1314.6987 1314.6481 -0.0506 -38 273 283 MAQFSVLLPRH Oxidation (M)[1] Mascot

1568.691 1568.6439 -0.0471 -30 121 133 LQTFYDGNHSCAR 57 98.894 Carbamidomethyl (C)[11] Mascot
1568.691 1568.6439 -0.0471 -30 121 133 LQTFYDGNHSCAR Carbamidomethyl (C)[11] Mascot

1642.7538 1642.6995 -0.0543 -33 134 147 GVCHIPMAEPFCPK Carbamidomethyl (C)[3,12] Mascot
1658.7488 1658.6886 -0.0602 -36 134 147 GVCHIPMAEPFCPK Carbamidomethyl (C)[3,12], Oxidation (M)[7] Mascot
1724.7921 1724.7314 -0.0607 -35 120 133 RLQTFYDGNHSCAR Carbamidomethyl (C)[12] Mascot
1724.7921 1724.7314 -0.0607 -35 120 133 RLQTFYDGNHSCAR 51 95.816 Carbamidomethyl (C)[12] Mascot
1806.9636 1806.8966 -0.067 -37 33 49 YVDTPFGKPSDALVLGK Mascot
1824.9701 1824.9081 -0.062 -34 12 29 IGIIGGTGLDDPEILEGR Mascot
2183.1553 2183.0815 -0.0738 -34 12 32 IGIIGGTGLDDPEILEGRT Mascot

EK

2 Glutathione S-transferase omega 1 [Bos taurus] gi|111307115 15797.3 9.36 6 239 100 188 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
941.4297 941.3911 -0.0386 -41 31 37 FCPYAQR Carbamidomethyl (C)[2] Mascot
941.4297 941.3911 -0.0386 -41 31 37 FCPYAQR 56 98.553 Carbamidomethyl (C)[2] Mascot
1050.536 1050.6277 0.0917 87 1 11 MSGGSARSLGK Mascot
1050.536 1050.6277 0.0917 87 1 11 MSGGSARSLGK Mascot

1095.5621 1095.5099 -0.0522 -48 58 65 NKPEWFFK Mascot
1346.7427 1346.6989 -0.0438 -33 12 25 GSAPPGPVPEGLIR 76 99.986 Mascot
1346.7427 1346.6989 -0.0438 -33 12 25 GSAPPGPVPEGLIR Mascot
1405.8274 1405.7838 -0.0436 -31 46 57 GIRHEVININLK 56 98.586 Mascot
1405.8274 1405.7838 -0.0436 -31 46 57 GIRHEVININLK Mascot
1731.9751 1731.92 -0.0551 -32 8 25 SLGKGSAPPGPVPEGLIR Mascot

3 glutathione-S-transferase omega 1 [Bos taurus] gi|164420719 27208 7.55 7 238 100 188 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.4211 882.5499 0.1288 146 201 207 LWMAAMK Oxidation (M)[3,6] Mascot
941.4297 941.3911 -0.0386 -41 31 37 FCPYAQR Carbamidomethyl (C)[2] Mascot
941.4297 941.3911 -0.0386 -41 31 37 FCPYAQR 56 98.553 Carbamidomethyl (C)[2] Mascot
1050.536 1050.6277 0.0917 87 1 11 MSGGSARSLGK Mascot
1050.536 1050.6277 0.0917 87 1 11 MSGGSARSLGK Mascot

1095.5621 1095.5099 -0.0522 -48 58 65 NKPEWFFK Mascot
1346.7427 1346.6989 -0.0438 -33 12 25 GSAPPGPVPEGLIR 76 99.986 Mascot
1346.7427 1346.6989 -0.0438 -33 12 25 GSAPPGPVPEGLIR Mascot
1405.8274 1405.7838 -0.0436 -31 46 57 GIRHEVININLK 56 98.586 Mascot
1405.8274 1405.7838 -0.0436 -31 46 57 GIRHEVININLK Mascot
1731.9751 1731.92 -0.0551 -32 8 25 SLGKGSAPPGPVPEGLIR Mascot

4 PREDICTED: glutathione-S-transferase omega 1-like gi|297490950 27381 6.84 6 225 100 188 100
[Bos taurus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.4212 882.5499 0.1287 146 201 207 LWMASMK Oxidation (M)[3] Mascot
941.4661 941.3911 -0.075 -80 31 37 FCPYAKR Carbamidomethyl (C)[2] Mascot
941.4661 941.3911 -0.075 -80 31 37 FCPYAKR 56 98.553 Carbamidomethyl (C)[2] Mascot

1095.5621 1095.5099 -0.0522 -48 58 65 NKPEWFFK Mascot
1346.7427 1346.6989 -0.0438 -33 12 25 GSAPPGPVPEGLIR 76 99.986 Mascot
1346.7427 1346.6989 -0.0438 -33 12 25 GSAPPGPVPEGLIR Mascot
1405.8274 1405.7838 -0.0436 -31 46 57 GIRHEVININLK 56 98.586 Mascot
1405.8274 1405.7838 -0.0436 -31 46 57 GIRHEVININLK Mascot
1731.9751 1731.92 -0.0551 -32 8 25 SLGKGSAPPGPVPEGLIR Mascot

5 PREDICTED: glutathione-S-transferase omega 1-like, gi|119917734 17469.2 9.13 5 225 100 188 100
partial [Bos taurus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type



Seq. Seq. Score
941.4661 941.3911 -0.075 -80 31 37 FCPYAKR Carbamidomethyl (C)[2] Mascot
941.4661 941.3911 -0.075 -80 31 37 FCPYAKR 56 98.553 Carbamidomethyl (C)[2] Mascot

1095.5621 1095.5099 -0.0522 -48 58 65 NKPEWFFK Mascot
1346.7427 1346.6989 -0.0438 -33 12 25 GSAPPGPVPEGLIR 76 99.986 Mascot
1346.7427 1346.6989 -0.0438 -33 12 25 GSAPPGPVPEGLIR Mascot
1405.8274 1405.7838 -0.0436 -31 46 57 GIRHEVININLK 56 98.586 Mascot

1405.7838 Mascot
1405.8274 1405.7838 -0.0436 -31 46 57 GIRHEVININLK Mascot
1731.9751 1731.92 -0.0551 -32 8 25 SLGKGSAPPGPVPEGLIR Mascot

6 PREDICTED: CG4802-like [Bos taurus] gi|76651956 31320 6.51 9 177 100 108 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
941.4873 941.3911 -0.0962 -102 64 71 QHTIMPSK Mascot
941.4873 941.3911 -0.0962 -102 64 71 QHTIMPSK Mascot
957.4822 957.3844 -0.0978 -102 64 71 QHTIMPSK Oxidation (M)[5] Mascot

1042.5891 1042.5536 -0.0355 -34 167 176 GTVITIEGPR Mascot
1161.6449 1161.609 -0.0359 -31 273 282 MAQFSVLLPR Mascot
1177.6398 1177.5947 -0.0451 -38 273 282 MAQFSVLLPR Oxidation (M)[1] Mascot
1298.7037 1298.6602 -0.0435 -33 273 283 MAQFSVLLPRH Mascot
1314.6987 1314.6481 -0.0506 -38 273 283 MAQFSVLLPRH Oxidation (M)[1] Mascot

1568.691 1568.6439 -0.0471 -30 121 133 LQTFYDGNHSCAR 57 98.894 Carbamidomethyl (C)[11] Mascot
1568.691 1568.6439 -0.0471 -30 121 133 LQTFYDGNHSCAR Carbamidomethyl (C)[11] Mascot

1724.7921 1724.7314 -0.0607 -35 120 133 RLQTFYDGNHSCAR Carbamidomethyl (C)[12] Mascot
1724.7921 1724.7314 -0.0607 -35 120 133 RLQTFYDGNHSCAR 51 95.816 Carbamidomethyl (C)[12] Mascot
1806.9636 1806.8966 -0.067 -37 33 49 YVDTPFGKPSDALVLGK Mascot
1824.9701 1824.9081 -0.062 -34 12 29 IGIIGGTGLDDPEILEGR Mascot
2183.1553 2183.0815 -0.0738 -34 12 32 IGIIGGTGLDDPEILEGRT Mascot

EK

7 PREDICTED: glutathione S-transferase omega-1-like gi|296221168 34702.8 8.87 7 172 100 132 100
[Callithrix jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.4211 882.5499 0.1288 146 266 272 LWMAAMK Oxidation (M)[3,6] Mascot

1095.5621 1095.5099 -0.0522 -48 123 130 NKPEWFFK Mascot
1346.7427 1346.6989 -0.0438 -33 77 90 GSAPPGPVPEGLIR 76 99.986 Mascot
1346.7427 1346.6989 -0.0438 -33 77 90 GSAPPGPVPEGLIR Mascot
1405.8274 1405.7838 -0.0436 -31 111 122 GIRHEVININLK 56 98.586 Mascot
1405.8274 1405.7838 -0.0436 -31 111 122 GIRHEVININLK Mascot
1731.9751 1731.92 -0.0551 -32 73 90 SLGKGSAPPGPVPEGLIR Mascot
1784.8669 1784.8595 -0.0074 -4 249 263 LEAMKLNECVDHTPK Carbamidomethyl (C)[9] Mascot
2210.9905 2211.0251 0.0346 16 53 72 LQTSEELAPLCDTMSGE Carbamidomethyl (C)[11], Oxidation (M)[14] Mascot

2211.0251 Mascot
SAR

8 PREDICTED: glutathione S-transferase omega-1-like gi|296225263 27510.1 8.11 6 168 100 132 100
[Callithrix jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.4211 882.5499 0.1288 146 201 207 LWMAAMK Oxidation (M)[3,6] Mascot

1095.5621 1095.5099 -0.0522 -48 58 65 NKPEWFFK Mascot
1346.7427 1346.6989 -0.0438 -33 12 25 GSAPPGPVPEGLIR 76 99.986 Mascot
1346.7427 1346.6989 -0.0438 -33 12 25 GSAPPGPVPEGLIR Mascot
1405.8274 1405.7838 -0.0436 -31 46 57 GIRHEVININLK 56 98.586 Mascot
1405.8274 1405.7838 -0.0436 -31 46 57 GIRHEVININLK Mascot
1731.9751 1731.92 -0.0551 -32 8 25 SLGKGSAPPGPVPEGLIR Mascot
1784.8669 1784.8595 -0.0074 -4 184 198 LEAMKLNECVDHTPK Carbamidomethyl (C)[9] Mascot

9 PREDICTED: similar to glutathione S-transferase gi|149634574 27916.2 6.84 3 146 100 132 100
omega [Ornithorhynchus anatinus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
941.4661 941.3911 -0.075 -80 34 40 FCPYAKR Carbamidomethyl (C)[2] Mascot
941.4661 941.3911 -0.075 -80 34 40 FCPYAKR 56 98.553 Carbamidomethyl (C)[2] Mascot

1346.7427 1346.6989 -0.0438 -33 15 28 GSAPPGPVPEGLIR 76 99.986 Mascot
1346.7427 1346.6989 -0.0438 -33 15 28 GSAPPGPVPEGLIR Mascot
1731.9751 1731.92 -0.0551 -32 11 28 SLGKGSAPPGPVPEGLIR Mascot

10 glutathione-S-transferase omega 1 [Bos taurus] gi|296472665 27236.1 7.55 5 141 100 112 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.4211 882.5499 0.1288 146 201 207 LWMAAMK Oxidation (M)[3,6] Mascot
941.4297 941.3911 -0.0386 -41 31 37 FCPYAQR Carbamidomethyl (C)[2] Mascot
941.4297 941.3911 -0.0386 -41 31 37 FCPYAQR 56 98.553 Carbamidomethyl (C)[2] Mascot
1050.536 1050.6277 0.0917 87 1 11 MSGGSARSLGK Mascot
1050.536 1050.6277 0.0917 87 1 11 MSGGSARSLGK Mascot

1095.5621 1095.5099 -0.0522 -48 58 65 NKPEWFFK Mascot
1405.8274 1405.7838 -0.0436 -31 46 57 GIRHEVININLK 56 98.586 Mascot
1405.8274 1405.7838 # -0.0436 -31 46 57 GIRHEVININLK Mascot Mascot

Gel Idx/Pos 32/B11 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 deoxyuridine 5'-triphosphate nucleotidohydrolase, gi|118150864 20005.2 9.07 7 282 100 204 100
mitochondrial [Bos taurus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1002.54 1002.496 -0.044 -44 150 157 IAQLICER Carbamidomethyl (C)[6] Mascot
1002.54 1002.496 -0.044 -44 150 157 IAQLICER 40 6.366 Carbamidomethyl (C)[6] Mascot

1135.5525 1135.495 -0.0575 -51 39 48 ATEAGDMRLR Oxidation (M)[7] Mascot
1425.7445 1425.6881 -0.0564 -40 52 65 LSEHATAPTKGSAR Mascot
1550.7632 1550.6959 -0.0673 -43 89 102 TDIQIALPSGCYGR Carbamidomethyl (C)[11] Mascot
1550.7632 1550.6959 -0.0673 -43 89 102 TDIQIALPSGCYGR 101 100 Carbamidomethyl (C)[11] Mascot

1705.818 1705.7493 -0.0687 -40 113 127 HFIDVGAGVIDEDYR Mascot
1990.079 1989.9919 -0.0871 -44 85 102 VLVKTDIQIALPSGCYGR 63 99.551 Carbamidomethyl (C)[15] Mascot
1990.079 1989.9919 -0.0871 -44 85 102 VLVKTDIQIALPSGCYGR Carbamidomethyl (C)[15] Mascot

2169.9685 2169.8728 -0.0957 -44 66 84 AAGYDLYSAYDYTVPPM Oxidation (M)[17] Mascot
EK

2 PREDICTED: similar to deoxyuridine triphosphatase gi|194206679 35366.4 10.59 6 186 100 141 100
[Equus caballus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1002.54 1002.496 -0.044 -44 297 304 IAQLICER Carbamidomethyl (C)[6] Mascot
1002.54 1002.496 -0.044 -44 297 304 IAQLICER 40 6.366 Carbamidomethyl (C)[6] Mascot

1135.489 1135.495 0.006 5 129 137 AWWGGNCWR Mascot
1425.7445 1425.6881 -0.0564 -40 199 212 LSEHATAPTKGSAR Mascot
1550.7632 1550.6959 -0.0673 -43 236 249 TDIQIALPSGCYGR Carbamidomethyl (C)[11] Mascot
1550.7632 1550.6959 -0.0673 -43 236 249 TDIQIALPSGCYGR 101 100 Carbamidomethyl (C)[11] Mascot

1705.818 1705.7493 -0.0687 -40 260 274 HFIDVGAGVIDEDYR Mascot
2169.9685 2169.8728 -0.0957 -44 213 231 AAGYDLYSAYDYTVPPM Oxidation (M)[17] Mascot

EK

3 PREDICTED: deoxyuridine 5'-triphosphate gi|109149509 11301.8 5.39 3 172 100 141 100
nucleotidohydrolase, mitochondrial-like [Macaca
mulatta]



Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1002.54 1002.496 -0.044 -44 69 76 IAQLICER Carbamidomethyl (C)[6] Mascot
1002.54 1002.496 -0.044 -44 69 76 IAQLICER 40 6.366 Carbamidomethyl (C)[6] Mascot

1550.7632 1550.6959 -0.0673 -43 8 21 TDIQIALPSGCYGR Carbamidomethyl (C)[11] Mascot
1550.7632 1550.6959 -0.0673 -43 8 21 TDIQIALPSGCYGR 101 100 Carbamidomethyl (C)[11] Mascot

1705.818 1705.7493 -0.0687 -40 32 46 HFIDVGAGVIDEDYR Mascot
4 PREDICTED: similar to deoxyuridine gi|114656892 13240.7 5.01 3 170 100 141 100

nucleotidohydrolase isoform 2 [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1002.54 1002.496 -0.044 -44 86 93 IAQLICER Carbamidomethyl (C)[6] Mascot
1002.54 1002.496 -0.044 -44 86 93 IAQLICER 40 6.366 Carbamidomethyl (C)[6] Mascot

1550.7632 1550.6959 -0.0673 -43 25 38 TDIQIALPSGCYGR Carbamidomethyl (C)[11] Mascot
1550.7632 1550.6959 -0.0673 -43 25 38 TDIQIALPSGCYGR 101 100 Carbamidomethyl (C)[11] Mascot

1705.818 1705.7493 -0.0687 -40 49 63 HFIDVGAGVIDEDYR Mascot
5 Chain A, Human Dutp Pyrophosphatase Complex With gi|34810576 16208.2 6.77 3 169 100 141 100

Dudp
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1002.54 1002.496 -0.044 -44 112 119 IAQLICER Carbamidomethyl (C)[6] Mascot
1002.54 1002.496 -0.044 -44 112 119 IAQLICER 40 6.366 Carbamidomethyl (C)[6] Mascot

1550.7632 1550.6959 -0.0673 -43 51 64 TDIQIALPSGCYGR Carbamidomethyl (C)[11] Mascot
1550.7632 1550.6959 -0.0673 -43 51 64 TDIQIALPSGCYGR 101 100 Carbamidomethyl (C)[11] Mascot

1705.818 1705.7493 -0.0687 -40 75 89 HFIDVGAGVIDEDYR Mascot
6 PREDICTED: deoxyuridine 5'-triphosphate gi|109149619 17786.9 6.31 3 167 100 141 100

nucleotidohydrolase, mitochondrial-like [Macaca
mulatta]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1002.54 1002.496 -0.044 -44 129 136 IAQLICER Carbamidomethyl (C)[6] Mascot

1002.496 Mascot
1002.54 1002.496 -0.044 -44 129 136 IAQLICER 40 6.366 Carbamidomethyl (C)[6] Mascot

1550.7632 1550.6959 -0.0673 -43 68 81 TDIQIALPSGCYGR Carbamidomethyl (C)[11] Mascot
1550.7632 1550.6959 -0.0673 -43 68 81 TDIQIALPSGCYGR 101 100 Carbamidomethyl (C)[11] Mascot

1705.818 1705.7493 -0.0687 -40 92 106 HFIDVGAGVIDEDYR Mascot
7 PREDICTED: deoxyuridine triphosphatase [Oryctolagus gi|291401351 17851 5.93 3 166 100 141 100

cuniculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1002.54 1002.496 -0.044 -44 129 136 IAQLICER Carbamidomethyl (C)[6] Mascot
1002.54 1002.496 -0.044 -44 129 136 IAQLICER 40 6.366 Carbamidomethyl (C)[6] Mascot

1550.7632 1550.6959 -0.0673 -43 68 81 TDIQIALPSGCYGR Carbamidomethyl (C)[11] Mascot
1550.7632 1550.6959 -0.0673 -43 68 81 TDIQIALPSGCYGR 101 100 Carbamidomethyl (C)[11] Mascot
2169.9685 2169.8728 -0.0957 -44 45 63 AAGYDLYSAYDYTVPPM Oxidation (M)[17] Mascot

EK

8 PREDICTED: dUTP pyrophosphatase isoform 5 [Pan gi|114656890 17840.9 5.49 3 166 100 141 100
troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1002.54 1002.496 -0.044 -44 129 136 IAQLICER Carbamidomethyl (C)[6] Mascot
1002.54 1002.496 -0.044 -44 129 136 IAQLICER 40 6.366 Carbamidomethyl (C)[6] Mascot

1550.7632 1550.6959 -0.0673 -43 68 81 TDIQIALPSGCYGR Carbamidomethyl (C)[11] Mascot
1550.7632 1550.6959 -0.0673 -43 68 81 TDIQIALPSGCYGR 101 100 Carbamidomethyl (C)[11] Mascot
1705.7883 1705.7493 -0.039 -23 1 15 MPCSEETPAISPSKR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot

9 unnamed protein product [Homo sapiens] gi|194391118 26534.6 9.46 3 163 100 141 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1002.54 1002.496 -0.044 -44 217 224 IAQLICER Carbamidomethyl (C)[6] Mascot
1002.54 1002.496 -0.044 -44 217 224 IAQLICER 40 6.366 Carbamidomethyl (C)[6] Mascot

1550.7632 1550.6959 -0.0673 -43 156 169 TDIQIALPSGCYGR Carbamidomethyl (C)[11] Mascot
1550.7632 1550.6959 -0.0673 -43 156 169 TDIQIALPSGCYGR 101 100 Carbamidomethyl (C)[11] Mascot
1705.8439 1705.7493 -0.0946 -55 63 79 LSQGCRGASTVGAAGW Carbamidomethyl (C)[5] Mascot

K

10 RecName: Full=Deoxyuridine 5'-triphosphate gi|3041664 26689.7 9.65 3 163 100 141 100
nucleotidohydrolase, mitochondrial; Short=dUTPase;
AltNa
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1002.54 1002.496 -0.044 -44 217 224 IAQLICER Carbamidomethyl (C)[6] Mascot
1002.54 1002.496 -0.044 -44 217 224 IAQLICER 40 3.213 Carbamidomethyl (C)[6] Mascot

1550.7632 1550.6959 -0.0673 -43 156 169 TDIQIALPSGCYGR Carbamidomethyl (C)[11] Mascot
1550.7632 1550.6959 -0.0673 -43 156 169 TDIQIALPSGCYGR 101 100 Carbamidomethyl (C)[11] Mascot

1705.818 1705.7493 -0.0687 -40 180 194 HFIDVGAGVIDEDYR Mascot
Gel Idx/Pos 44/B12 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 Chain A, The Three-Dimensional Structure Of Bovine gi|494446 7868.2 8.46 5 444 100 369 100
Platelet Factor 4 At 3.0 Angstroms Resolution
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1391.6987 1391.6581 -0.0406 -29 53 63 ICLDQQNPLYK Carbamidomethyl (C)[2] Mascot
1391.6987 1391.6581 -0.0406 -29 53 63 ICLDQQNPLYK 64 99.657 Carbamidomethyl (C)[2] Mascot
1519.7937 1519.7506 -0.0431 -28 53 64 ICLDQQNPLYKK Carbamidomethyl (C)[2] Mascot
1519.7937 1519.7506 -0.0431 -28 52 63 KICLDQQNPLYK 70 99.893 Carbamidomethyl (C)[3] Mascot
2541.3857 2541.3242 -0.0615 -24 25 48 HISSLEVIGAGLHCPSPQ Carbamidomethyl (C)[14] Mascot

LIATLK
2541.3857 2541.3242 -0.0615 -24 25 48 HISSLEVIGAGLHCPSPQ 124 100 Carbamidomethyl (C)[14] Mascot

LIATLK
2855.5559 2855.4792 -0.0767 -27 25 51 HISSLEVIGAGLHCPSPQ 113 100 Carbamidomethyl (C)[14] Mascot

LIATLKTGR
2855.5559 2855.4792 -0.0767 -27 25 51 HISSLEVIGAGLHCPSPQ Carbamidomethyl (C)[14] Mascot

LIATLKTGR

2 RecName: Full=Platelet factor 4; Short=PF-4; AltName: gi|266800 9123.8 8.41 5 443 100 369 100
Full=C-X-C motif chemokine 4
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1391.6987 1391.6581 -0.0406 -29 66 76 ICLDQQNPLYK Carbamidomethyl (C)[2] Mascot
1391.6987 1391.6581 -0.0406 -29 66 76 ICLDQQNPLYK 64 99.657 Carbamidomethyl (C)[2] Mascot

1391.6581 Mascot
1519.7937 1519.7506 -0.0431 -28 66 77 ICLDQQNPLYKK Carbamidomethyl (C)[2] Mascot
1519.7937 1519.7506 -0.0431 -28 65 76 KICLDQQNPLYK 70 99.893 Carbamidomethyl (C)[3] Mascot
2541.3857 2541.3242 -0.0615 -24 38 61 HISSLEVIGAGLHCPSPQ Carbamidomethyl (C)[14] Mascot

LIATLK



2541.3857 2541.3242 -0.0615 -24 38 61 HISSLEVIGAGLHCPSPQ 124 100 Carbamidomethyl (C)[14] Mascot
LIATLK

2855.5559 2855.4792 -0.0767 -27 38 64 HISSLEVIGAGLHCPSPQ 113 100 Carbamidomethyl (C)[14] Mascot
LIATLKTGR

2855.5559 2855.4792 -0.0767 -27 38 64 HISSLEVIGAGLHCPSPQ Carbamidomethyl (C)[14] Mascot
LIATLKTGR

3 platelet factor 4 [Bos taurus] gi|296486427 12558.8 9.3 5 437 100 369 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1391.6987 1391.6581 -0.0406 -29 99 109 ICLDQQNPLYK Carbamidomethyl (C)[2] Mascot
1391.6987 1391.6581 -0.0406 -29 99 109 ICLDQQNPLYK 64 99.657 Carbamidomethyl (C)[2] Mascot
1519.7937 1519.7506 -0.0431 -28 99 110 ICLDQQNPLYKK Carbamidomethyl (C)[2] Mascot
1519.7937 1519.7506 -0.0431 -28 98 109 KICLDQQNPLYK 70 99.893 Carbamidomethyl (C)[3] Mascot
2541.3857 2541.3242 -0.0615 -24 71 94 HISSLEVIGAGLHCPSPQ Carbamidomethyl (C)[14] Mascot

LIATLK
2541.3857 2541.3242 -0.0615 -24 71 94 HISSLEVIGAGLHCPSPQ 124 100 Carbamidomethyl (C)[14] Mascot

LIATLK
2855.5559 2855.4792 -0.0767 -27 71 97 HISSLEVIGAGLHCPSPQ 113 100 Carbamidomethyl (C)[14] Mascot

LIATLKTGR
2855.5559 2855.4792 -0.0767 -27 71 97 HISSLEVIGAGLHCPSPQ Carbamidomethyl (C)[14] Mascot

LIATLKTGR

4 zinc finger protein 416 [Homo sapiens] gi|33859678 67144.3 8.33 8 65 74.706
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.4679 882.5606 0.0927 105 240 246 RLYESSK Mascot
882.4679 882.5606 0.0927 105 240 246 RLYESSK Mascot
996.5697 996.5621 -0.0076 -8 367 374 STLVRHQR Mascot
996.5697 996.5621 -0.0076 -8 367 374 STLVRHQR Mascot
1045.516 1045.5453 0.0293 28 93 102 TPEASPSTQK Mascot

1428.6615 1428.7485 0.087 61 278 289 SFSQTSHLNDHR Mascot
1519.6998 1519.7506 0.0508 33 204 216 CEEAFHVGISHYK Mascot
1519.6998 1519.7506 0.0508 33 204 216 CEEAFHVGISHYK Mascot
1647.7729 1647.8484 0.0755 46 291 305 IHTGERPYVCGQCGK Mascot
1647.7729 1647.8484 0.0755 46 515 529 IHTGLRPYDCGQCGK Mascot
2541.1794 2541.3242 0.1448 57 423 445 CGLIQHQLIHSGARPFEC Mascot

2541.3242 Mascot
DECGK

2541.1794 2541.3242 0.1448 57 423 445 CGLIQHQLIHSGARPFEC Mascot
DECGK

5 unnamed protein product [Homo sapiens] gi|7020745 52894.5 7.88 7 63 58.023
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.4679 882.5606 0.0927 105 240 246 RLYESSK Mascot
882.4679 882.5606 0.0927 105 240 246 RLYESSK Mascot
996.5697 996.5621 -0.0076 -8 367 374 STLVRHQR Mascot
996.5697 996.5621 -0.0076 -8 367 374 STLVRHQR Mascot
1045.516 1045.5453 0.0293 28 93 102 TPEASPSTQK Mascot

1428.6615 1428.7485 0.087 61 278 289 SFSQTSHLNDHR Mascot
1519.6998 1519.7506 0.0508 33 204 216 CEEAFHVGISHYK Mascot
1519.6998 1519.7506 0.0508 33 204 216 CEEAFHVGISHYK Mascot
1647.7729 1647.8484 0.0755 46 291 305 IHTGERPYVCGQCGK Mascot
1647.7729 1647.8484 0.0755 46 291 305 IHTGERPYVCGQCGK Mascot
2541.1794 2541.3242 0.1448 57 423 445 CGLIQHQLIHSGARPFEC Mascot

DECGK
2541.1794 2541.3242 0.1448 57 423 445 CGLIQHQLIHSGARPFEC Mascot

DECGK

6 PREDICTED: protein kinase C and casein kinase gi|311247889 48719.9 5.87 2 55 0 29 0
substrate in neurons protein 3-like [Sus scrofa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1519.5931 1519.7506 0.1575 104 349 360 QDEEWSDEDNPR Mascot
1519.5931 1519.7506 0.1575 104 349 360 QDEEWSDEDNPR 16 0 Mascot
1647.6881 1647.8484 0.1603 97 349 361 QDEEWSDEDNPRK 29 0 Mascot
1647.6881 1647.8484 0.1603 97 349 361 QDEEWSDEDNPRK Mascot

7 R27945_2 [Homo sapiens] gi|3264846 53897.1 9.03 7 53 0
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
882.4679 882.5606 0.0927 105 121 127 RLYESSK Mascot
882.4679 882.5606 0.0927 105 121 127 RLYESSK Mascot
996.5697 996.5621 -0.0076 -8 248 255 STLVRHQR Mascot
996.5697 996.5621 -0.0076 -8 248 255 STLVRHQR Mascot

1428.6615 1428.7485 0.087 61 159 170 SFSQTSHLNDHR Mascot
1519.6998 1519.7506 0.0508 33 85 97 CEEAFHVGISHYK Mascot
1519.6998 1519.7506 0.0508 33 85 97 CEEAFHVGISHYK Mascot
1647.7729 1647.8484 0.0755 46 172 186 IHTGERPYVCGQCGK Mascot
1647.7729 1647.8484 0.0755 46 396 410 IHTGLRPYDCGQCGK Mascot
2541.1794 2541.3242 0.1448 57 304 326 CGLIQHQLIHSGARPFEC Mascot

DECGK
2541.1794 2541.3242 0.1448 57 304 326 CGLIQHQLIHSGARPFEC Mascot

DECGK

8 PREDICTED: putative transposase element gi|309269461 44521.3 9.39 6 51 0
L1Md-A101/L1Md-A102/L1Md-A2-like [Mus musculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1391.6255 1391.6581 0.0326 23 74 84 AYLMMMVEDIK Oxidation (M)[4,5,6] Mascot
1391.6255 1391.6581 0.0326 23 74 84 AYLMMMVEDIK Oxidation (M)[4,5,6] Mascot
1519.7205 1519.7506 0.0301 20 74 85 AYLMMMVEDIKK Oxidation (M)[4,5,6] Mascot
1519.7638 1519.7506 -0.0132 -9 211 223 IIGVDENEDFQLK Mascot
1647.8435 1647.8484 0.0049 3 169 184 ISGAEDSIENIGTTIK Mascot

1647.88 1647.8484 -0.0316 -19 136 150 TQSEATLEIETLGKK 4 0 Mascot
2984.4414 2984.574 0.1326 44 1 26 MMPILLPSPNFVLENMTE Oxidation (M)[1,2,16] Mascot

STITTNSR

9 ras-related protein Rab-37 [Bos taurus] gi|300794443 24278.3 6.22 5 51 0
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
996.4897 996.5621 0.0724 73 87 94 SVTHAYYR Mascot
996.4996 996.5621 0.0625 63 201 208 DYVESQKK Mascot

1045.5887 1045.5453 -0.0434 -42 25 35 TILVGDSGVGK Mascot
1391.6947 1391.6581 -0.0366 -26 145 156 VIRSEDGEMLAR Oxidation (M)[9] Mascot
1391.6947 1391.6581 -0.0366 -26 145 156 VIRSEDGEMLAR Oxidation (M)[9] Mascot
2599.3701 2599.4841 0.114 44 116 137 AWLTEIHEYAQRDVVIML Mascot

LGNK

10 PREDICTED: folate receptor gamma-like [Callithrix gi|296217152 27959.1 8.31 6 49 0
jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Calc. Mass Obsrv. Mass ± da ± ppm Seq. Seq. Sequence Score C. I. % Modification Rank Result Type

1045.5537 1045.5453 -0.0084 -8 119 126 QVNQSWRK Mascot
1391.7134 1391.6581 -0.0553 -40 29 41 ARTGLLNVCMDAK Mascot
1391.7134 1391.6581 -0.0553 -40 29 41 ARTGLLNVCMDAK Mascot

1428.694 1428.7485 0.0545 38 228 240 FYAAAMKAEAPSR Oxidation (M)[6] Mascot
1519.6628 1519.7506 0.0878 58 63 76 NACCTANTSQELHK Mascot



1519.6628 1519.7506 0.0878 58 63 76 NACCTANTSQELHK Mascot
1647.7577 1647.8484 0.0907 55 62 76 KNACCTANTSQELHK Mascot
1647.7577 1647.8484 0.0907 55 62 76 KNACCTANTSQELHK Mascot
2210.9592 2211.0488 0.0896 41 209 227 CIQMWFDSAQGNPNEEV Oxidation (M)[4] Mascot

AR

Gel Idx/Pos 33/B13 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 Transglutaminase 2 (C polypeptide, gi|73586866 77077.4 5.14 15 439 100 333 100
protein-glutamine-gamma-glutamyltransferase) [Bos
taurus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1020.5584 1020.5179 -0.0405 -40 214 222 RSSPVYVGR Mascot
1045.5789 1045.5284 -0.0505 -48 678 687 GFRNVIVGPS Mascot
1078.5527 1078.437 -0.1157 -107 664 672 LVVNFESDR Mascot
1144.6725 1144.6334 -0.0391 -34 652 661 VDLLPLYVGR 47 91.67 Mascot
1144.6725 1144.6334 -0.0391 -34 652 661 VDLLPLYVGR Mascot
1150.6691 1150.5366 -0.1325 -115 459 468 ANHLNKLVNK Mascot
1319.7317 1319.689 -0.0427 -32 664 674 LVVNFESDRLK Mascot
1399.8419 1399.7887 -0.0532 -38 650 661 VRVDLLPLYVGR Mascot
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR 45 86.46 Carbamidomethyl (C)[6,7] Mascot
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR Carbamidomethyl (C)[6,7] Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR 51 96.646 Mascot
1729.9482 1729.8912 -0.057 -33 565 580 GLLIEPAANSYLLAER Mascot
1743.9077 1743.8541 -0.0536 -31 35 48 RGQPFWLTLHFEGR Mascot
1932.9265 1932.8702 -0.0563 -29 223 240 VVSGMVNCNDDQGVLLG Carbamidomethyl (C)[8] Mascot

R
1932.9265 1932.8702 -0.0563 -29 223 240 VVSGMVNCNDDQGVLLG 50 95.229 Carbamidomethyl (C)[8] Mascot

R
2390.0466 2389.9695 -0.0771 -32 486 506 GCDFDVFAHITNSTPEEH 69 99.941 Carbamidomethyl (C)[2] Mascot

TGR
2390.0466 2389.9695 -0.0771 -32 486 506 GCDFDVFAHITNSTPEEH Carbamidomethyl (C)[2] Mascot

TGR
2497.2107 2497.1235 -0.0872 -35 297 317 VVTNYNSAHDQNSNLLIE 57 99.087 Mascot

YFR
2497.2107 2497.1235 -0.0872 -35 297 317 VVTNYNSAHDQNSNLLIE Mascot

YFR
2944.5667 2944.4646 -0.1021 -35 565 590 GLLIEPAANSYLLAERDIY 14 0 Mascot

LENPEIK
2944.5667 2944.4646 -0.1021 -35 565 590 GLLIEPAANSYLLAERDIY Mascot

LENPEIK

2 protein-glutamine gamma-glutamyltransferase 2 isoform gi|39777599 61639.1 5.05 8 243 100 201 100
b [Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
996.4277 996.543 0.1153 116 541 548 ALCSWSIC Carbamidomethyl (C)[3,8] Mascot

1020.5584 1020.5179 -0.0405 -40 214 222 RSSPVYVGR Mascot
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR 45 86.46 Carbamidomethyl (C)[6,7] Mascot
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR Carbamidomethyl (C)[6,7] Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR 51 96.646 Mascot
1743.9077 1743.8541 -0.0536 -31 35 48 RGQPFWLTLHFEGR Mascot
1932.9265 1932.8702 -0.0563 -29 223 240 VVSGMVNCNDDQGVLLG Carbamidomethyl (C)[8] Mascot

R
1932.9265 1932.8702 -0.0563 -29 223 240 VVSGMVNCNDDQGVLLG 50 95.229 Carbamidomethyl (C)[8] Mascot

R
2497.1453 2497.1235 -0.0218 -9 241 262 WDNNYGDGVSPMSWIG Oxidation (M)[12] Mascot

SVDILR
2497.2107 2497.1235 -0.0872 -35 297 317 VVTNYNSAHDQNSNLLIE 57 99.087 Mascot

YFR

3 PREDICTED: protein-glutamine gi|297259843 61524 5.08 8 241 100 200 100
gamma-glutamyltransferase 2 [Macaca mulatta]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1020.5584 1020.5179 -0.0405 -40 214 222 RSSPVYVGR Mascot
1187.7106 1187.6394 -0.0712 -60 415 425 SINRSLTVGLK Mascot
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR 45 86.46 Carbamidomethyl (C)[6,7] Mascot
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR Carbamidomethyl (C)[6,7] Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR 51 96.646 Mascot

1587.7638 Mascot
1743.9077 1743.8541 -0.0536 -31 35 48 RGQPFWLTLHFEGR Mascot
1932.9265 1932.8702 -0.0563 -29 223 240 VVSGMVNCNDDQGVLLG Carbamidomethyl (C)[8] Mascot

R
1932.9265 1932.8702 -0.0563 -29 223 240 VVSGMVNCNDDQGVLLG 50 95.229 Carbamidomethyl (C)[8] Mascot

R
2497.1453 2497.1235 -0.0218 -9 241 262 WDNNYGDGVSPMSWIG Oxidation (M)[12] Mascot

SVDILR
2497.2107 2497.1235 -0.0872 -35 297 317 VVTNYNSAHDQNSNLLIE 57 99.087 Mascot

YFR

4 unnamed protein product [Homo sapiens] gi|194381290 68605.4 5.19 7 231 100 201 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1020.5584 1020.5179 -0.0405 -40 133 141 RSSPVYVGR Mascot
1481.6511 1481.6057 -0.0454 -31 284 296 SEGTYCCGPVPVR 45 86.46 Carbamidomethyl (C)[6,7] Mascot
1481.6511 1481.6057 -0.0454 -31 284 296 SEGTYCCGPVPVR Carbamidomethyl (C)[6,7] Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR 51 96.646 Mascot
1743.9077 1743.8541 -0.0536 -31 35 48 RGQPFWLTLHFEGR Mascot
1932.9265 1932.8702 -0.0563 -29 142 159 VVSGMVNCNDDQGVLLG Carbamidomethyl (C)[8] Mascot

R
1932.9265 1932.8702 -0.0563 -29 142 159 VVSGMVNCNDDQGVLLG 50 95.229 Carbamidomethyl (C)[8] Mascot

R
2497.1453 2497.1235 -0.0218 -9 160 181 WDNNYGDGVSPMSWIG Oxidation (M)[12] Mascot

SVDILR
2497.2107 2497.1235 -0.0872 -35 216 236 VVTNYNSAHDQNSNLLIE 57 99.087 Mascot

YFR

5 protein-glutamine gamma-glutamyltransferase 2 isoform gi|39777597 77279.7 5.11 7 229 100 201 100
a [Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1020.5584 1020.5179 -0.0405 -40 214 222 RSSPVYVGR Mascot
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR 45 86.46 Carbamidomethyl (C)[6,7] Mascot
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR Carbamidomethyl (C)[6,7] Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR 51 96.646 Mascot
1743.9077 1743.8541 -0.0536 -31 35 48 RGQPFWLTLHFEGR Mascot
1932.9265 1932.8702 -0.0563 -29 223 240 VVSGMVNCNDDQGVLLG Carbamidomethyl (C)[8] Mascot

R



1932.9265 1932.8702 -0.0563 -29 223 240 VVSGMVNCNDDQGVLLG 50 95.229 Carbamidomethyl (C)[8] Mascot
R

2497.1453 2497.1235 -0.0218 -9 241 262 WDNNYGDGVSPMSWIG Oxidation (M)[12] Mascot
2497.1235 Mascot

SVDILR
2497.2107 2497.1235 -0.0872 -35 297 317 VVTNYNSAHDQNSNLLIE 57 99.087 Mascot

YFR

6 PREDICTED: protein-glutamine gi|297707059 68568.4 5.18 5 220 100 203 100
gamma-glutamyltransferase 2-like isoform 2 [Pongo
abelii]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1481.6511 1481.6057 -0.0454 -31 284 296 SEGTYCCGPVPVR 45 86.46 Carbamidomethyl (C)[6,7] Mascot
1481.6511 1481.6057 -0.0454 -31 284 296 SEGTYCCGPVPVR Carbamidomethyl (C)[6,7] Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR 51 96.646 Mascot
1743.9077 1743.8541 -0.0536 -31 35 48 RGQPFWLTLHFEGR Mascot
1932.9265 1932.8702 -0.0563 -29 142 159 VVSGMVNCNDDQGVLLG Carbamidomethyl (C)[8] Mascot

R
1932.9265 1932.8702 -0.0563 -29 142 159 VVSGMVNCNDDQGVLLG 50 95.229 Carbamidomethyl (C)[8] Mascot

R
2497.2107 2497.1235 -0.0872 -35 216 236 VVTNYNSAHDQNSNLLIE 57 99.087 Mascot

YFR
2497.2107 2497.1235 -0.0872 -35 216 236 VVTNYNSAHDQNSNLLIE Mascot

YFR

7 PREDICTED: protein-glutamine gi|297707057 77259.6 5.07 5 219 100 203 100
gamma-glutamyltransferase 2-like isoform 1 [Pongo
abelii]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR 45 86.46 Carbamidomethyl (C)[6,7] Mascot
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR Carbamidomethyl (C)[6,7] Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR 51 96.646 Mascot
1743.9077 1743.8541 -0.0536 -31 35 48 RGQPFWLTLHFEGR Mascot
1932.9265 1932.8702 -0.0563 -29 223 240 VVSGMVNCNDDQGVLLG Carbamidomethyl (C)[8] Mascot

R
1932.9265 1932.8702 -0.0563 -29 223 240 VVSGMVNCNDDQGVLLG 50 95.229 Carbamidomethyl (C)[8] Mascot

R
2497.2107 2497.1235 -0.0872 -35 297 317 VVTNYNSAHDQNSNLLIE 57 99.087 Mascot

YFR
2497.2107 2497.1235 -0.0872 -35 297 317 VVTNYNSAHDQNSNLLIE Mascot

YFR

8 PREDICTED: protein-glutamine gi|311274845 78223.1 5.23 8 200 100 164 100
gamma-glutamyltransferase 2 [Sus scrofa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1020.5584 1020.5179 -0.0405 -40 223 231 RSSPVYVGR Mascot
1045.5789 1045.5284 -0.0505 -48 687 696 GFRNVIVGPS Mascot

1144.73 1144.6334 -0.0966 -84 428 438 SLVVGLKISTK Mascot
1144.73 1144.6334 -0.0966 -84 428 438 SLVVGLKISTK Mascot

1481.6511 1481.6057 -0.0454 -31 374 386 SEGTYCCGPVPVR 45 86.46 Carbamidomethyl (C)[6,7] Mascot
1481.6511 1481.6057 -0.0454 -31 374 386 SEGTYCCGPVPVR Carbamidomethyl (C)[6,7] Mascot
1729.9482 1729.8912 -0.057 -33 574 589 GLLIEPAANSYLLAER Mascot
1932.9265 1932.8702 -0.0563 -29 232 249 VVSGMVNCNDDQGVLLG Carbamidomethyl (C)[8] Mascot

R
1932.9265 1932.8702 -0.0563 -29 232 249 VVSGMVNCNDDQGVLLG 50 95.229 Carbamidomethyl (C)[8] Mascot

R
2497.2107 2497.1235 -0.0872 -35 306 326 VVTNYNSAHDQNSNLLIE 57 99.087 Mascot

YFR
2497.2107 2497.1235 -0.0872 -35 306 326 VVTNYNSAHDQNSNLLIE Mascot

YFR
2944.5667 2944.4646 -0.1021 -35 574 599 GLLIEPAANSYLLAERDIY 14 0 Mascot

LENPEIK
2944.5667 2944.4646 -0.1021 -35 574 599 GLLIEPAANSYLLAERDIY Mascot

LENPEIK

9 PREDICTED: transglutaminase 2 isoform 1 [Pan gi|114681978 62095.4 5.31 7 189 100 156 100
troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
996.4277 996.543 0.1153 116 545 552 ALCSWSIC Carbamidomethyl (C)[3,8] Mascot

1020.5584 1020.5179 -0.0405 -40 218 226 RSSPVYVGR Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR 51 96.646 Mascot
1743.9077 1743.8541 -0.0536 -31 35 48 RGQPFWLTLHFEGR Mascot
1932.9265 1932.8702 -0.0563 -29 227 244 VVSGMVNCNDDQGVLLG Carbamidomethyl (C)[8] Mascot

R
1932.9265 1932.8702 -0.0563 -29 227 244 VVSGMVNCNDDQGVLLG 50 95.229 Carbamidomethyl (C)[8] Mascot

R
2497.1453 2497.1235 -0.0218 -9 245 266 WDNNYGDGVSPMSWIG Oxidation (M)[12] Mascot

SVDILR
2497.2107 2497.1235 -0.0872 -35 301 321 VVTNYNSAHDQNSNLLIE 57 99.087 Mascot

YFR

10 Chain A, Human Tissue Transglutaminase In Gdp gi|20151073 77208.6 5.17 8 186 100 152 100
Bound Form
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Calc. Mass Obsrv. Mass ± da ± ppm Seq. Seq. Sequence Score C. I. % Modification Rank Result Type

1020.5584 1020.5179 -0.0405 -40 214 222 RSSPVYVGR Mascot
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR 45 90.116 Carbamidomethyl (C)[6,7] Mascot
1481.6511 1481.6057 -0.0454 -31 365 377 SEGTYCCGPVPVR Carbamidomethyl (C)[6,7] Mascot
1566.8413 1566.7312 -0.1101 -70 528 540 YLLNLTLEPFSEK Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR Mascot
1587.8066 1587.7638 -0.0428 -27 36 48 GQPFWLTLHFEGR 51 97.551 Mascot
1743.9077 1743.8541 -0.0536 -31 35 48 RGQPFWLTLHFEGR Mascot
1833.8582 1833.8585 0.0003 0 223 240 VGSGMVNCNDDQGVLL Mascot

GR
2497.1453 2497.1235 -0.0218 -9 241 262 WDNNYGDGVSPMSWIG Oxidation (M)[12] Mascot

SVDILR
2497.2107 2497.1235 -0.0872 -35 297 317 VVTNYNSAHDQNSNLLIE 57 99.333 Mascot

YFR

Gel Idx/Pos 45/B14 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 RecName: Full=Serotransferrin; Short=Transferrin; gi|2501351 77702.7 6.75 26 500 100 363 100
AltName: Full=Beta-1 metal-binding globulin; AltN
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.4124 -0.0028 -3 135 142 SCHTGLGR Carbamidomethyl (C)[2] Mascot



936.5009 936.4879 -0.013 -14 608 616 GPNHAVVSR Mascot
1097.505 1097.4905 -0.0145 -13 540 548 YYGYTGAFR 54 98.613 Mascot
1097.505 1097.4905 -0.0145 -13 540 548 YYGYTGAFR Mascot

1104.4739 1104.4659 -0.008 -7 531 539 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.522 -0.0096 -8 366 374 WCAIGHQER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.522 -0.0096 -8 366 374 WCAIGHQER 61 99.738 Carbamidomethyl (C)[2] Mascot
1311.6539 1311.6378 -0.0161 -12 156 166 ELPDPQESIQR 67 99.932 Mascot
1311.6539 1311.6378 -0.0161 -12 156 166 ELPDPQESIQR Mascot
1335.6976 1335.6748 -0.0228 -17 48 59 ILESGPFVSCVK Carbamidomethyl (C)[10] Mascot
1346.6157 1346.6075 -0.0082 -6 27 37 WCTISTHEANK Carbamidomethyl (C)[2] Mascot
1354.6056 1354.595 -0.0106 -8 245 255 NYELLCGDNTR Carbamidomethyl (C)[6] Mascot
1389.6758 1389.6504 -0.0254 -18 457 468 TSDANINWNNLK Mascot
1482.7006 1482.6932 -0.0074 -5 245 256 NYELLCGDNTRK Carbamidomethyl (C)[6] Mascot

1510.743 1510.7223 -0.0207 -14 595 607 KPVTDAENCHLAR Carbamidomethyl (C)[9] Mascot
1510.7223 Mascot

1510.743 1510.7223 -0.0207 -14 595 607 KPVTDAENCHLAR 63 99.84 Carbamidomethyl (C)[9] Mascot
1604.8068 1604.7848 -0.022 -14 107 120 DNPQTHYYAVAVVK Mascot
1640.7664 1640.756 -0.0104 -6 230 243 HSTVFDNLPNPEDR Mascot
1644.7111 1644.6998 -0.0113 -7 499 513 FDEFFSAGCAPGSPR 69 99.959 Carbamidomethyl (C)[9] Mascot
1644.7111 1644.6998 -0.0113 -7 499 513 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1726.8257 1726.838 0.0123 7 540 553 YYGYTGAFRCLVEK Carbamidomethyl (C)[10] Mascot
1757.8606 1757.8445 -0.0161 -9 300 314 DKPDNFQLFQSPHGK Mascot
1768.8613 1768.848 -0.0133 -8 230 244 HSTVFDNLPNPEDRK 50 96.453 Mascot
1768.8613 1768.848 -0.0133 -8 230 244 HSTVFDNLPNPEDRK Mascot
1958.9324 1958.9543 0.0219 11 135 152 SCHTGLGRSAGWNIPMA Carbamidomethyl (C)[2], Oxidation (M)[16] Mascot

K
1994.8159 1994.7977 -0.0182 -9 200 216 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot

2017.921 2017.9187 -0.0023 -1 561 578 DQTVIQNTDGNNNEAWA Mascot
K

2261.9954 2261.9714 -0.024 -11 167 187 AAANFFSASCVPCADQS Carbamidomethyl (C)[10,13] Mascot
SFPK

2338.1423 2338.1047 -0.0376 -16 332 350 MDFELYLGYEYVTALQNL Mascot
R

2410.1165 2410.1011 -0.0154 -6 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8] Mascot
VVAR

2426.1116 2426.105 -0.0066 -3 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8], Oxidation (M)[12] Mascot
VVAR

2507.2676 2507.2478 -0.0198 -8 278 299 TVGGKEDVIWELLNHAQ Mascot
EHFGK

2538.2114 2538.1887 -0.0227 -9 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9] Mascot
AVVAR

2554.2065 2554.1992 -0.0073 -3 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9], Oxidation (M)[13] Mascot
AVVAR

2 serotransferrin precursor [Bos taurus] gi|114326282 77688.7 6.75 25 491 100 363 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.4124 -0.0028 -3 135 142 SCHTGLGR Carbamidomethyl (C)[2] Mascot
936.5009 936.4879 -0.013 -14 608 616 GPNHAVVSR Mascot
1097.505 1097.4905 -0.0145 -13 540 548 YYGYTGAFR 54 98.613 Mascot
1097.505 1097.4905 -0.0145 -13 540 548 YYGYTGAFR Mascot

1104.4739 1104.4659 -0.008 -7 531 539 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.522 -0.0096 -8 366 374 WCAIGHQER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.522 -0.0096 -8 366 374 WCAIGHQER 61 99.738 Carbamidomethyl (C)[2] Mascot
1311.6539 1311.6378 -0.0161 -12 156 166 ELPDPQESIQR 67 99.932 Mascot
1311.6539 1311.6378 -0.0161 -12 156 166 ELPDPQESIQR Mascot
1335.6976 1335.6748 -0.0228 -17 48 59 ILESGPFVSCVK Carbamidomethyl (C)[10] Mascot
1346.6157 1346.6075 -0.0082 -6 27 37 WCTISTHEANK Carbamidomethyl (C)[2] Mascot

1346.6075 Mascot
1354.6056 1354.595 -0.0106 -8 245 255 NYELLCGDNTR Carbamidomethyl (C)[6] Mascot
1389.6758 1389.6504 -0.0254 -18 457 468 TSDANINWNNLK Mascot
1482.7006 1482.6932 -0.0074 -5 245 256 NYELLCGDNTRK Carbamidomethyl (C)[6] Mascot

1510.743 1510.7223 -0.0207 -14 595 607 KPVTDAENCHLAR Carbamidomethyl (C)[9] Mascot
1510.743 1510.7223 -0.0207 -14 595 607 KPVTDAENCHLAR 63 99.84 Carbamidomethyl (C)[9] Mascot

1604.8068 1604.7848 -0.022 -14 107 120 DNPQTHYYAVAVVK Mascot
1640.7664 1640.756 -0.0104 -6 230 243 HSTVFDNLPNPEDR Mascot
1644.7111 1644.6998 -0.0113 -7 499 513 FDEFFSAGCAPGSPR 69 99.959 Carbamidomethyl (C)[9] Mascot
1644.7111 1644.6998 -0.0113 -7 499 513 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1726.8257 1726.838 0.0123 7 540 553 YYGYTGAFRCLVEK Carbamidomethyl (C)[10] Mascot
1757.8606 1757.8445 -0.0161 -9 300 314 DKPDNFQLFQSPHGK Mascot
1768.8613 1768.848 -0.0133 -8 230 244 HSTVFDNLPNPEDRK 50 96.453 Mascot
1768.8613 1768.848 -0.0133 -8 230 244 HSTVFDNLPNPEDRK Mascot
1994.8159 1994.7977 -0.0182 -9 200 216 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot

2017.921 2017.9187 -0.0023 -1 561 578 DQTVIQNTDGNNNEAWA Mascot
K

2261.9954 2261.9714 -0.024 -11 167 187 AAANFFSASCVPCADQS Carbamidomethyl (C)[10,13] Mascot
SFPK

2338.1423 2338.1047 -0.0376 -16 332 350 MDFELYLGYEYVTALQNL Mascot
R

2410.1165 2410.1011 -0.0154 -6 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8] Mascot
VVAR

2426.1116 2426.105 -0.0066 -3 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8], Oxidation (M)[12] Mascot
VVAR

2507.2676 2507.2478 -0.0198 -8 278 299 TVGGKEDVIWELLNHAQ Mascot
EHFGK

2538.2114 2538.1887 -0.0227 -9 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9] Mascot
AVVAR

2554.2065 2554.1992 -0.0073 -3 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9], Oxidation (M)[13] Mascot
AVVAR

3 serotransferrin precursor [Bos taurus] gi|296490958 77615.7 7.13 24 477 100 363 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.4124 -0.0028 -3 135 142 SCHTGLGR Carbamidomethyl (C)[2] Mascot
936.5009 936.4879 -0.013 -14 608 616 GPNHAVVSR Mascot
1097.505 1097.4905 -0.0145 -13 540 548 YYGYTGAFR 54 98.613 Mascot
1097.505 1097.4905 -0.0145 -13 540 548 YYGYTGAFR Mascot

1104.4739 1104.4659 -0.008 -7 531 539 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.522 -0.0096 -8 366 374 WCAIGHQER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.522 -0.0096 -8 366 374 WCAIGHQER 61 99.738 Carbamidomethyl (C)[2] Mascot
1311.6539 1311.6378 -0.0161 -12 156 166 ELPDPQESIQR 67 99.932 Mascot

1311.6378 Mascot
1311.6539 1311.6378 -0.0161 -12 156 166 ELPDPQESIQR Mascot
1335.6976 1335.6748 -0.0228 -17 48 59 ILESGPFVSCVK Carbamidomethyl (C)[10] Mascot
1346.6157 1346.6075 -0.0082 -6 27 37 WCTISTHEANK Carbamidomethyl (C)[2] Mascot
1354.6056 1354.595 -0.0106 -8 245 255 NYELLCGDNTR Carbamidomethyl (C)[6] Mascot
1389.6758 1389.6504 -0.0254 -18 457 468 TSDANINWNNLK Mascot
1482.7006 1482.6932 -0.0074 -5 245 256 NYELLCGDNTRK Carbamidomethyl (C)[6] Mascot

1510.743 1510.7223 -0.0207 -14 595 607 KPVTDAENCHLAR Carbamidomethyl (C)[9] Mascot
1510.743 1510.7223 -0.0207 -14 595 607 KPVTDAENCHLAR 63 99.84 Carbamidomethyl (C)[9] Mascot

1604.8068 1604.7848 -0.022 -14 107 120 DNPQTHYYAVAVVK Mascot
1640.7664 1640.756 -0.0104 -6 230 243 HSTVFDNLPNPEDR Mascot
1644.7111 1644.6998 -0.0113 -7 499 513 FDEFFSAGCAPGSPR 69 99.959 Carbamidomethyl (C)[9] Mascot
1644.7111 1644.6998 -0.0113 -7 499 513 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1726.8257 1726.838 0.0123 7 540 553 YYGYTGAFRCLVEK Carbamidomethyl (C)[10] Mascot
1757.8606 1757.8445 -0.0161 -9 300 314 DKPDNFQLFQSPHGK Mascot
1768.8613 1768.848 -0.0133 -8 230 244 HSTVFDNLPNPEDRK 50 96.453 Mascot
1768.8613 1768.848 -0.0133 -8 230 244 HSTVFDNLPNPEDRK Mascot
1994.8159 1994.7977 -0.0182 -9 200 216 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot

2017.921 2017.9187 -0.0023 -1 561 578 DQTVIQNTDGNNNEAWA Mascot
K

2261.9954 2261.9714 -0.024 -11 167 187 AAANFFSASCVPCADQS Carbamidomethyl (C)[10,13] Mascot
SFPK



2338.1423 2338.1047 -0.0376 -16 332 350 MDFELYLGYEYVTALQNL Mascot
R

2409.1326 2409.1108 -0.0218 -9 257 277 SVDNYQECYLAMVPSHA Carbamidomethyl (C)[8] Mascot
VVAR

2507.2676 2507.2478 -0.0198 -8 278 299 TVGGKEDVIWELLNHAQ Mascot
EHFGK

4 transferrin [Bos grunniens] gi|209973077 77607.8 6.92 22 397 100 296 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.4124 -0.0028 -3 135 142 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1088.5305 1088.5135 -0.017 -16 143 152 SAGWNIPMGR Mascot
1097.505 1097.4905 -0.0145 -13 540 548 YYGYTGAFR 54 98.613 Mascot
1097.505 1097.4905 -0.0145 -13 540 548 YYGYTGAFR Mascot

1104.4739 1104.4659 -0.008 -7 531 539 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.522 -0.0096 -8 366 374 WCAIGHQER Carbamidomethyl (C)[2] Mascot
1156.5316 1156.522 -0.0096 -8 366 374 WCAIGHQER 61 99.738 Carbamidomethyl (C)[2] Mascot
1335.6976 1335.6748 -0.0228 -17 48 59 ILESGPFVSCVK Carbamidomethyl (C)[10] Mascot
1346.6157 1346.6075 -0.0082 -6 27 37 WCTISTHEANK Carbamidomethyl (C)[2] Mascot
1354.6056 1354.595 -0.0106 -8 245 255 NYELLCGDNTR Carbamidomethyl (C)[6] Mascot
1389.6758 1389.6504 -0.0254 -18 457 468 TSDANINWNNLK Mascot
1482.7006 1482.6932 -0.0074 -5 245 256 NYELLCGDNTRK Carbamidomethyl (C)[6] Mascot
1492.7729 1492.8362 0.0633 42 143 155 SAGWNIPMGRLYK Mascot

1510.743 1510.7223 -0.0207 -14 595 607 KPVTDAENCHLAR Carbamidomethyl (C)[9] Mascot
1510.743 1510.7223 -0.0207 -14 595 607 KPVTDAENCHLAR 63 99.84 Carbamidomethyl (C)[9] Mascot

1604.8068 1604.7848 -0.022 -14 107 120 DNPQTHYYAVAVVK Mascot
1640.7664 1640.756 -0.0104 -6 230 243 HSTVFDNLPNPEDR Mascot
1644.7111 1644.6998 -0.0113 -7 499 513 FDEFFSAGCAPGSPR 69 99.959 Carbamidomethyl (C)[9] Mascot
1644.7111 1644.6998 -0.0113 -7 499 513 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1757.8606 1757.8445 -0.0161 -9 300 314 DKPDNFQLFQSPHGK Mascot
1768.8613 1768.848 -0.0133 -8 230 244 HSTVFDNLPNPEDRK 50 96.453 Mascot
1768.8613 1768.848 -0.0133 -8 230 244 HSTVFDNLPNPEDRK Mascot
1994.8159 1994.7977 -0.0182 -9 200 216 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2338.1423 2338.1047 -0.0376 -16 332 350 MDFELYLGYEYVTALQNL Mascot

R
2410.1165 2410.1011 -0.0154 -6 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8] Mascot

VVAR
2426.1116 2426.105 -0.0066 -3 257 277 SVDDYQECYLAMVPSHA Carbamidomethyl (C)[8], Oxidation (M)[12] Mascot

VVAR
2507.2676 2507.2478 -0.0198 -8 278 299 TVGGKEDVIWELLNHAQ Mascot

EHFGK
2538.2114 2538.1887 -0.0227 -9 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9] Mascot

AVVAR
2554.2065 2554.1992 -0.0073 -3 256 277 KSVDDYQECYLAMVPSH Carbamidomethyl (C)[9], Oxidation (M)[13] Mascot

AVVAR

5 hemiferrin, transferrin-like protein [Rattus norvegicus] gi|28849947 24075.5 7.86 6 147 100 123 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1097.505 1097.4905 -0.0145 -13 53 61 YYGYTGAFR 54 98.613 Mascot
1097.505 1097.4905 -0.0145 -13 53 61 YYGYTGAFR Mascot

1104.4739 1104.4659 -0.008 -7 44 52 ECVPNSNER Carbamidomethyl (C)[2] Mascot
1644.7111 1644.6998 -0.0113 -7 11 25 FDEFFSAGCAPGSPR 69 99.959 Carbamidomethyl (C)[9] Mascot
1644.7111 1644.6998 -0.0113 -7 11 25 FDEFFSAGCAPGSPR Carbamidomethyl (C)[9] Mascot
1726.8257 1726.838 0.0123 7 53 66 YYGYTGAFRCLVEK Carbamidomethyl (C)[10] Mascot
1994.8583 1994.7977 -0.0606 -30 149 165 SVTDCTSNFCLFQSNSK Carbamidomethyl (C)[5,10] Mascot

2017.921 2017.9187 -0.0023 -1 74 91 DQTVIQNTDGNNNEAWA Mascot
K

6 lactoferrin [Camelus dromedarius] gi|8979450 77201.8 8.61 8 95 99.972 75 99.989
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.4124 -0.0028 -3 133 140 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1045.5823 1045.5542 -0.0281 -27 48 57 VRGPSVTCVK Mascot
1097.505 1097.4905 -0.0145 -13 542 550 YYGYTGAFR 54 98.613 Mascot
1097.505 1097.4905 -0.0145 -13 542 550 YYGYTGAFR Mascot

1177.7052 1177.6321 -0.0731 -62 623 632 VAHLEQVLLR Mascot
1465.674 1465.6252 -0.0488 -33 244 255 DQYELLCPNNTR Mascot
1510.743 1510.7223 -0.0207 -14 256 268 KPVDASQECHLAR Carbamidomethyl (C)[9] Mascot
1510.743 1510.7223 -0.0207 -14 256 268 KPVDASQECHLAR 21 0 Carbamidomethyl (C)[9] Mascot

1958.8047 1958.9543 0.1496 76 200 216 CACSSQEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2554.2493 2554.1992 -0.0501 -20 217 240 CLQDGAGDVAFVKDSTV Carbamidomethyl (C)[1] Mascot

FESLPAK

7 hypothetical protein PANDA_013374 [Ailuropoda gi|281343002 76232.1 6.36 12 83 99.54 52 97.957
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.4124 -0.0028 -3 124 131 SCHTGLGR Carbamidomethyl (C)[2] Mascot

1097.4792 1097.4905 0.0113 10 523 531 ECVPNNHER Mascot
1097.505 1097.4905 -0.0145 -13 532 540 YYGYTGAFR 54 98.613 Mascot

1154.5007 1154.657 0.1563 135 523 531 ECVPNNHER Carbamidomethyl (C)[2] Mascot
1292.67 1292.6223 -0.0477 -37 177 188 LCQLCLGKGTEK Mascot

1335.6738 1335.6748 0.001 1 357 367 WCAIGHHERVK Mascot
1346.5504 1346.6075 0.0571 42 494 505 FFEEGCAPGSMR Oxidation (M)[11] Mascot
1640.8788 1640.756 -0.1228 -75 579 593 LLCPDGQRKPVSEAK Mascot
1726.8257 1726.838 0.0123 7 532 545 YYGYTGAFRCLVEK Carbamidomethyl (C)[10] Mascot
1994.8159 1994.7977 -0.0182 -9 189 205 CACSNHEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot
2410.0227 2410.1011 0.0784 33 185 205 GTEKCACSNHEPYFGYS Carbamidomethyl (C)[5,7] Mascot

GAFK
2507.1438 2507.2478 0.104 41 27 48 CSSFMENMKTVLENGPF Carbamidomethyl (C)[1] Mascot

VSCVK
2554.2639 2554.1992 -0.0647 -25 612 636 ASCVSKLLLEQQLLFGGS Mascot

GNDCSGK

8 TUC-4b [Rattus norvegicus] gi|21666559 73852.9 6.03 12 82 99.434 38 48.69
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Calc. Mass Obsrv. Mass ± da ± ppm Seq. Seq. Sequence Score C. I. % Modification Rank Result Type

887.4329 887.4124 -0.0205 -23 88 95 GPGREESR Mascot
922.5145 922.5026 -0.0119 -13 504 510 IFNLYPR 40 65.173 Mascot
922.5145 922.5026 -0.0119 -13 504 510 IFNLYPR Mascot
1031.548 1031.5316 -0.0164 -16 372 381 SAADLISQAR Mascot

1177.6437 1177.6321 -0.0116 -10 634 644 GSPTRPNPPVR Mascot
1321.6747 1321.6604 -0.0143 -11 49 60 TLDFDALSVGQR Mascot
1492.7788 1492.8362 0.0574 38 368 381 VMSKSAADLISQAR Oxidation (M)[2] Mascot
1604.8643 1604.7848 -0.0795 -50 96 110 EPVPESPKPAGVEIR Mascot
1710.8591 1710.8466 -0.0125 -7 565 580 IMLEDGNLHVTQGAGR Mascot
1726.8541 1726.838 -0.0161 -9 565 580 IMLEDGNLHVTQGAGR Oxidation (M)[2] Mascot
1748.8086 1748.7939 -0.0147 -8 459 474 DNFTAIPEGTNGVEER Mascot

2030.989 2030.9727 -0.0163 -8 645 663 NLHQSGFSLSGTQVDEG Mascot
VR

2211.1511 2211.0872 -0.0639 -29 352 371 AITVASQTNCPLYVTKVM Carbamidomethyl (C)[10] Mascot
SK

2426.1655 2426.105 -0.0605 -25 610 633 GMYDGPVFDLTTTPKGG Mascot
TPAGSTR

9 lactotransferrin [Equus caballus] gi|255653068 77311.5 8.36 10 80 99.182 54 98.613
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.4124 -0.0028 -3 133 140 SCHTGLGR Carbamidomethyl (C)[2] Mascot
1097.505 1097.4905 -0.0145 -13 542 550 YYGYTGAFR 54 98.613 Mascot



1097.505 1097.4905 -0.0145 -13 542 550 YYGYTGAFR Mascot
1482.7257 1482.6932 -0.0325 -22 59 72 TSSFECIQAIAANK Mascot
1513.7943 1513.7567 -0.0376 -25 256 268 KPVDAFKECHLAR Mascot
1567.7607 1567.7434 -0.0173 -11 694 708 CSSSPLLEACAFLRA Mascot
1644.8751 1644.6998 -0.1753 -107 263 277 ECHLARVPSHAVVAR Mascot
1644.8751 1644.6998 -0.1753 -107 263 277 ECHLARVPSHAVVAR Mascot
1658.7955 1658.7285 -0.067 -40 362 375 ERVVWCAVGPEEER Mascot
1865.9347 1865.8894 -0.0453 -24 388 405 VACASASTTEECIALVLK Carbamidomethyl (C)[3] Mascot
1958.8047 1958.9543 0.1496 76 200 216 CACSSQEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot

2009.016 2008.9023 -0.1137 -57 246 262 YELLCPDNTRKPVDAFK Mascot
10 Chain A, Structure Of Diferric Mare Lactoferrin At 2.62a gi|4139794 75230.2 8.16 10 79 99.016 54 98.613

Resolution
Peptide Information

Start End Ion
Calc. Mass Obsrv. Mass ± da ± ppm Sequence C. I. % Modification Rank Result Type

Seq. Seq. Score
887.4152 887.4124 -0.0028 -3 114 121 SCHTGLGR Carbamidomethyl (C)[2] Mascot
1097.505 1097.4905 -0.0145 -13 523 531 YYGYTGAFR 54 97.826 Mascot
1097.505 1097.4905 -0.0145 -13 523 531 YYGYTGAFR Mascot

1482.7257 1482.6932 -0.0325 -22 40 53 TSSFECIQAIAANK Mascot
1513.7943 1513.7567 -0.0376 -25 237 249 KPVDAFKECHLAR Mascot
1567.7607 1567.7434 -0.0173 -11 675 689 CSSSPLLEACAFLRA Mascot
1644.8751 1644.6998 -0.1753 -107 244 258 ECHLARVPSHAVVAR Mascot
1644.8751 1644.6998 -0.1753 -107 244 258 ECHLARVPSHAVVAR Mascot
1658.7955 1658.7285 -0.067 -40 343 356 ERVVWCAVGPEEER Mascot
1865.9347 1865.8894 -0.0453 -24 369 386 VACASASTTEECIALVLK Carbamidomethyl (C)[3] Mascot
1958.8047 1958.9543 0.1496 76 181 197 CACSSQEPYFGYSGAFK Carbamidomethyl (C)[1,3] Mascot

2009.016 2008.9023 -0.1137 -57 227 243 YELLCPDNTRKPVDAFK Mascot
Gel Idx/Pos 34/B15 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 RecName: Full=Serum albumin; AltName: Full=BSA; gi|1351907 69248.4 5.82 21 740 100 573 100
AltName: Allergen=Bos d 6; Flags: Precursor
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.4781 -0.0153 -16 161 167 YLYEIAR 50 95.122 Mascot
927.4934 927.4781 -0.0153 -16 161 167 YLYEIAR Mascot

1138.4979 1138.486 -0.0119 -10 499 507 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1163.6306 1163.5994 -0.0312 -27 66 75 LVNELTEFAK Mascot
1193.6022 1193.5951 -0.0071 -6 25 34 DTHKSEIAHR Mascot
1249.6211 1249.6021 -0.019 -15 35 44 FKDLGEEHFK Mascot
1283.7106 1283.6934 -0.0172 -13 361 371 HPEYAVSVLLR Mascot
1305.7161 1305.6901 -0.026 -20 402 412 HLVDEPQNLIK Mascot
1419.6936 1419.6726 -0.021 -15 89 100 SLHTLFGDELCK Carbamidomethyl (C)[11] Mascot
1439.8118 1439.79 -0.0218 -15 360 371 RHPEYAVSVLLR Mascot
1439.8118 1439.79 -0.0218 -15 360 371 RHPEYAVSVLLR 56 98.657 Mascot
1479.7954 1479.7736 -0.0218 -15 421 433 LGEYGFQNALIVR 113 100 Mascot
1479.7954 1479.7736 -0.0218 -15 421 433 LGEYGFQNALIVR Mascot

1479.7736 Mascot
1567.7427 1567.7185 -0.0242 -15 347 359 DAFLGSFLYEYSR 119 100 Mascot
1567.7427 1567.7185 -0.0242 -15 347 359 DAFLGSFLYEYSR Mascot
1639.9377 1639.9199 -0.0178 -11 437 451 KVPQVSTPTLVEVSR 72 99.965 Mascot
1639.9377 1639.9199 -0.0178 -11 437 451 KVPQVSTPTLVEVSR Mascot
1724.8346 1724.808 -0.0266 -15 469 482 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1740.8295 1740.7991 -0.0304 -17 469 482 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1880.9211 1880.8898 -0.0313 -17 508 523 RPCFSALTPDETYVPK 98 100 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.8898 -0.0313 -17 508 523 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1888.9269 1888.8976 -0.0293 -16 169 183 HPYFYAPELLYYANK Mascot
1907.9208 1907.8853 -0.0355 -19 529 544 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
1927.7982 1927.7682 -0.03 -16 581 597 CCAADDKEACFAVEGPK Carbamidomethyl (C)[1,2,10] Mascot
2019.9691 2019.9352 -0.0339 -17 139 155 LKPDPNTLCDEFKADEK Carbamidomethyl (C)[9] Mascot

2045.028 2044.9915 -0.0365 -18 168 183 RHPYFYAPELLYYANK Mascot
2045.028 2044.9915 -0.0365 -18 168 183 RHPYFYAPELLYYANK 65 99.853 Mascot

2056.8633 2056.9229 0.0596 29 264 280 VHKECCHGDLLECADDR Carbamidomethyl (C)[5,6] Mascot
2247.9426 2247.9065 -0.0361 -16 267 285 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK

2 ALB protein [Bos taurus] gi|74267962 69190.4 5.88 21 620 100 460 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.4781 -0.0153 -16 161 167 YLYEIAR 50 95.122 Mascot
927.4934 927.4781 -0.0153 -16 161 167 YLYEIAR Mascot

1138.4979 1138.486 -0.0119 -10 499 507 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1163.6306 1163.5994 -0.0312 -27 66 75 LVNELTEFAK Mascot
1193.6022 1193.5951 -0.0071 -6 25 34 DTHKSEIAHR Mascot
1249.6211 1249.6021 -0.019 -15 35 44 FKDLGEEHFK Mascot
1283.7106 1283.6934 -0.0172 -13 361 371 HPEYAVSVLLR Mascot
1305.7161 1305.6901 -0.026 -20 402 412 HLVDEPQNLIK Mascot
1419.6936 1419.6726 -0.021 -15 89 100 SLHTLFGDELCK Carbamidomethyl (C)[11] Mascot
1439.8118 1439.79 -0.0218 -15 360 371 RHPEYAVSVLLR Mascot
1439.8118 1439.79 -0.0218 -15 360 371 RHPEYAVSVLLR 56 98.657 Mascot
1537.8009 1537.7811 -0.0198 -13 421 433 LGEYGFQNELIVR Mascot
1567.7427 1567.7185 -0.0242 -15 347 359 DAFLGSFLYEYSR 119 100 Mascot
1567.7427 1567.7185 -0.0242 -15 347 359 DAFLGSFLYEYSR Mascot
1639.9377 1639.9199 -0.0178 -11 437 451 KVPQVSTPTLVEVSR 72 99.965 Mascot
1639.9377 1639.9199 -0.0178 -11 437 451 KVPQVSTPTLVEVSR Mascot

1694.824 1694.8103 -0.0137 -8 469 482 MPCAEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1880.9211 1880.8898 -0.0313 -17 508 523 RPCFSALTPDETYVPK 98 100 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.8898 -0.0313 -17 508 523 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1888.9269 1888.8976 -0.0293 -16 169 183 HPYFYAPELLYYANK Mascot
1907.9208 1907.8853 -0.0355 -19 529 544 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
1927.7982 1927.7682 -0.03 -16 581 597 CCAADDKEACFAVEGPK Carbamidomethyl (C)[1,2,10] Mascot
2019.9691 2019.9352 -0.0339 -17 139 155 LKPDPNTLCDEFKADEK Carbamidomethyl (C)[9] Mascot

2045.028 2044.9915 -0.0365 -18 168 183 RHPYFYAPELLYYANK Mascot
2045.028 2044.9915 -0.0365 -18 168 183 RHPYFYAPELLYYANK 65 99.853 Mascot

2056.8633 2056.9229 0.0596 29 264 280 VHKECCHGDLLECADDR Carbamidomethyl (C)[5,6] Mascot
2247.9426 2247.9065 -0.0361 -16 267 285 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK

3 ALB protein [Bos taurus] gi|154425704 69248.5 5.95 20 606 100 460 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.4781 -0.0153 -16 161 167 YLYEIAR 50 95.122 Mascot
927.4934 927.4781 -0.0153 -16 161 167 YLYEIAR Mascot

1138.4979 1138.486 -0.0119 -10 499 507 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1163.6306 1163.5994 -0.0312 -27 66 75 LVNELTEFAK Mascot
1249.6211 1249.6021 -0.019 -15 35 44 FKDLGEEHFK Mascot
1283.7106 1283.6934 -0.0172 -13 361 371 HPEYAVSVLLR Mascot
1305.7161 1305.6901 -0.026 -20 402 412 HLVDEPQNLIK Mascot
1419.6936 1419.6726 -0.021 -15 89 100 SLHTLFGDELCK Carbamidomethyl (C)[11] Mascot
1439.8118 1439.79 -0.0218 -15 360 371 RHPEYAVSVLLR Mascot
1439.8118 1439.79 -0.0218 -15 360 371 RHPEYAVSVLLR 56 98.657 Mascot
1537.8009 1537.7811 -0.0198 -13 421 433 LGEYGFQNELIVR Mascot
1567.7427 1567.7185 -0.0242 -15 347 359 DAFLGSFLYEYSR 119 100 Mascot
1567.7427 1567.7185 -0.0242 -15 347 359 DAFLGSFLYEYSR Mascot
1639.9377 1639.9199 -0.0178 -11 437 451 KVPQVSTPTLVEVSR 72 99.965 Mascot
1639.9377 1639.9199 -0.0178 -11 437 451 KVPQVSTPTLVEVSR Mascot

1694.824 1694.8103 -0.0137 -8 469 482 MPCAEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1880.9211 1880.8898 -0.0313 -17 508 523 RPCFSALTPDETYVPK 98 100 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.8898 -0.0313 -17 508 523 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot



1888.9269 1888.8976 -0.0293 -16 169 183 HPYFYAPELLYYANK Mascot
1907.9208 1907.8853 -0.0355 -19 529 544 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot

1907.8853 Mascot
1927.7982 1927.7682 -0.03 -16 581 597 CCAADDKEACFAVEGPK Carbamidomethyl (C)[1,2,10] Mascot
2019.9691 2019.9352 -0.0339 -17 139 155 LKPDPNTLCDEFKADEK Carbamidomethyl (C)[9] Mascot

2045.028 2044.9915 -0.0365 -18 168 183 RHPYFYAPELLYYANK Mascot
2045.028 2044.9915 -0.0365 -18 168 183 RHPYFYAPELLYYANK 65 99.853 Mascot

2056.8633 2056.9229 0.0596 29 264 280 VHKECCHGDLLECADDR Carbamidomethyl (C)[5,6] Mascot
2247.9426 2247.9065 -0.0361 -16 267 285 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK

4 serum albumin [Bos indicus] gi|76445989 53890.1 6.09 13 538 100 457 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1138.4979 1138.486 -0.0119 -10 368 376 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1283.7106 1283.6934 -0.0172 -13 230 240 HPEYAVSVLLR Mascot
1305.7161 1305.6901 -0.026 -20 271 281 HLVDEPQNLIK Mascot
1439.8118 1439.79 -0.0218 -15 229 240 RHPEYAVSVLLR Mascot
1439.8118 1439.79 -0.0218 -15 229 240 RHPEYAVSVLLR 56 98.657 Mascot
1479.7954 1479.7736 -0.0218 -15 290 302 LGEYGFQNALIVR 113 100 Mascot
1479.7954 1479.7736 -0.0218 -15 290 302 LGEYGFQNALIVR Mascot
1567.7427 1567.7185 -0.0242 -15 216 228 DAFLGSFLYEYSR 119 100 Mascot
1567.7427 1567.7185 -0.0242 -15 216 228 DAFLGSFLYEYSR Mascot
1639.9377 1639.9199 -0.0178 -11 306 320 KVPQVSTPTLVEVSR 72 99.965 Mascot
1639.9377 1639.9199 -0.0178 -11 306 320 KVPQVSTPTLVEVSR Mascot
1724.8346 1724.808 -0.0266 -15 338 351 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1740.8295 1740.7991 -0.0304 -17 338 351 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1880.9211 1880.8898 -0.0313 -17 377 392 RPCFSALTPDETYVPK 98 100 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.8898 -0.0313 -17 377 392 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1907.9208 1907.8853 -0.0355 -19 398 413 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
1927.7982 1927.7682 -0.03 -16 450 466 CCAADDKEACFAVEGPK Carbamidomethyl (C)[1,2,10] Mascot
2056.8633 2056.9229 0.0596 29 133 149 VHKECCHGDLLECADDR Carbamidomethyl (C)[5,6] Mascot
2247.9426 2247.9065 -0.0361 -16 136 154 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK

5 albumin gi|229552 66087.6 5.76 19 535 100 395 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.4781 -0.0153 -16 137 143 YLYEIAR 50 95.122 Mascot
927.4934 927.4781 -0.0153 -16 137 143 YLYEIAR Mascot

1138.4979 1138.486 -0.0119 -10 473 481 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1163.6306 1163.5994 -0.0312 -27 42 51 LVNELTEFAK Mascot
1193.6022 1193.5951 -0.0071 -6 1 10 DTHKSEIAHR Mascot
1249.6211 1249.6021 -0.019 -15 11 20 FKDLGEEHFK Mascot
1283.7106 1283.6934 -0.0172 -13 336 346 HPEYAVSVLLR Mascot
1305.7161 1305.6901 -0.026 -20 377 387 HLVDEPQNLIK Mascot
1419.6936 1419.6726 -0.021 -15 65 76 SLHTLFGDELCK Carbamidomethyl (C)[11] Mascot
1439.8118 1439.79 -0.0218 -15 335 346 RHPEYAVSVLLR Mascot
1439.8118 1439.79 -0.0218 -15 335 346 RHPEYAVSVLLR 56 98.657 Mascot
1567.7427 1567.7185 -0.0242 -15 322 334 DAFLGSFLYEYSR 119 100 Mascot
1567.7427 1567.7185 -0.0242 -15 322 334 DAFLGSFLYEYSR Mascot
1639.9377 1639.9199 -0.0178 -11 411 425 KVPQVSTPTLVEVSR 72 99.965 Mascot
1639.9377 1639.9199 -0.0178 -11 411 425 KVPQVSTPTLVEVSR Mascot
1724.8346 1724.808 -0.0266 -15 443 456 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1740.8295 1740.7991 -0.0304 -17 443 456 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1880.9211 1880.8898 -0.0313 -17 482 497 RPCFSALTPDETYVPK 98 100 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.8898 -0.0313 -17 482 497 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1888.9949 1888.8976 -0.0973 -52 65 81 SLHTLFGDELCKVASLR Mascot
1907.9208 1907.8853 -0.0355 -19 503 518 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
1927.7982 1927.7682 -0.03 -16 555 571 CCAADDKEACFAVEGPK Carbamidomethyl (C)[1,2,10] Mascot
2019.9691 2019.9352 -0.0339 -17 115 131 LKPDPNTLCDEFKADEK Carbamidomethyl (C)[9] Mascot
2056.8633 2056.9229 0.0596 29 239 255 VHKECCHGDLLECADDR Carbamidomethyl (C)[5,6] Mascot
2247.9426 2247.9065 -0.0361 -16 242 260 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK

6 serum albumin precursor [Felis catus] gi|57977283 68614.9 5.46 7 259 100 235 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.4781 -0.0153 -16 162 168 YLYEIAR 50 95.122 Mascot
927.4934 927.4781 -0.0153 -16 162 168 YLYEIAR Mascot

1138.4979 1138.486 -0.0119 -10 500 508 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1149.615 1149.4597 -0.1553 -135 66 75 LVNEVTEFAK Mascot

1479.7954 1479.7736 -0.0218 -15 422 434 LGEYGFQNALLVR 113 100 Mascot
1479.7954 1479.7736 -0.0218 -15 422 434 LGEYGFQNALLVR Mascot

1567.826 1567.7185 -0.1075 -69 484 496 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot
1567.826 1567.7185 -0.1075 -69 484 496 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot

1567.7185 Mascot
1639.9377 1639.9199 -0.0178 -11 438 452 KVPQVSTPTLVEVSR 72 99.965 Mascot
1639.9377 1639.9199 -0.0178 -11 438 452 KVPQVSTPTLVEVSR Mascot
2247.9426 2247.9065 -0.0361 -16 268 286 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK

7 albumin [Felis catus] gi|30962111 65866.3 5.23 6 253 100 235 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.4781 -0.0153 -16 138 144 YLYEIAR 50 95.122 Mascot
927.4934 927.4781 -0.0153 -16 138 144 YLYEIAR Mascot

1138.4979 1138.486 -0.0119 -10 476 484 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1479.7954 1479.7736 -0.0218 -15 398 410 LGEYGFQNALLVR 113 100 Mascot
1479.7954 1479.7736 -0.0218 -15 398 410 LGEYGFQNALLVR Mascot

1567.826 1567.7185 -0.1075 -69 460 472 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot
1567.826 1567.7185 -0.1075 -69 460 472 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot

1639.9377 1639.9199 -0.0178 -11 414 428 KVPQVSTPTLVEVSR 72 99.965 Mascot
1639.9377 1639.9199 -0.0178 -11 414 428 KVPQVSTPTLVEVSR Mascot
1888.9949 1888.8976 -0.0973 -52 65 81 SLHELFGDKLCTVASLR Mascot

8 hypothetical protein PANDA_018508 [Ailuropoda gi|281342393 61976.6 5.38 9 217 100 183 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1138.4979 1138.486 -0.0119 -10 454 462 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1163.6418 1163.5994 -0.0424 -36 20 29 LAKEVTEFAR Mascot
1193.5402 1193.5951 0.0549 46 415 423 CCKKPESER Carbamidomethyl (C)[1,2] Mascot
1479.7954 1479.7736 -0.0218 -15 376 388 LGEYGFQNALLVR 113 100 Mascot
1479.7954 1479.7736 -0.0218 -15 376 388 LGEYGFQNALLVR Mascot

1567.826 1567.7185 -0.1075 -69 438 450 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot
1567.826 1567.7185 -0.1075 -69 438 450 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot

1639.9377 1639.9199 -0.0178 -11 392 406 KVPQVSTPTLVEVSR 72 99.965 Mascot
1639.9377 1639.9199 -0.0178 -11 393 407 VPQVSTPTLVEVSRK Mascot
2056.8633 2056.9229 0.0596 29 219 235 VHKECCHGDLLECADDR Carbamidomethyl (C)[5,6] Mascot
2247.9426 2247.9065 -0.0361 -16 222 240 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK

9 PREDICTED: serum albumin-like isoform 1 [Ailuropoda gi|301786252 68623 5.58 9 216 100 183 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1138.4979 1138.486 -0.0119 -10 500 508 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1163.6418 1163.5994 -0.0424 -36 66 75 LAKEVTEFAR Mascot
1193.5402 1193.5951 0.0549 46 461 469 CCKKPESER Carbamidomethyl (C)[1,2] Mascot
1479.7954 1479.7736 -0.0218 -15 422 434 LGEYGFQNALLVR 113 100 Mascot
1479.7954 1479.7736 -0.0218 -15 422 434 LGEYGFQNALLVR Mascot

1567.826 1567.7185 -0.1075 -69 484 496 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot



1567.826 1567.7185 -0.1075 -69 484 496 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot
1639.9377 1639.9199 -0.0178 -11 438 452 KVPQVSTPTLVEVSR 72 99.965 Mascot
1639.9377 1639.9199 -0.0178 -11 439 453 VPQVSTPTLVEVSRK Mascot
2056.8633 2056.9229 0.0596 29 265 281 VHKECCHGDLLECADDR Carbamidomethyl (C)[5,6] Mascot
2247.9426 2247.9065 -0.0361 -16 268 286 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK

10 albumin precursor [Capra hircus] gi|193085052 66269.8 5.58 15 211 100 121 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1138.4979 1138.486 -0.0119 -10 475 483 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1149.5608 1149.4597 -0.1011 -88 564 573 EGCFLLEGPK Carbamidomethyl (C)[3] Mascot
1163.5435 1163.5994 0.0559 48 276 285 ECCDKPVLEK Mascot
1193.6022 1193.5951 -0.0071 -6 1 10 DTHKSEIAHR Mascot
1283.7106 1283.6934 -0.0172 -13 337 347 HPEYAVSVLLR Mascot
1305.7161 1305.6901 -0.026 -20 378 388 HLVDEPQNLIK Mascot
1419.6936 1419.6726 -0.021 -15 65 76 SLHTLFGDELCK Carbamidomethyl (C)[11] Mascot
1439.8118 1439.79 -0.0218 -15 336 347 RHPEYAVSVLLR Mascot
1439.8118 1439.79 -0.0218 -15 336 347 RHPEYAVSVLLR 56 98.657 Mascot
1724.8346 1724.808 -0.0266 -15 445 458 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1740.8295 1740.7991 -0.0304 -17 445 458 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1888.9269 1888.8976 -0.0293 -16 145 159 HPYFYAPELLYYANK Mascot
1907.9167 1907.8853 -0.0314 -16 257 273 ADLAKYICDHQDTLSSK Mascot
2019.7728 2019.9352 0.1624 80 82 98 ETYGDMADCCEKQEPER Oxidation (M)[6] Mascot

2045.028 2044.9915 -0.0365 -18 144 159 RHPYFYAPELLYYANK Mascot
2045.028 2044.9915 -0.0365 -18 144 159 RHPYFYAPELLYYANK 65 99.853 Mascot

2056.8633 2056.9229 0.0596 29 240 256 VHKECCHGDLLECADDR Carbamidomethyl (C)[5,6] Mascot
2247.9426 2247.9065 -0.0361 -16 243 261 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK

Gel Idx/Pos 46/B16 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 RecName: Full=Serum albumin; AltName: Full=BSA; gi|1351907 69248.4 5.82 20 750 100 608 100
AltName: Allergen=Bos d 6; Flags: Precursor
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.491 -0.0024 -3 161 167 YLYEIAR 44 80.184 Mascot
927.4934 927.491 -0.0024 -3 161 167 YLYEIAR Mascot

1138.4979 1138.5045 0.0066 6 499 507 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1163.6306 1163.6217 -0.0089 -8 66 75 LVNELTEFAK Mascot
1249.6211 1249.6157 -0.0054 -4 35 44 FKDLGEEHFK Mascot
1283.7106 1283.7174 0.0068 5 361 371 HPEYAVSVLLR Mascot
1305.7161 1305.7102 -0.0059 -5 402 412 HLVDEPQNLIK Mascot
1419.6936 1419.6892 -0.0044 -3 89 100 SLHTLFGDELCK Carbamidomethyl (C)[11] Mascot
1439.8118 1439.8123 0.0005 0 360 371 RHPEYAVSVLLR Mascot
1439.8118 1439.8123 0.0005 0 360 371 RHPEYAVSVLLR 77 99.99 Mascot
1479.7954 1479.7986 0.0032 2 421 433 LGEYGFQNALIVR Mascot
1479.7954 1479.7986 0.0032 2 421 433 LGEYGFQNALIVR 100 100 Mascot
1567.7427 1567.7485 0.0058 4 347 359 DAFLGSFLYEYSR 130 100 Mascot
1567.7427 1567.7485 0.0058 4 347 359 DAFLGSFLYEYSR Mascot
1639.9377 1639.9451 0.0074 5 437 451 KVPQVSTPTLVEVSR Mascot
1724.8346 1724.842 0.0074 4 469 482 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1724.8346 1724.842 0.0074 4 469 482 MPCTEDYLSLILNR 97 100 Carbamidomethyl (C)[3] Mascot
1740.8295 1740.8284 -0.0011 -1 469 482 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1880.9211 1880.927 0.0059 3 508 523 RPCFSALTPDETYVPK 80 99.995 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.927 0.0059 3 508 523 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1888.9269 1888.9346 0.0077 4 169 183 HPYFYAPELLYYANK Mascot
1907.9208 1907.921 0.0002 0 529 544 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
1927.7982 1927.8042 0.006 3 581 597 CCAADDKEACFAVEGPK Carbamidomethyl (C)[1,2,10] Mascot
2019.9691 2019.976 0.0069 3 139 155 LKPDPNTLCDEFKADEK Carbamidomethyl (C)[9] Mascot

2045.028 2045.0348 0.0068 3 168 183 RHPYFYAPELLYYANK 80 99.996 Mascot
2045.028 2045.0348 0.0068 3 168 183 RHPYFYAPELLYYANK Mascot

2247.9426 2247.9531 0.0105 5 267 285 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot
AK

2492.2642 2492.2686 0.0044 2 45 65 GLVLIAFSQYLQQCPFDE Carbamidomethyl (C)[14] Mascot
HVK

2 serum albumin [Bos indicus] gi|76445989 53890.1 6.09 12 549 100 484 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1138.4979 1138.5045 0.0066 6 368 376 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1283.7106 1283.7174 0.0068 5 230 240 HPEYAVSVLLR Mascot
1305.7161 1305.7102 -0.0059 -5 271 281 HLVDEPQNLIK Mascot
1439.8118 1439.8123 0.0005 0 229 240 RHPEYAVSVLLR Mascot
1439.8118 1439.8123 0.0005 0 229 240 RHPEYAVSVLLR 77 99.99 Mascot
1479.7954 1479.7986 0.0032 2 290 302 LGEYGFQNALIVR Mascot
1479.7954 1479.7986 0.0032 2 290 302 LGEYGFQNALIVR 100 100 Mascot
1567.7427 1567.7485 0.0058 4 216 228 DAFLGSFLYEYSR 130 100 Mascot
1567.7427 1567.7485 0.0058 4 216 228 DAFLGSFLYEYSR Mascot
1639.9377 1639.9451 0.0074 5 306 320 KVPQVSTPTLVEVSR Mascot
1724.8346 1724.842 0.0074 4 338 351 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1724.8346 1724.842 0.0074 4 338 351 MPCTEDYLSLILNR 97 100 Carbamidomethyl (C)[3] Mascot
1740.8295 1740.8284 -0.0011 -1 338 351 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1880.9211 1880.927 0.0059 3 377 392 RPCFSALTPDETYVPK 80 99.995 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.927 0.0059 3 377 392 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1907.9208 1907.921 0.0002 0 398 413 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
1927.7982 1927.8042 0.006 3 450 466 CCAADDKEACFAVEGPK Carbamidomethyl (C)[1,2,10] Mascot
2247.9426 2247.9531 0.0105 5 136 154 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK

3 ALB protein [Bos taurus] gi|74267962 69190.4 5.88 20 547 100 411 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.491 -0.0024 -3 161 167 YLYEIAR 44 80.184 Mascot
927.4934 927.491 -0.0024 -3 161 167 YLYEIAR Mascot

1138.4979 1138.5045 0.0066 6 499 507 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1163.6306 1163.6217 -0.0089 -8 66 75 LVNELTEFAK Mascot
1249.6211 1249.6157 -0.0054 -4 35 44 FKDLGEEHFK Mascot
1283.7106 1283.7174 0.0068 5 361 371 HPEYAVSVLLR Mascot

1283.7174 Mascot
1305.7161 1305.7102 -0.0059 -5 402 412 HLVDEPQNLIK Mascot
1419.6936 1419.6892 -0.0044 -3 89 100 SLHTLFGDELCK Carbamidomethyl (C)[11] Mascot
1439.8118 1439.8123 0.0005 0 360 371 RHPEYAVSVLLR Mascot
1439.8118 1439.8123 0.0005 0 360 371 RHPEYAVSVLLR 77 99.99 Mascot
1537.8009 1537.8083 0.0074 5 421 433 LGEYGFQNELIVR Mascot
1567.7427 1567.7485 0.0058 4 347 359 DAFLGSFLYEYSR 130 100 Mascot
1567.7427 1567.7485 0.0058 4 347 359 DAFLGSFLYEYSR Mascot
1639.9377 1639.9451 0.0074 5 437 451 KVPQVSTPTLVEVSR Mascot

1694.824 1694.8267 0.0027 2 469 482 MPCAEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1710.819 1710.8236 0.0046 3 469 482 MPCAEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot

1880.9211 1880.927 0.0059 3 508 523 RPCFSALTPDETYVPK 80 99.995 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.927 0.0059 3 508 523 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1888.9269 1888.9346 0.0077 4 169 183 HPYFYAPELLYYANK Mascot
1907.9208 1907.921 0.0002 0 529 544 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
1927.7982 1927.8042 0.006 3 581 597 CCAADDKEACFAVEGPK Carbamidomethyl (C)[1,2,10] Mascot
2019.9691 2019.976 0.0069 3 139 155 LKPDPNTLCDEFKADEK Carbamidomethyl (C)[9] Mascot

2045.028 2045.0348 0.0068 3 168 183 RHPYFYAPELLYYANK 80 99.996 Mascot
2045.028 2045.0348 0.0068 3 168 183 RHPYFYAPELLYYANK Mascot

2247.9426 2247.9531 0.0105 5 267 285 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot
AK



2492.2642 2492.2686 0.0044 2 45 65 GLVLIAFSQYLQQCPFDE Carbamidomethyl (C)[14] Mascot
HVK

4 albumin gi|229552 66087.6 5.76 18 546 100 428 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.491 -0.0024 -3 137 143 YLYEIAR 44 80.184 Mascot
927.4934 927.491 -0.0024 -3 137 143 YLYEIAR Mascot

1138.4979 1138.5045 0.0066 6 473 481 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1163.6306 1163.6217 -0.0089 -8 42 51 LVNELTEFAK Mascot
1249.6211 1249.6157 -0.0054 -4 11 20 FKDLGEEHFK Mascot
1283.7106 1283.7174 0.0068 5 336 346 HPEYAVSVLLR Mascot
1305.7161 1305.7102 -0.0059 -5 377 387 HLVDEPQNLIK Mascot
1419.6936 1419.6892 -0.0044 -3 65 76 SLHTLFGDELCK Carbamidomethyl (C)[11] Mascot
1439.8118 1439.8123 0.0005 0 335 346 RHPEYAVSVLLR Mascot
1439.8118 1439.8123 0.0005 0 335 346 RHPEYAVSVLLR 77 99.99 Mascot
1567.7427 1567.7485 0.0058 4 322 334 DAFLGSFLYEYSR 130 100 Mascot
1567.7427 1567.7485 0.0058 4 322 334 DAFLGSFLYEYSR Mascot
1639.9377 1639.9451 0.0074 5 411 425 KVPQVSTPTLVEVSR Mascot
1724.8346 1724.842 0.0074 4 443 456 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1724.8346 1724.842 0.0074 4 443 456 MPCTEDYLSLILNR 97 100 Carbamidomethyl (C)[3] Mascot
1740.8295 1740.8284 -0.0011 -1 443 456 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1880.9211 1880.927 0.0059 3 482 497 RPCFSALTPDETYVPK 80 99.995 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.927 0.0059 3 482 497 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1888.9949 1888.9346 -0.0603 -32 65 81 SLHTLFGDELCKVASLR Mascot
1907.9208 1907.921 0.0002 0 503 518 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
1927.7982 1927.8042 0.006 3 555 571 CCAADDKEACFAVEGPK Carbamidomethyl (C)[1,2,10] Mascot
2019.9691 2019.976 0.0069 3 115 131 LKPDPNTLCDEFKADEK Carbamidomethyl (C)[9] Mascot
2247.9426 2247.9531 0.0105 5 242 260 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK
2492.2642 2492.2686 0.0044 2 21 41 GLVLIAFSQYLQQCPFDE Carbamidomethyl (C)[14] Mascot

HVK

5 ALB protein [Bos taurus] gi|154425704 69248.5 5.95 20 546 100 411 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.491 -0.0024 -3 161 167 YLYEIAR 44 80.184 Mascot
927.4934 927.491 -0.0024 -3 161 167 YLYEIAR Mascot

1138.4979 1138.5045 0.0066 6 499 507 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1163.6306 1163.6217 -0.0089 -8 66 75 LVNELTEFAK Mascot
1249.6211 1249.6157 -0.0054 -4 35 44 FKDLGEEHFK Mascot
1283.7106 1283.7174 0.0068 5 361 371 HPEYAVSVLLR Mascot
1305.7161 1305.7102 -0.0059 -5 402 412 HLVDEPQNLIK Mascot
1419.6936 1419.6892 -0.0044 -3 89 100 SLHTLFGDELCK Carbamidomethyl (C)[11] Mascot
1439.8118 1439.8123 0.0005 0 360 371 RHPEYAVSVLLR Mascot
1439.8118 1439.8123 0.0005 0 360 371 RHPEYAVSVLLR 77 99.99 Mascot
1537.8009 1537.8083 0.0074 5 421 433 LGEYGFQNELIVR Mascot
1567.7427 1567.7485 0.0058 4 347 359 DAFLGSFLYEYSR 130 100 Mascot
1567.7427 1567.7485 0.0058 4 347 359 DAFLGSFLYEYSR Mascot
1639.9377 1639.9451 0.0074 5 437 451 KVPQVSTPTLVEVSR Mascot

1694.824 1694.8267 0.0027 2 469 482 MPCAEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1710.819 1710.8236 0.0046 3 469 482 MPCAEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot

1880.9211 1880.927 0.0059 3 508 523 RPCFSALTPDETYVPK 80 99.995 Carbamidomethyl (C)[3] Mascot
1880.9211 1880.927 0.0059 3 508 523 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1888.9269 1888.9346 0.0077 4 169 183 HPYFYAPELLYYANK Mascot

1888.9346 Mascot
1907.9208 1907.921 0.0002 0 529 544 LFTFHADICTLPDTEK Carbamidomethyl (C)[9] Mascot
1927.7982 1927.8042 0.006 3 581 597 CCAADDKEACFAVEGPK Carbamidomethyl (C)[1,2,10] Mascot
2019.9691 2019.976 0.0069 3 139 155 LKPDPNTLCDEFKADEK Carbamidomethyl (C)[9] Mascot

2045.028 2045.0348 0.0068 3 168 183 RHPYFYAPELLYYANK 80 99.996 Mascot
2045.028 2045.0348 0.0068 3 168 183 RHPYFYAPELLYYANK Mascot

2247.9426 2247.9531 0.0105 5 267 285 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot
AK

2492.2642 2492.2686 0.0044 2 45 65 GLVLIAFSQYLQQCPFDE Carbamidomethyl (C)[14] Mascot
HVK

6 albumin precursor [Capra hircus] gi|193085052 66269.8 5.58 14 330 100 254 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
939.424 939.5244 0.1004 107 390 396 NCELFEK Carbamidomethyl (C)[2] Mascot

1138.4979 1138.5045 0.0066 6 475 483 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1149.5608 1149.4774 -0.0834 -73 564 573 EGCFLLEGPK Carbamidomethyl (C)[3] Mascot
1163.5435 1163.6217 0.0782 67 276 285 ECCDKPVLEK Mascot
1283.7106 1283.7174 0.0068 5 337 347 HPEYAVSVLLR Mascot
1305.7161 1305.7102 -0.0059 -5 378 388 HLVDEPQNLIK Mascot
1419.6936 1419.6892 -0.0044 -3 65 76 SLHTLFGDELCK Carbamidomethyl (C)[11] Mascot
1439.8118 1439.8123 0.0005 0 336 347 RHPEYAVSVLLR Mascot
1439.8118 1439.8123 0.0005 0 336 347 RHPEYAVSVLLR 77 99.99 Mascot
1724.8346 1724.842 0.0074 4 445 458 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1724.8346 1724.842 0.0074 4 445 458 MPCTEDYLSLILNR 97 100 Carbamidomethyl (C)[3] Mascot
1740.8295 1740.8284 -0.0011 -1 445 458 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1888.9269 1888.9346 0.0077 4 145 159 HPYFYAPELLYYANK Mascot
1907.9167 1907.921 0.0043 2 257 273 ADLAKYICDHQDTLSSK Mascot
2019.7728 2019.976 0.2032 101 82 98 ETYGDMADCCEKQEPER Oxidation (M)[6] Mascot

2045.028 2045.0348 0.0068 3 144 159 RHPYFYAPELLYYANK 80 99.996 Mascot
2045.028 2045.0348 0.0068 3 144 159 RHPYFYAPELLYYANK Mascot

2247.9426 2247.9531 0.0105 5 243 261 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot
AK

7 serum albumin precursor [Ovis aries] gi|57164373 69143.3 5.8 12 307 100 254 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
939.424 939.5244 0.1004 107 414 420 NCELFEK Carbamidomethyl (C)[2] Mascot

1138.4979 1138.5045 0.0066 6 499 507 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1163.5435 1163.6217 0.0782 67 300 309 ECCDKPVLEK Mascot
1283.7106 1283.7174 0.0068 5 361 371 HPEYAVSVLLR Mascot
1305.7161 1305.7102 -0.0059 -5 402 412 HLVDEPQNLIK Mascot
1419.6936 1419.6892 -0.0044 -3 89 100 SLHTLFGDELCK Carbamidomethyl (C)[11] Mascot
1439.8118 1439.8123 0.0005 0 360 371 RHPEYAVSVLLR Mascot
1439.8118 1439.8123 0.0005 0 360 371 RHPEYAVSVLLR 77 99.99 Mascot
1724.8346 1724.842 0.0074 4 469 482 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1724.8346 1724.842 0.0074 4 469 482 MPCTEDYLSLILNR 97 100 Carbamidomethyl (C)[3] Mascot
1740.8295 1740.8284 -0.0011 -1 469 482 MPCTEDYLSLILNR Carbamidomethyl (C)[3], Oxidation (M)[1] Mascot
1888.9269 1888.9346 0.0077 4 169 183 HPYFYAPELLYYANK Mascot
2019.7728 2019.976 0.2032 101 106 122 ETYGDMADCCEKQEPER Oxidation (M)[6] Mascot

2045.028 2045.0348 0.0068 3 168 183 RHPYFYAPELLYYANK 80 99.996 Mascot
2045.028 2045.0348 0.0068 3 168 183 RHPYFYAPELLYYANK Mascot

2247.9426 2247.9531 0.0105 5 267 285 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot
AK

8 serum albumin precursor [Felis catus] gi|57977283 68614.9 5.46 8 172 100 144 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.491 -0.0024 -3 162 168 YLYEIAR 44 80.184 Mascot
927.4934 927.491 -0.0024 -3 162 168 YLYEIAR Mascot

1138.4979 1138.5045 0.0066 6 500 508 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1149.615 1149.4774 -0.1376 -120 66 75 LVNEVTEFAK Mascot

1479.7954 1479.7986 0.0032 2 422 434 LGEYGFQNALLVR Mascot
1479.7954 1479.7986 0.0032 2 422 434 LGEYGFQNALLVR 100 100 Mascot

1567.826 1567.7485 -0.0775 -49 484 496 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot
1567.826 1567.7485 -0.0775 -49 484 496 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot

1639.9377 1639.9451 0.0074 5 438 452 KVPQVSTPTLVEVSR Mascot
2247.9426 2247.9531 0.0105 5 268 286 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot



AK
2665.2168 2665.2871 0.0703 26 461 483 CCTHPEAERLSCAEDYL Carbamidomethyl (C)[1] Mascot

SVVLNR

9 albumin [Felis catus] gi|30962111 65866.3 5.23 7 166 100 144 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.491 -0.0024 -3 138 144 YLYEIAR 44 80.184 Mascot

927.491 Mascot
927.4934 927.491 -0.0024 -3 138 144 YLYEIAR Mascot

1138.4979 1138.5045 0.0066 6 476 484 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1479.7954 1479.7986 0.0032 2 398 410 LGEYGFQNALLVR Mascot
1479.7954 1479.7986 0.0032 2 398 410 LGEYGFQNALLVR 100 100 Mascot

1567.826 1567.7485 -0.0775 -49 460 472 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot
1567.826 1567.7485 -0.0775 -49 460 472 LCVLHEKTPVSER Carbamidomethyl (C)[2] Mascot

1639.9377 1639.9451 0.0074 5 414 428 KVPQVSTPTLVEVSR Mascot
1888.9949 1888.9346 -0.0603 -32 65 81 SLHELFGDKLCTVASLR Mascot
2665.2168 2665.2871 0.0703 26 437 459 CCTHPEAERLSCAEDYL Carbamidomethyl (C)[1] Mascot

SVVLNR

10 albumin [Sus scrofa] gi|833798 69365.9 5.92 7 164 100 144 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.491 -0.0024 -3 159 165 YLYEIAR 44 80.184 Mascot
927.4934 927.491 -0.0024 -3 159 165 YLYEIAR Mascot

1138.4979 1138.5045 0.0066 6 497 505 CCTESLVNR Carbamidomethyl (C)[1,2] Mascot
1149.5139 1149.4774 -0.0365 -32 458 466 CCKRPEEER Mascot
1479.7954 1479.7986 0.0032 2 419 431 LGEYGFQNALIVR Mascot
1479.7954 1479.7986 0.0032 2 419 431 LGEYGFQNALIVR 100 100 Mascot
1928.0422 1927.8042 -0.238 -123 87 103 SIHTLFGDKLCAIPSLR Carbamidomethyl (C)[11] Mascot
2247.9426 2247.9531 0.0105 5 265 283 ECCHGDLLECADDRADL Carbamidomethyl (C)[2,3,10] Mascot

AK
2612.2185 2612.1721 -0.0464 -18 317 338 DELPADLNPLEHDFVEDK Carbamidomethyl (C)[21] Mascot

EVCK

Gel Idx/Pos 35/B17 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 PREDICTED: mitochondrial phosphoenolpyruvate gi|194670361 70604.7 8.14 13 185 100 107 100
carboxykinase 2 isoform 1 [Bos taurus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
961.4924 961.4848 -0.0076 -8 554 560 VLDWICR Carbamidomethyl (C)[6] Mascot

1067.4688 1067.5835 0.1147 107 415 423 EPCAHPNSR Carbamidomethyl (C)[3] Mascot
1096.4993 1096.5012 0.0019 2 89 96 YNNCWLAR Carbamidomethyl (C)[4] Mascot
1118.5894 1118.5875 -0.0019 -2 529 536 IFHVNWFR 28 0 Mascot
1118.5894 1118.5875 -0.0019 -2 529 536 IFHVNWFR Mascot
1135.6218 1135.6116 -0.0102 -9 235 244 TLIGHVPDQR Mascot
1293.6375 1293.6394 0.0019 1 543 553 FLWPGFGENAR Mascot
1293.6375 1293.6394 0.0019 1 543 553 FLWPGFGENAR 46 87.659 Mascot
1328.7056 1328.7001 -0.0055 -4 625 636 EVLAELEALEGR Mascot
1420.6678 1420.6764 0.0086 6 511 521 YLEHWLSMEGR Mascot
1450.7477 1450.7394 -0.0083 -6 458 469 GVPLVYEAFNWR Mascot
1450.7477 1450.7394 -0.0083 -6 458 469 GVPLVYEAFNWR 34 0 Mascot
1472.6917 1472.6954 0.0037 3 601 611 DFWQQEVHDIR Mascot
1537.7216 1537.8051 0.0835 54 89 100 YNNCWLARTDPK Carbamidomethyl (C)[4] Mascot

1725.884 1725.8315 -0.0525 -30 174 189 IGVQLTDSAYVVASMR Oxidation (M)[15] Mascot
2211.1624 2211.0916 -0.0708 -32 174 193 IGVQLTDSAYVVASMRIM Mascot

TR

2 PREDICTED: phosphoenolpyruvate carboxykinase gi|296214608 70740.7 7.58 12 178 100 107 100
[GTP], mitochondrial isoform 1 [Callithrix jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
961.4924 961.4848 -0.0076 -8 554 560 VLDWICR Carbamidomethyl (C)[6] Mascot

1067.4688 1067.5835 0.1147 107 415 423 EPCAHPNSR Carbamidomethyl (C)[3] Mascot
1096.4993 1096.5012 0.0019 2 89 96 YNNCWLAR Carbamidomethyl (C)[4] Mascot
1118.5894 1118.5875 -0.0019 -2 529 536 IFHVNWFR 28 0 Mascot
1118.5894 1118.5875 -0.0019 -2 529 536 IFHVNWFR Mascot
1135.6218 1135.6116 -0.0102 -9 235 244 TLIGHVPDQR Mascot
1163.6354 1163.5865 -0.0489 -42 1 10 MAALYRPGLR Oxidation (M)[1] Mascot
1163.6354 1163.5865 -0.0489 -42 1 10 MAALYRPGLR Oxidation (M)[1] Mascot
1293.6375 1293.6394 0.0019 1 543 553 FLWPGFGENAR Mascot
1293.6375 1293.6394 0.0019 1 543 553 FLWPGFGENAR 46 87.659 Mascot
1450.7477 1450.7394 -0.0083 -6 458 469 GVPLVYEAFNWR Mascot
1450.7477 1450.7394 -0.0083 -6 458 469 GVPLVYEAFNWR 34 0 Mascot

1522.689 1522.7644 0.0754 50 143 155 AVDERFPGCMQGR Carbamidomethyl (C)[9] Mascot
1537.7216 1537.8051 0.0835 54 89 100 YNNCWLARTDPK Carbamidomethyl (C)[4] Mascot

1725.884 1725.8315 -0.0525 -30 174 189 IGVQLTDSAYVVASMR Oxidation (M)[15] Mascot
2211.1624 2211.0916 -0.0708 -32 174 193 IGVQLTDSAYVVASMRIM Mascot

TR

3 RecName: Full=Serum albumin; AltName: Full=BSA; gi|1351907 69248.4 5.82 12 167 100 115 100
AltName: Allergen=Bos d 6; Flags: Precursor
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.4934 927.4922 -0.0012 -1 161 167 YLYEIAR Mascot

1163.6306 1163.5865 -0.0441 -38 66 75 LVNELTEFAK Mascot
1163.6306 1163.5865 -0.0441 -38 66 75 LVNELTEFAK Mascot

1352.666 1352.7119 0.0459 34 496 507 VTKCCTESLVNR Mascot
1439.8118 1439.8108 -0.001 -1 360 371 RHPEYAVSVLLR Mascot
1479.7954 1479.7935 -0.0019 -1 421 433 LGEYGFQNALIVR Mascot
1479.7954 1479.7935 -0.0019 -1 421 433 LGEYGFQNALIVR 43 76.485 Mascot
1522.7101 1522.7644 0.0543 36 456 468 VGTRCCTKPESER Carbamidomethyl (C)[5] Mascot
1539.8199 1539.795 -0.0249 -16 483 495 LCVLHEKTPVSEK Carbamidomethyl (C)[2] Mascot
1567.7427 1567.7411 -0.0016 -1 347 359 DAFLGSFLYEYSR Mascot
1567.7427 1567.7411 -0.0016 -1 347 359 DAFLGSFLYEYSR 58 99.169 Mascot
1639.9377 1639.9337 -0.004 -2 437 451 KVPQVSTPTLVEVSR Mascot
1724.8346 1724.8323 -0.0023 -1 469 482 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1880.9211 1880.9138 -0.0073 -4 508 523 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1880.9211 1880.9138 -0.0073 -4 508 523 RPCFSALTPDETYVPK 13 0 Carbamidomethyl (C)[3] Mascot

2045.028 2045.0194 -0.0086 -4 168 183 RHPYFYAPELLYYANK Mascot
4 PREDICTED: phosphoenolpyruvate carboxykinase gi|296214610 55951.9 6.48 10 167 100 107 100

[GTP], mitochondrial isoform 2 [Callithrix jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
961.4924 961.4848 -0.0076 -8 420 426 VLDWICR Carbamidomethyl (C)[6] Mascot

1067.4688 1067.5835 0.1147 107 281 289 EPCAHPNSR Carbamidomethyl (C)[3] Mascot
1118.5894 1118.5875 -0.0019 -2 395 402 IFHVNWFR 28 0 Mascot
1118.5894 1118.5875 -0.0019 -2 395 402 IFHVNWFR Mascot
1135.6218 1135.6116 -0.0102 -9 101 110 TLIGHVPDQR Mascot
1293.6375 1293.6394 0.0019 1 409 419 FLWPGFGENAR Mascot
1293.6375 1293.6394 0.0019 1 409 419 FLWPGFGENAR 46 87.659 Mascot
1450.7477 1450.7394 -0.0083 -6 324 335 GVPLVYEAFNWR Mascot
1450.7477 1450.7394 -0.0083 -6 324 335 GVPLVYEAFNWR 34 0 Mascot

1522.689 1522.7644 0.0754 50 9 21 AVDERFPGCMQGR Carbamidomethyl (C)[9] Mascot
1537.7064 1537.8051 0.0987 64 1 13 MSPADFQRAVDER Oxidation (M)[1] Mascot

1537.8051 Mascot



1725.884 1725.8315 -0.0525 -30 40 55 IGVQLTDSAYVVASMR Oxidation (M)[15] Mascot
2211.1624 2211.0916 -0.0708 -32 40 59 IGVQLTDSAYVVASMRIM Mascot

TR

5 phosphoenolpyruvate carboxykinase [GTP], gi|28077029 73371 7.88 11 166 100 107 100
mitochondrial [Mus musculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
961.4924 961.4848 -0.0076 -8 581 587 VLDWICR Carbamidomethyl (C)[6] Mascot

1067.4688 1067.5835 0.1147 107 442 450 EPCAHPNSR Carbamidomethyl (C)[3] Mascot
1118.5894 1118.5875 -0.0019 -2 556 563 IFHVNWFR 28 0 Mascot
1118.5894 1118.5875 -0.0019 -2 556 563 IFHVNWFR Mascot
1135.6218 1135.6116 -0.0102 -9 262 271 TLIGHVPDQR Mascot
1163.6783 1163.5865 -0.0918 -79 2 12 LLPSPPSLSPR Mascot
1163.6783 1163.5865 -0.0918 -79 2 12 LLPSPPSLSPR Mascot
1293.6375 1293.6394 0.0019 1 570 580 FLWPGFGENAR Mascot
1293.6375 1293.6394 0.0019 1 570 580 FLWPGFGENAR 46 87.659 Mascot
1328.7056 1328.7001 -0.0055 -4 652 663 EVLAELEALEGR Mascot
1450.7477 1450.7394 -0.0083 -6 485 496 GVPLVYEAFNWR Mascot
1450.7477 1450.7394 -0.0083 -6 485 496 GVPLVYEAFNWR 34 0 Mascot

1522.689 1522.7644 0.0754 50 170 182 AVDERFPGCMQGR Carbamidomethyl (C)[9] Mascot
1725.884 1725.8315 -0.0525 -30 201 216 IGVQLTDSAYVVASMR Oxidation (M)[15] Mascot

2211.1624 2211.0916 -0.0708 -32 201 220 IGVQLTDSAYVVASMRIM Mascot
TR

6 phosphoenolpyruvate carboxykinase 2 (mitochondrial), gi|148704344 70368.4 7.88 11 164 100 107 100
isoform CRA_c [Mus musculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
961.4924 961.4848 -0.0076 -8 554 560 VLDWICR Carbamidomethyl (C)[6] Mascot

1067.4688 1067.5835 0.1147 107 415 423 EPCAHPNSR Carbamidomethyl (C)[3] Mascot
1118.5894 1118.5875 -0.0019 -2 529 536 IFHVNWFR 28 0 Mascot
1118.5894 1118.5875 -0.0019 -2 529 536 IFHVNWFR Mascot
1135.6218 1135.6116 -0.0102 -9 262 271 TLIGHVPDQR Mascot
1163.6783 1163.5865 -0.0918 -79 2 12 LLPSPPSLSPR Mascot
1163.6783 1163.5865 -0.0918 -79 2 12 LLPSPPSLSPR Mascot
1293.6375 1293.6394 0.0019 1 543 553 FLWPGFGENAR Mascot
1293.6375 1293.6394 0.0019 1 543 553 FLWPGFGENAR 46 87.659 Mascot
1328.7056 1328.7001 -0.0055 -4 625 636 EVLAELEALEGR Mascot
1450.7477 1450.7394 -0.0083 -6 458 469 GVPLVYEAFNWR Mascot
1450.7477 1450.7394 -0.0083 -6 458 469 GVPLVYEAFNWR 34 0 Mascot

1522.689 1522.7644 0.0754 50 170 182 AVDERFPGCMQGR Carbamidomethyl (C)[9] Mascot
1725.884 1725.8315 -0.0525 -30 201 216 IGVQLTDSAYVVASMR Oxidation (M)[15] Mascot

2211.1624 2211.0916 -0.0708 -32 201 220 IGVQLTDSAYVVASMRIM Mascot
TR

7 RecName: Full=Phosphoenolpyruvate carboxykinase gi|52783203 70482.5 6.92 10 158 100 107 100
[GTP], mitochondrial; Short=PEPCK-M; AltName: Full=
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
961.4924 961.4848 -0.0076 -8 554 560 VLDWICR Carbamidomethyl (C)[6] Mascot

1067.4688 1067.5835 0.1147 107 415 423 EPCAHPNSR Carbamidomethyl (C)[3] Mascot
1118.5894 1118.5875 -0.0019 -2 529 536 IFHVNWFR 28 0 Mascot
1118.5894 1118.5875 -0.0019 -2 529 536 IFHVNWFR Mascot
1135.6218 1135.6116 -0.0102 -9 235 244 TLIGHVPDQR Mascot
1293.6375 1293.6394 0.0019 1 543 553 FLWPGFGENAR Mascot
1293.6375 1293.6394 0.0019 1 543 553 FLWPGFGENAR 46 87.659 Mascot
1328.7056 1328.7001 -0.0055 -4 625 636 EVLAELEALEGR Mascot
1450.7477 1450.7394 -0.0083 -6 458 469 GVPLVYEAFNWR Mascot
1450.7477 1450.7394 -0.0083 -6 458 469 GVPLVYEAFNWR 34 0 Mascot

1522.689 1522.7644 0.0754 50 143 155 AVDERFPGCMQGR Carbamidomethyl (C)[9] Mascot
1725.884 1725.8315 -0.0525 -30 174 189 IGVQLTDSAYVVASMR Oxidation (M)[15] Mascot

2211.1624 2211.0916 -0.0708 -32 174 193 IGVQLTDSAYVVASMRIM Mascot
TR

8 phosphoenolpyruvate carboxykinase 2 (mitochondrial), gi|148704343 75752.2 8.3 10 154 100 107 100
isoform CRA_b [Mus musculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
961.4924 961.4848 -0.0076 -8 605 611 VLDWICR Carbamidomethyl (C)[6] Mascot

1067.4688 1067.5835 0.1147 107 466 474 EPCAHPNSR Carbamidomethyl (C)[3] Mascot
1118.5894 1118.5875 -0.0019 -2 580 587 IFHVNWFR 28 0 Mascot
1118.5894 1118.5875 -0.0019 -2 580 587 IFHVNWFR Mascot
1135.6218 1135.6116 -0.0102 -9 286 295 TLIGHVPDQR Mascot
1293.6375 1293.6394 # 0.0019 1 594 604 FLWPGFGENAR Mascot Mascot
1293.6375 1293.6394 0.0019 1 594 604 FLWPGFGENAR 46 87.659 Mascot
1328.7056 1328.7001 -0.0055 -4 676 687 EVLAELEALEGR Mascot
1450.7477 1450.7394 -0.0083 -6 509 520 GVPLVYEAFNWR Mascot
1450.7477 1450.7394 -0.0083 -6 509 520 GVPLVYEAFNWR 34 0 Mascot

1522.689 1522.7644 0.0754 50 194 206 AVDERFPGCMQGR Carbamidomethyl (C)[9] Mascot
1725.884 1725.8315 -0.0525 -30 225 240 IGVQLTDSAYVVASMR Oxidation (M)[15] Mascot

2211.1624 2211.0916 -0.0708 -32 225 244 IGVQLTDSAYVVASMRIM Mascot
TR

9 serum albumin [Bos indicus] gi|76445989 53890.1 6.09 9 153 100 115 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1352.666 1352.7119 0.0459 34 365 376 VTKCCTESLVNR Mascot

1439.8118 1439.8108 -0.001 -1 229 240 RHPEYAVSVLLR Mascot
1479.7954 1479.7935 -0.0019 -1 290 302 LGEYGFQNALIVR Mascot
1479.7954 1479.7935 -0.0019 -1 290 302 LGEYGFQNALIVR 43 76.485 Mascot
1522.7101 1522.7644 0.0543 36 325 337 VGTRCCTKPESER Carbamidomethyl (C)[5] Mascot
1539.8199 1539.795 -0.0249 -16 352 364 LCVLHEKTPVSEK Carbamidomethyl (C)[2] Mascot
1567.7427 1567.7411 -0.0016 -1 216 228 DAFLGSFLYEYSR Mascot
1567.7427 1567.7411 -0.0016 -1 216 228 DAFLGSFLYEYSR 58 99.169 Mascot
1639.9377 1639.9337 -0.004 -2 306 320 KVPQVSTPTLVEVSR Mascot
1724.8346 1724.8323 -0.0023 -1 338 351 MPCTEDYLSLILNR Carbamidomethyl (C)[3] Mascot
1880.9211 1880.9138 -0.0073 -4 377 392 RPCFSALTPDETYVPK Carbamidomethyl (C)[3] Mascot
1880.9211 1880.9138 -0.0073 -4 377 392 RPCFSALTPDETYVPK 13 0 Carbamidomethyl (C)[3] Mascot

10 unnamed protein product [Mus musculus] gi|74190979 69397.9 8.37 9 150 100 107 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
961.4924 961.4848 -0.0076 -8 578 584 VLDWICR Carbamidomethyl (C)[6] Mascot

1067.4688 1067.5835 0.1147 107 439 447 EPCAHPNSR Carbamidomethyl (C)[3] Mascot
1118.5894 1118.5875 -0.0019 -2 553 560 IFHVNWFR 28 0 Mascot
1118.5894 1118.5875 -0.0019 -2 553 560 IFHVNWFR Mascot
1135.6218 1135.6116 -0.0102 -9 259 268 TLIGHVPDQR Mascot
1293.6375 1293.6394 0.0019 1 567 577 FLWPGFGENAR Mascot
1293.6375 1293.6394 0.0019 1 567 577 FLWPGFGENAR 46 87.659 Mascot
1450.7477 1450.7394 # -0.0083 -6 482 493 GVPLVYEAFNWR Mascot Mascot
1450.7477 1450.7394 -0.0083 -6 482 493 GVPLVYEAFNWR 34 0 Mascot

1522.689 1522.7644 0.0754 50 167 179 AVDERFPGCMQGR Carbamidomethyl (C)[9] Mascot
1725.884 1725.8315 -0.0525 -30 198 213 IGVQLTDSAYVVASMR Oxidation (M)[15] Mascot

2211.1624 2211.0916 -0.0708 -32 198 217 IGVQLTDSAYVVASMRIM Mascot
TR

Gel Idx/Pos 47/B18 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 6
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %



1 alpha-2-HS-glycoprotein precursor [Bos taurus] gi|27806751 38394.4 5.26 4 346 100 301 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1269.6473 1269.6556 0.0083 7 121 131 QDGQFSVLFTK Mascot
1269.6473 1269.6556 0.0083 7 121 131 QDGQFSVLFTK 73 99.94 Mascot
1474.8376 1474.8623 0.0247 17 334 348 TPIVGQPSIPGGPVR 111 100 Mascot
1474.8376 1474.8623 0.0247 17 334 348 TPIVGQPSIPGGPVR Mascot
1977.9447 1977.9626 0.0179 9 104 120 QQTQHAVEGDCDIHVLK 57 97.922 Carbamidomethyl (C)[11] Mascot
1977.9447 1977.9626 0.0179 9 104 120 QQTQHAVEGDCDIHVLK Carbamidomethyl (C)[11] Mascot
2120.0042 2120.0356 0.0314 15 313 333 HTFSGVASVESSSGEAF Mascot

HVGK
2120.0042 2120.0356 0.0314 15 313 333 HTFSGVASVESSSGEAF 60 98.823 Mascot

HVGK

2 alpha-2-HS-glycoprotein precursor [Ovis aries] gi|57526674 38655.4 5.17 1 79 99.016 73 99.94
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1269.6473 1269.6556 0.0083 7 121 131 QDGQFSVLFTK Mascot
1269.6473 1269.6556 0.0083 7 121 131 QDGQFSVLFTK 73 99.94 Mascot

3 hypothetical protein [Homo sapiens] gi|21739834 55126.2 5.64 1 71 93.347 66 99.678
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1474.9329 1474.8623 -0.0706 -48 153 165 VVLRQVVVPRPGR 66 99.678 Mascot
1474.9329 1474.8623 -0.0706 -48 153 165 VVLRQVVVPRPGR Mascot

4 inhibitor of nuclear factor kappa-B kinase subunit gi|157819637 80669.4 6.85 6 61 30.335
epsilon [Rattus norvegicus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1269.593 1269.6556 0.0626 49 532 541 SRDQIHEDNR Mascot
1269.593 1269.6556 0.0626 49 532 541 SRDQIHEDNR Mascot

1452.7516 1452.6681 -0.0835 -57 648 659 MFDQLLLDRASK Oxidation (M)[1] Mascot
1474.8164 1474.8623 0.0459 31 419 432 GVLGAGYQALWLAR Mascot
1474.8164 1474.8623 0.0459 31 419 432 GVLGAGYQALWLAR Mascot
1960.9657 1960.9489 -0.0168 -9 563 578 SRMRPGLSYNEEQIHK Oxidation (M)[3] Mascot
1977.9857 1977.9626 -0.0231 -12 118 134 CVVAGMNHLRENGIVHR Carbamidomethyl (C)[1], Oxidation (M)[6] Mascot
1977.9857 1977.9626 -0.0231 -12 118 134 CVVAGMNHLRENGIVHR Carbamidomethyl (C)[1], Oxidation (M)[6] Mascot
2119.9541 2120.0356 0.0815 38 292 308 CWGFDQFFAETSDILQR Carbamidomethyl (C)[1] Mascot
2119.9541 2120.0356 0.0815 38 292 308 CWGFDQFFAETSDILQR Carbamidomethyl (C)[1] Mascot

5 PREDICTED: similar to protein phosphatase 2 (formerly gi|73954794 59098.7 4.99 5 49 0
2A), regulatory subunit A (PR 65), beta isofo
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1269.6433 1269.6556 0.0123 10 280 290 ELVSDTNQHVK Mascot
1269.6433 1269.6556 0.0123 10 280 290 ELVSDTNQHVK Mascot

1452.657 1452.6681 0.0111 8 120 131 SLCSDDTPMVRR Carbamidomethyl (C)[3], Oxidation (M)[9] Mascot
1460.666 1460.8452 0.1792 123 93 105 TSACGLFSVCYPR Carbamidomethyl (C)[4] Mascot

1474.7246 1474.8623 0.1377 93 209 220 YMVADKFSELQK Oxidation (M)[2] Mascot
1474.7246 1474.8623 0.1377 93 209 220 YMVADKFSELQK Oxidation (M)[2] Mascot
2120.0505 2120.0356 -0.0149 -7 151 169 SEIVPLFTNLASDEQDSV Mascot

R
2120.0505 2120.0356 -0.0149 -7 151 169 SEIVPLFTNLASDEQDSV Mascot

R

6 PREDICTED: similar to Macrophage expressed gene 1 gi|126333394 116325 8.85 6 48 0
[Monodelphis domestica]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1269.7273 1269.6556 -0.0717 -56 334 345 IQLGANLTGQVR Mascot
1269.7273 1269.6556 -0.0717 -56 334 345 IQLGANLTGQVR Mascot
1431.7968 1431.8541 0.0573 40 928 940 GFLHHPVNGGRLK Mascot
1431.7968 1431.8541 0.0573 40 928 940 GFLHHPVNGGRLK Mascot
1452.7766 1452.6681 -0.1085 -75 829 841 FLKSGLDETCVLK Mascot

1460.705 1460.8452 0.1402 96 177 188 ESMLETHSEIIR Oxidation (M)[3] Mascot
1961.0426 1960.9489 -0.0937 -48 59 75 TPPEPGASWQLRHMLIK Mascot
1977.9751 1977.9626 -0.0125 -6 460 477 HHFTFGGVFQKCQAVSG Mascot

K
1977.9751 1977.9626 -0.0125 -6 460 477 HHFTFGGVFQKCQAVSG Mascot

K

7 PREDICTED: similar to G-2 and S-phase expressed 1 gi|149633544 77874.8 7.08 5 46 0
[Ornithorhynchus anatinus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1269.691 1269.6556 -0.0354 -28 287 298 LQPPKSSSAQAR Mascot
1269.691 1269.6556 -0.0354 -28 287 298 LQPPKSSSAQAR Mascot

1431.7842 1431.8541 0.0699 49 173 184 SQVVEKFIQEPK Mascot
1431.7842 1431.8541 0.0699 49 173 184 SQVVEKFIQEPK Mascot

1460.822 1460.8452 0.0232 16 496 508 SFIPARESLLTAR Mascot
1977.9135 1977.9626 0.0491 25 608 625 GTEEALAEKTSPEEEETK Mascot
1977.9135 1977.9626 0.0491 25 608 625 GTEEALAEKTSPEEEETK Mascot

2120.073 2120.0356 -0.0374 -18 412 433 STPAGQTQGPAALPQTP Mascot
DGAVR

2120.073 2120.0356 -0.0374 -18 412 433 STPAGQTQGPAALPQTP Mascot
DGAVR

8 PREDICTED: gamma-tubulin complex component 4 gi|311244882 75895.2 6.12 5 46 0
[Sus scrofa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1269.6949 1269.6556 -0.0393 -31 617 627 GFSRQSSLLFK Mascot
1269.6949 1269.6556 -0.0393 -31 617 627 GFSRQSSLLFK 1 0 Mascot
1431.6499 1431.8541 0.2042 143 302 313 DQEDTFAAELHR Mascot
1431.6499 1431.8541 0.2042 143 302 313 DQEDTFAAELHR Mascot
1452.6464 1452.6681 0.0217 15 653 666 YYTQAGGTLGSFGM Mascot
1460.7566 1460.8452 0.0886 61 148 159 IHGCQILETVYK Carbamidomethyl (C)[4] Mascot
1474.7821 1474.8623 0.0802 54 343 355 LMVEESDLLGQLK Mascot
1474.7821 1474.8623 0.0802 54 343 355 LMVEESDLLGQLK Mascot

9 rCG61463 [Rattus norvegicus] gi|149051492 5462.6 9.41 3 46 0
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1474.689 1474.8623 0.1733 118 6 18 GPSDVRPCSQLCR Carbamidomethyl (C)[8] Mascot
1474.689 1474.8623 0.1733 118 6 18 GPSDVRPCSQLCR Carbamidomethyl (C)[8] Mascot

1960.9327 1960.9489 0.0162 8 2 18 ATEKGPSDVRPCSQLCR Carbamidomethyl (C)[12,16] Mascot
1977.9303 1977.9626 0.0323 16 1 18 MATEKGPSDVRPCSQLC Mascot

R
1977.9303 1977.9626 0.0323 16 1 18 MATEKGPSDVRPCSQLC Mascot

R

10 PREDICTED: POTE ankyrin domain family member gi|109086315 30631 4.74 4 45 0
D-like, partial [Macaca mulatta]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1460.6863 1460.8452 0.1589 109 62 74 ISSENSNPEQDLK Mascot



1474.812 1474.8623 0.0503 34 221 232 MLQEEIAMLRLK Mascot
1474.812 1474.8623 0.0503 34 221 232 MLQEEIAMLRLK Mascot

1960.9645 1960.9489 -0.0156 -8 58 74 QMLKISSENSNPEQDLK Mascot
2120.0903 2120.0356 -0.0547 -26 9 28 CGSASIVSLLLEQNIDVSS Carbamidomethyl (C)[1] Mascot

K
2120.0903 2120.0356 -0.0547 -26 9 28 CGSASIVSLLLEQNIDVSS Carbamidomethyl (C)[1] Mascot

K

Gel Idx/Pos 36/B19 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 alpha-2-HS-glycoprotein precursor [Bos taurus] gi|27806751 38394.4 5.26 6 390 100 331 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1154.6165 1154.6233 0.0068 6 58 67 HTLNQIDSVK Mascot
1269.6473 1269.6429 -0.0044 -3 121 131 QDGQFSVLFTK 73 99.952 Mascot
1269.6473 1269.6429 -0.0044 -3 121 131 QDGQFSVLFTK Mascot
1465.6223 1465.6345 0.0122 8 132 144 CDSSPDSAEDVRK Carbamidomethyl (C)[1] Mascot
1474.8376 1474.8481 0.0105 7 334 348 TPIVGQPSIPGGPVR 112 100 Mascot
1474.8376 1474.8481 0.0105 7 334 348 TPIVGQPSIPGGPVR Mascot
1977.9447 1977.9456 0.0009 0 104 120 QQTQHAVEGDCDIHVLK 57 98.03 Carbamidomethyl (C)[11] Mascot
1977.9447 1977.9456 0.0009 0 104 120 QQTQHAVEGDCDIHVLK Carbamidomethyl (C)[11] Mascot
2120.0042 2120.0049 0.0007 0 313 333 HTFSGVASVESSSGEAF 88 99.998 Mascot

HVGK
2120.0042 2120.0049 0.0007 0 313 333 HTFSGVASVESSSGEAF Mascot

HVGK

2 RecName: Full=Serpin A3-1; AltName: gi|160332365 46208.2 5.67 3 140 100 120 100
Full=Endopin-1A; AltName: Full=Muscle endopin-1A;
Short=mEndopi
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1168.6837 1168.7021 0.0184 16 300 308 RIHELYLPK 17 0 Mascot
1168.6837 1168.7021 0.0184 16 300 308 RIHELYLPK Mascot
1734.9021 1734.9136 0.0115 7 313 327 SNYELNDILSQLGIR Mascot
1734.9021 1734.9136 0.0115 7 313 327 SNYELNDILSQLGIR 104 100 Mascot
2234.0764 2234.0801 0.0037 2 147 165 FIEDAQVLYSSEAFPTNF Mascot

R

3 alpha1-antichymotrypsin isoform pHHK11 [Bos taurus] gi|538275 22696.7 4.97 2 137 100 120 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1168.6837 1168.7021 0.0184 16 92 100 RIHELYLPK 17 0 Mascot
1168.6837 1168.7021 0.0184 16 92 100 RIHELYLPK Mascot
1734.9021 1734.9136 0.0115 7 105 119 SNYELNDILSQLGIR Mascot
1734.9021 1734.9136 0.0115 7 105 119 SNYELNDILSQLGIR 104 100 Mascot

4 alpha 1-antichymotrypsin [Bos taurus] gi|1245695 28552.9 5.54 2 135 100 120 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1168.6837 1168.7021 0.0184 16 141 149 RIHELYLPK 17 0 Mascot
1168.6837 1168.7021 0.0184 16 141 149 RIHELYLPK Mascot
1734.9021 1734.9136 0.0115 7 154 168 SNYELNDILSQLGIR Mascot
1734.9021 1734.9136 0.0115 7 154 168 SNYELNDILSQLGIR 104 100 Mascot

5 alpha-2-HS-glycoprotein precursor [Ovis aries] gi|57526674 38655.4 5.17 3 94 99.963 73 99.952
Peptide Information

Start End Ion
Calc. Mass Obsrv. Mass ± da ± ppm Sequence C. I. % Modification Rank Result Type

Seq. Seq. Score
1154.6165 1154.6233 0.0068 6 58 67 HTLNQIDSVK Mascot
1269.6473 1269.6429 -0.0044 -3 121 131 QDGQFSVLFTK 73 99.952 Mascot
1269.6473 1269.6429 -0.0044 -3 121 131 QDGQFSVLFTK Mascot
1465.6223 1465.6345 0.0122 8 132 144 CDSSPDSAEDVRK Carbamidomethyl (C)[1] Mascot

6 hypothetical protein [Homo sapiens] gi|21739834 55126.2 5.64 1 73 95.802 69 99.852
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1474.9329 1474.8481 -0.0848 -57 153 165 VVLRQVVVPRPGR 69 99.852 Mascot
1474.9329 1474.8481 -0.0848 -57 153 165 VVLRQVVVPRPGR Mascot

7 lysozyme [Saguinus fuscicollis] gi|22535873 2347.1 8.04 3 50 0
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1154.5146 1154.6233 0.1087 94 11 21 DVSQYVQGCGV Mascot

1269.627 1269.6429 0.0159 13 1 10 VAWKAHCQNR Carbamidomethyl (C)[7] Mascot
1269.627 1269.6429 0.0159 13 1 10 VAWKAHCQNR Carbamidomethyl (C)[7] Mascot

1977.8654 1977.9456 0.0802 41 5 21 AHCQNRDVSQYVQGCG Carbamidomethyl (C)[3,15] Mascot
V

1977.8654 1977.9456 0.0802 41 5 21 AHCQNRDVSQYVQGCG Carbamidomethyl (C)[3,15] Mascot
V

8 hSIAH2 [Homo sapiens] gi|2673968 34663.8 6.55 5 45 0
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1252.5594 1252.6262 0.0668 53 106 115 QKLSCCPTCR Carbamidomethyl (C)[5,6] Mascot
1734.8262 1734.9136 0.0874 50 1 17 MSRPSSTGPSANKPCSK Mascot
1734.8447 1734.9136 0.0689 40 108 123 LSCCPTCRGALTPSIR Carbamidomethyl (C)[3] Mascot
1977.9421 1977.9456 0.0035 2 177 193 WQGSLEAVMSHLMHAH Oxidation (M)[9] Mascot

K
1977.9421 1977.9456 0.0035 2 177 193 WQGSLEAVMSHLMHAH Oxidation (M)[9] Mascot

K
2120.165 2120.0049 -0.1601 -76 239 256 YEGHQQFFAIVLLIGTRK Mascot
2120.165 2120.0049 -0.1601 -76 239 256 YEGHQQFFAIVLLIGTRK Mascot

9 E3 ubiquitin-protein ligase SIAH2 [Rattus norvegicus] gi|19745174 34676.9 6.71 5 45 0
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1252.5594 1252.6262 0.0668 53 107 116 QKLSCCPTCR Carbamidomethyl (C)[5,6] Mascot
1734.8262 1734.9136 0.0874 50 1 17 MSRPSSTGPSANKPCSK Mascot
1734.8447 1734.9136 0.0689 40 109 124 LSCCPTCRGALTPSIR Carbamidomethyl (C)[3] Mascot
1977.9421 1977.9456 0.0035 2 178 194 WQGSLEAVMSHLMHAH Oxidation (M)[9] Mascot

K
1977.9421 1977.9456 0.0035 2 178 194 WQGSLEAVMSHLMHAH Oxidation (M)[9] Mascot

K
2120.165 2120.0049 -0.1601 -76 240 257 YEGHQQFFAIVLLIGTRK Mascot
2120.165 2120.0049 -0.1601 -76 240 257 YEGHQQFFAIVLLIGTRK Mascot

10 trabeculin-alpha [Homo sapiens] gi|6273778 613651.7 5.26 12 45 0
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1154.7144 1154.6233 -0.0911 -79 391 400 LELLLQIANK Mascot
1168.6545 1168.7021 0.0476 41 4971 4980 NPRINQLSAR Mascot
1168.6545 1168.7021 0.0476 41 4971 4980 NPRINQLSAR Mascot
1252.6056 1252.6262 0.0206 16 4372 4381 EETYNQLLDK Mascot
1269.6334 1269.6429 0.0095 7 5134 5143 YRFGDSQQLR Mascot
1269.6334 1269.6429 0.0095 7 5134 5143 YRFGDSQQLR Mascot



1431.7954 1431.8501 0.0547 38 4750 4761 LEQALKQAEVFR Mascot
1431.7954 1431.8501 0.0547 38 4750 4761 LEQALKQAEVFR Mascot
1460.6877 1460.8335 0.1458 100 1044 1055 TDRDAWQDNALR Mascot
1465.7281 1465.6345 -0.0936 -64 4372 4383 EETYNQLLDKGR Mascot
1474.8264 1474.8481 0.0217 15 1357 1369 YTALVTLTTQHVK Mascot
1474.8264 1474.8481 0.0217 15 1357 1369 YTALVTLTTQHVK Mascot
1734.8368 1734.9136 0.0768 44 4356 4369 EQLDTHMELYSQLK Mascot
1734.8368 1734.9136 0.0768 44 4356 4369 EQLDTHMELYSQLK Mascot
1961.0087 1960.9242 -0.0845 -43 218 234 ENLEQAFEVAERLGVTR Mascot
1978.0637 1977.9456 -0.1181 -60 2037 2055 QVSSLSSGVIQKALATNM Oxidation (M)[18] Mascot

K
1978.0637 1977.9456 -0.1181 -60 2037 2055 QVSSLSSGVIQKALATNM Oxidation (M)[18] Mascot

K
2234.0862 2234.0801 -0.0061 -3 3443 3461 LFGEDEVEVLNWLAEVE Mascot

DK

Gel Idx/Pos 48/B20 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 alpha-1-antiproteinase precursor [Bos taurus] gi|27806941 46074.9 6.05 10 453 100 308 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1178.6304 1178.6625 0.0321 27 148 157 LVDTFLEDVK Mascot
1279.6504 1279.6931 0.0427 33 214 223 GKWEKPFEMK Mascot
1279.6504 1279.6931 0.0427 33 214 223 GKWEKPFEMK 44 62.775 Mascot

1398.618 1398.6495 0.0315 23 246 256 LGMFDLHYCDK Carbamidomethyl (C)[9] Mascot
1593.8119 1593.8579 0.046 29 323 337 SVLGDVGITEVFSDR Mascot
1597.7758 1597.8212 0.0454 28 158 170 NLYHSEAFSINFR Mascot
1597.7758 1597.8212 0.0454 28 158 170 NLYHSEAFSINFR 69 99.855 Mascot
1768.9803 1769.0361 0.0558 32 282 296 LQQLEDKLNNELLAK 42 33.345 Mascot
1768.9803 1769.0361 0.0558 32 282 296 LQQLEDKLNNELLAK Mascot
1940.0527 1940.0897 0.037 19 197 213 VLDPNTVFALVNYISFK Mascot
1942.9254 1942.9845 0.0591 30 224 239 HTTERDFHVDEQTTVK 6 0 Mascot
1942.9254 1942.9845 0.0591 30 224 239 HTTERDFHVDEQTTVK Mascot
2379.2402 2379.2942 0.054 23 323 345 SVLGDVGITEVFSDRADL 34 0 Mascot

SGITK
2379.2402 2379.2942 0.054 23 323 345 SVLGDVGITEVFSDRADL Mascot

SGITK
2757.3882 2757.4426 0.0544 20 148 170 LVDTFLEDVKNLYHSEAF 119 100 Mascot

SINFR
2757.3882 2757.4426 0.0544 20 148 170 LVDTFLEDVKNLYHSEAF Mascot

SINFR

2 alpha-1-antitrypsin precursor [Sus scrofa] gi|47523844 47164.2 5.54 2 77 98.25 66 99.732
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1597.7758 1597.8212 0.0454 28 163 175 NLYHSEAFSINFR 69 99.855 Mascot
1597.8373 1597.8212 -0.0161 -10 53 66 IAPNLADFAFSLYR Mascot

3 zinc finger CCCH-type, antiviral 1, isoform CRA_a gi|119604308 67600.7 9.11 7 64 68.157
[Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1279.6423 1279.6931 0.0508 40 540 550 DMLRTGSQSLR Oxidation (M)[2] Mascot
1279.6423 1279.6931 0.0508 40 540 550 DMLRTGSQSLR Oxidation (M)[2] Mascot
1593.8595 1593.8579 -0.0016 -1 402 416 GTGLLSSDYRIINGK Mascot
1597.8253 1597.8212 -0.0041 -3 524 539 TGATGFGLTMAVKAEK Oxidation (M)[10] Mascot
1597.8253 1597.8212 -0.0041 -3 524 539 TGATGFGLTMAVKAEK Oxidation (M)[10] Mascot
1939.9218 1940.0897 0.1679 87 104 119 NLCKYSHEVLSEENFK Mascot

1942.979 1942.9845 0.0055 3 518 536 TTDVEKTGATGFGLTMA Oxidation (M)[16] Mascot
VK

1942.979 1942.9845 0.0055 3 518 536 TTDVEKTGATGFGLTMA Oxidation (M)[16] Mascot
VK

2379.1975 2379.2942 0.0967 41 132 151 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot
CK

2379.1975 2379.2942 0.0967 41 132 151 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot
CK

2757.3877 2757.4426 0.0549 20 132 154 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot
CKSYK

2757.3877 2757.4426 0.0549 20 132 154 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot
CKSYK

4 alpha-1-antiproteinase precursor [Ovis aries] gi|57526646 45955.7 5.83 3 62 44.663 42 33.345
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1178.6304 1178.6625 0.0321 27 148 157 LVDTFLEDVK Mascot

1398.618 1398.6495 0.0315 23 246 256 LGMFDLHYCDK Carbamidomethyl (C)[9] Mascot
1768.9803 1769.0361 0.0558 32 282 296 LQQLEDKLNNELLAK 42 33.345 Mascot
1768.9803 1769.0361 0.0558 32 282 296 LQQLEDKLNNELLAK Mascot

5 zinc finger CCCH-type, antiviral 1, isoform CRA_d gi|119604311 88031.4 8.88 7 59 0
[Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1279.6423 1279.6931 0.0508 40 516 526 DMLRTGSQSLR Oxidation (M)[2] Mascot
1279.6423 1279.6931 0.0508 40 516 526 DMLRTGSQSLR Oxidation (M)[2] Mascot
1593.8595 1593.8579 -0.0016 -1 378 392 GTGLLSSDYRIINGK Mascot
1597.8253 1597.8212 -0.0041 -3 500 515 TGATGFGLTMAVKAEK Oxidation (M)[10] Mascot
1597.8253 1597.8212 -0.0041 -3 500 515 TGATGFGLTMAVKAEK Oxidation (M)[10] Mascot
1939.9218 1940.0897 0.1679 87 104 119 NLCKYSHEVLSEENFK Mascot

1942.979 1942.9845 0.0055 3 494 512 TTDVEKTGATGFGLTMA Oxidation (M)[16] Mascot
1942.9845 Mascot

VK
1942.979 1942.9845 0.0055 3 494 512 TTDVEKTGATGFGLTMA Oxidation (M)[16] Mascot

VK
2379.1975 2379.2942 0.0967 41 132 151 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot

CK
2379.1975 2379.2942 0.0967 41 132 151 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot

CK
2757.3877 2757.4426 0.0549 20 132 154 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot

CKSYK
2757.3877 2757.4426 0.0549 20 132 154 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot

CKSYK

6 unnamed protein product [Homo sapiens] gi|16550682 67519.6 9.03 6 49 0
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1593.8595 1593.8579 -0.0016 -1 402 416 GTGLLSSDYRIINGK Mascot
1597.8253 1597.8212 -0.0041 -3 524 539 TGATGFGLTMAVKAEK Oxidation (M)[10] Mascot
1597.8253 1597.8212 -0.0041 -3 524 539 TGATGFGLTMAVKAEK Oxidation (M)[10] Mascot
1939.9218 1940.0897 0.1679 87 104 119 NLCKYSHEVLSEENFK Mascot

1942.979 1942.9845 0.0055 3 518 536 TTDVEKTGATGFGLTMA Oxidation (M)[16] Mascot
VK

1942.979 1942.9845 0.0055 3 518 536 TTDVEKTGATGFGLTMA Oxidation (M)[16] Mascot
VK

2379.1975 2379.2942 0.0967 41 132 151 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot



CK
2379.1975 2379.2942 0.0967 41 132 151 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot

CK
2757.3877 2757.4426 0.0549 20 132 154 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot

CKSYK
2757.3877 2757.4426 0.0549 20 132 154 EELAVLLLQSDPFFMPEI Carbamidomethyl (C)[19] Mascot

CKSYK

7 chromosome X open reading frame 22, isoform CRA_a gi|119619480 85428.4 8.86 6 46 0
[Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1398.7773 1398.6495 -0.1278 -91 37 48 DMQLRVIPAEVK Mascot
1768.8357 1769.0361 0.2004 113 198 212 SSMVIKVDFCADQPR Carbamidomethyl (C)[10], Oxidation (M)[3] Mascot
1768.8357 1769.0361 0.2004 113 198 212 SSMVIKVDFCADQPR Carbamidomethyl (C)[10], Oxidation (M)[3] Mascot
1940.0494 1940.0897 0.0403 21 6 23 GSLTINVHRGSLAMSIQR Mascot
1942.9902 1942.9845 -0.0057 -3 234 250 AHVVEQIIELLSMSSDR Oxidation (M)[13] Mascot
1942.9902 1942.9845 -0.0057 -3 234 250 AHVVEQIIELLSMSSDR Oxidation (M)[13] Mascot
2379.1658 2379.2942 0.1284 54 464 485 ITGGGMVDVMCSFVPHQ Carbamidomethyl (C)[11] Mascot

LGVFK
2379.1658 2379.2942 0.1284 54 464 485 ITGGGMVDVMCSFVPHQ Carbamidomethyl (C)[11] Mascot

LGVFK
2518.2856 2518.2056 -0.08 -32 318 339 NIDTTIIISCLPNEGTLQPY Carbamidomethyl (C)[10] Mascot

QK
2518.2856 2518.2056 -0.08 -32 318 339 NIDTTIIISCLPNEGTLQPY Carbamidomethyl (C)[10] Mascot

QK

8 RecName: Full=Nesprin-1; AltName: Full=Enaptin; gi|292630942 1009294.7 5.43 13 45 0
AltName: Full=Myocyte nuclear envelope protein 1; S
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1178.6165 1178.6625 0.046 39 6749 6758 LYQALDDGKR Mascot
1279.5696 1279.6931 0.1235 97 1937 1947 SASPEERTSCR Carbamidomethyl (C)[10] Mascot
1279.5696 1279.6931 0.1235 97 1937 1947 SASPEERTSCR Carbamidomethyl (C)[10] Mascot
1398.6028 1398.6495 0.0467 33 3966 3977 AMMEEIAGFEDR Mascot
1593.6962 1593.8579 0.1617 101 5039 5051 TEGQFHSNMEELR Oxidation (M)[9] Mascot
1597.8156 1597.8212 0.0056 4 2524 2535 KLNLWIHEMEER Mascot
1597.8156 1597.8212 0.0056 4 2524 2535 KLNLWIHEMEER Mascot
1768.9163 1769.0361 0.1198 68 900 914 QIADVHHAFQSMIKK 3 0 Oxidation (M)[12] Mascot
1768.9163 1769.0361 0.1198 68 900 914 QIADVHHAFQSMIKK Oxidation (M)[12] Mascot
1940.0018 1940.0897 0.0879 45 2592 2608 GGCRSTQLLTSYQSLLR Carbamidomethyl (C)[3] Mascot
1942.8884 1942.9845 0.0961 49 5415 5431 VQEIEEGKAMSQEFSCK Mascot
1942.8884 1942.9845 0.0961 49 5415 5431 VQEIEEGKAMSQEFSCK Mascot

2379.176 2379.2942 0.1182 50 4138 4156 AELWIYLQDADQQLQNM Oxidation (M)[17] Mascot
KR

2379.1907 2379.2942 0.1035 44 5665 5683 EQLCHRQHLLSEMESLK Carbamidomethyl (C)[4], Oxidation (M)[13] Mascot
PK

2518.2241 2518.2056 -0.0185 -7 1621 1642 ESCTQEAAALQQQYEEIL Mascot
HKAK

2518.2241 2518.2056 -0.0185 -7 1621 1642 ESCTQEAAALQQQYEEIL Mascot
HKAK

2757.1841 2757.4426 0.2585 94 3289 3311 ELQDWMSDAVHMLDSY Carbamidomethyl (C)[17], Oxidation (M)[6] Mascot
CLPTSDK

2757.3875 2757.4426 0.0551 20 6514 6537 LANVFEQPIVEQMQAIQQ Oxidation (M)[13] Mascot
AEEGLR

9 PREDICTED: tripartite motif-containing protein 67-like gi|297281845 83723.4 7.27 6 45 0
isoform 2 [Macaca mulatta]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1178.6272 1178.6625 0.0353 30 672 682 ASVVKDMMLGK Mascot
1279.5994 1279.6931 0.0937 73 522 531 CCTRNNSVIR Carbamidomethyl (C)[1,2] Mascot
1279.5994 1279.6931 0.0937 73 522 531 CCTRNNSVIR Carbamidomethyl (C)[1,2] Mascot
1597.7064 1597.8212 0.1148 72 683 695 DDKAWAMYVDNNR Mascot
1597.7064 1597.8212 0.1148 72 683 695 DDKAWAMYVDNNR Mascot
1939.9979 1940.0897 0.0918 47 433 448 LRQSTGLMEYCLEVIK Carbamidomethyl (C)[11] Mascot
1942.9769 1942.9845 0.0076 4 659 676 YDNHPDPAFGVARASVV Mascot

K
1942.9769 1942.9845 0.0076 4 659 676 YDNHPDPAFGVARASVV Mascot

K
2757.0869 2757.4426 0.3557 129 298 318 KFPTCPEHEMENYSMYC Carbamidomethyl (C)[5,17,20], Oxidation Mascot

VSCR (M)[10,15]
2757.0869 2757.4426 0.3557 129 298 318 KFPTCPEHEMENYSMYC Carbamidomethyl (C)[5,17,20], Oxidation Mascot

VSCR (M)[10,15]

10 PREDICTED: ras GTPase-activating protein 1-like, gi|311249821 88989.7 6.63 6 44 0
partial [Sus scrofa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1279.6212 1279.6931 0.0719 56 609 618 WPTNTTMRTR Oxidation (M)[7] Mascot
1279.6212 1279.6931 0.0719 56 609 618 WPTNTTMRTR Oxidation (M)[7] Mascot
1593.7876 1593.8579 0.0703 44 391 403 DPDILFMRCQLSR Mascot

1597.692 1597.8212 0.1292 81 125 138 ICPTPNNQFMMGGR Oxidation (M)[10,11] Mascot
1597.692 1597.8212 0.1292 81 125 138 ICPTPNNQFMMGGR Oxidation (M)[10,11] Mascot

1768.8574 1769.0361 0.1787 101 674 688 EPYMEGVNPFIKSNK Oxidation (M)[4] Mascot
1768.8574 1769.0361 0.1787 101 674 688 EPYMEGVNPFIKSNK Oxidation (M)[4] Mascot
2379.1755 2379.2942 0.1187 50 216 235 NLYFILEGSDAQLIYFESE Mascot

K
2379.1755 2379.2942 0.1187 50 216 235 NLYFILEGSDAQLIYFESE Mascot

K
2757.5193 2757.4426 -0.0767 -28 458 482 ELHVVNALSHVCGQDRT Mascot

LLASILLR
2757.5193 2757.4426 -0.0767 -28 458 482 ELHVVNALSHVCGQDRT Mascot

LLASILLR

Gel Idx/Pos 37/B21 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 Prolyl 4-hydroxylase, alpha polypeptide II [Bos taurus] gi|74353841 55523.9 5.64 17 352 100 225 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
919.4995 919.4921 -0.0074 -8 390 397 RPFDSGLK Mascot

1045.5524 1045.5587 0.0063 6 207 214 LLEEEREK Mascot
1066.5891 1066.5891 0 0 325 334 TGVLTVASYR Mascot
1163.5592 1163.5641 0.0049 4 197 206 AGGNLHYFER Mascot
1166.6165 1166.6041 -0.0124 -11 187 196 LLSLDPSHER Mascot
1322.7175 1322.7135 -0.004 -3 186 196 RLLSLDPSHER Mascot
1339.7157 1339.7223 0.0066 5 433 443 GTAVFWYNLLR Mascot
1467.8107 1467.821 0.0103 7 432 443 KGTAVFWYNLLR Mascot
1467.8107 1467.821 0.0103 7 432 443 KGTAVFWYNLLR 33 0 Mascot
1476.7554 1476.7561 0.0007 0 390 402 RPFDSGLKTEGNR Mascot
1548.6522 1548.6621 0.0099 6 295 306 YYDVMSDEEIER Mascot
1564.6472 1564.6506 0.0034 2 295 306 YYDVMSDEEIER Oxidation (M)[5] Mascot
1594.7166 1594.7302 0.0136 9 474 487 GQEFLRPCGSTEVD 26 0 Carbamidomethyl (C)[8] Mascot
1594.7166 1594.7302 0.0136 9 474 487 GQEFLRPCGSTEVD Carbamidomethyl (C)[8] Mascot
1617.7391 1617.7483 0.0092 6 338 351 SSWLEEDDDPVVAR Mascot
1802.8707 1802.8777 0.007 4 72 88 SAADPEGYLAHPVNAYK Mascot



2208.1448 2208.1558 0.011 5 161 179 AQVLDYLSYAVFQLGDLH 108 100 Mascot
R

2208.1448 2208.1558 0.011 5 161 179 AQVLDYLSYAVFQLGDLH Mascot
R

2446.1384 2446.145 0.0066 3 129 148 SAYNEGDYYHTVLWMEQ Mascot
VLK

2618.3613 2618.3701 0.0088 3 273 294 VPQLLIAPFKEEDEWDSP 58 99.374 Mascot
HIVR

2618.3613 2618.3701 0.0088 3 273 294 VPQLLIAPFKEEDEWDSP Mascot
HIVR

2730.2617 2730.272 0.0103 4 366 389 TAELLQVANYGMGGQYE Mascot
PHFDFSR

2746.2566 2746.2708 0.0142 5 366 389 TAELLQVANYGMGGQYE Oxidation (M)[12] Mascot
PHFDFSR

2 prolyl 4-hydroxylase subunit alpha-2 isoform 2 [Bos gi|226874885 60689.4 5.42 17 350 100 225 100
taurus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
919.4995 919.4921 -0.0074 -8 436 443 RPFDSGLK Mascot

1045.5524 1045.5587 0.0063 6 253 260 LLEEEREK Mascot
1066.5891 1066.5891 0 0 371 380 TGVLTVASYR Mascot
1163.5592 1163.5641 0.0049 4 243 252 AGGNLHYFER Mascot
1166.6165 1166.6041 -0.0124 -11 233 242 LLSLDPSHER Mascot
1322.7175 1322.7135 -0.004 -3 232 242 RLLSLDPSHER Mascot
1339.7157 1339.7223 0.0066 5 479 489 GTAVFWYNLLR Mascot
1467.8107 1467.821 0.0103 7 478 489 KGTAVFWYNLLR Mascot
1467.8107 1467.821 0.0103 7 478 489 KGTAVFWYNLLR 33 0 Mascot
1476.7554 1476.7561 0.0007 0 436 448 RPFDSGLKTEGNR Mascot
1548.6522 1548.6621 0.0099 6 341 352 YYDVMSDEEIER Mascot
1564.6472 1564.6506 0.0034 2 341 352 YYDVMSDEEIER Oxidation (M)[5] Mascot
1594.7166 1594.7302 0.0136 9 520 533 GQEFLRPCGSTEVD 26 0 Carbamidomethyl (C)[8] Mascot
1594.7166 1594.7302 0.0136 9 520 533 GQEFLRPCGSTEVD Carbamidomethyl (C)[8] Mascot
1617.7391 1617.7483 0.0092 6 384 397 SSWLEEDDDPVVAR Mascot
1802.8707 1802.8777 0.007 4 72 88 SAADPEGYLAHPVNAYK Mascot
2208.1448 2208.1558 0.011 5 207 225 AQVLDYLSYAVFQLGDLH 108 100 Mascot

R
2208.1448 2208.1558 0.011 5 207 225 AQVLDYLSYAVFQLGDLH Mascot

R
2446.1384 2446.145 0.0066 3 175 194 SAYNEGDYYHTVLWMEQ Mascot

VLK
2618.3613 2618.3701 0.0088 3 319 340 VPQLLIAPFKEEDEWDSP 58 99.374 Mascot

HIVR
2618.3613 2618.3701 0.0088 3 319 340 VPQLLIAPFKEEDEWDSP Mascot

HIVR
2730.2617 2730.272 0.0103 4 412 435 TAELLQVANYGMGGQYE Mascot

PHFDFSR
2746.2566 2746.2708 0.0142 5 412 435 TAELLQVANYGMGGQYE Oxidation (M)[12] Mascot

PHFDFSR

3 prolyl 4-hydroxylase subunit alpha-2 isoform 1 [Bos gi|226874889 60933.6 5.42 15 325 100 225 100
taurus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1045.5524 1045.5587 0.0063 6 253 260 LLEEEREK Mascot
1066.5891 1066.5891 0 0 371 380 TGVLTVASYR Mascot
1163.5592 1163.5641 0.0049 4 243 252 AGGNLHYFER Mascot
1166.6165 1166.6041 -0.0124 -11 233 242 LLSLDPSHER Mascot
1322.7175 1322.7135 -0.004 -3 232 242 RLLSLDPSHER Mascot
1339.7157 1339.7223 0.0066 5 481 491 GTAVFWYNLLR Mascot
1467.8107 1467.821 0.0103 7 480 491 KGTAVFWYNLLR Mascot
1467.8107 1467.821 0.0103 7 480 491 KGTAVFWYNLLR 33 0 Mascot
1548.6522 1548.6621 0.0099 6 341 352 YYDVMSDEEIER Mascot
1564.6472 1564.6506 0.0034 2 341 352 YYDVMSDEEIER Oxidation (M)[5] Mascot
1594.7166 1594.7302 0.0136 9 522 535 GQEFLRPCGSTEVD 26 0 Carbamidomethyl (C)[8] Mascot
1594.7166 1594.7302 0.0136 9 522 535 GQEFLRPCGSTEVD Carbamidomethyl (C)[8] Mascot
1617.7391 1617.7483 0.0092 6 384 397 SSWLEEDDDPVVAR Mascot
1802.8707 1802.8777 0.007 4 72 88 SAADPEGYLAHPVNAYK Mascot
2208.1448 2208.1558 0.011 5 207 225 AQVLDYLSYAVFQLGDLH 108 100 Mascot

R
2208.1448 2208.1558 0.011 5 207 225 AQVLDYLSYAVFQLGDLH Mascot

2208.1558 Mascot
R

2446.1384 2446.145 0.0066 3 175 194 SAYNEGDYYHTVLWMEQ Mascot
VLK

2618.3613 2618.3701 0.0088 3 319 340 VPQLLIAPFKEEDEWDSP 58 99.374 Mascot
HIVR

2618.3613 2618.3701 0.0088 3 319 340 VPQLLIAPFKEEDEWDSP Mascot
HIVR

2730.2617 2730.272 0.0103 4 412 435 TAELLQVANYGMGGQYE Mascot
PHFDFSR

2746.2566 2746.2708 0.0142 5 412 435 TAELLQVANYGMGGQYE Oxidation (M)[12] Mascot
PHFDFSR

4 Chain Q, Ca Model Of Bovine TricCCT DERIVED gi|291191144 55732.5 5.33 13 290 100 214 100
FROM A 4.0 ANGSTROM Cryo-Em Map
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
885.5152 885.5308 0.0156 18 311 319 TVGATALPR Mascot
908.5022 908.4971 -0.0051 -6 292 298 YNIMLVR Mascot

1150.5891 1150.5912 0.0021 2 425 434 FAEAFEAIPR 78 99.994 Mascot
1150.5891 1150.5912 0.0021 2 425 434 FAEAFEAIPR Mascot
1168.5996 1168.5979 -0.0017 -1 156 165 QYGNEVFLAK Mascot
1278.6841 1278.6884 0.0043 3 424 434 KFAEAFEAIPR Mascot
1307.6378 1307.6438 0.006 5 5 15 HFSGLEEAVYR 93 100 Mascot
1307.6378 1307.6438 0.006 5 5 15 HFSGLEEAVYR Mascot
1333.7474 1333.7542 0.0068 5 47 58 LFVTNDAATILR Mascot
1400.7491 1400.7587 0.0096 7 266 280 AIADTGANVVVTGGR Mascot
2122.0935 2122.1028 0.0093 4 281 298 VADMALHYANKYNIMLVR Mascot
2130.0859 2130.0925 0.0066 3 137 155 NLRDVDEVSSLLHTSVM Mascot

SK
2146.0808 2146.0933 0.0125 6 137 155 NLRDVDEVSSLLHTSVM Oxidation (M)[17] Mascot

SK
2186.0798 2186.0881 0.0083 4 406 424 QITSYGETCPGLEQYAIK Carbamidomethyl (C)[9] Mascot

K
2473.2292 2473.2405 0.0113 5 166 187 LIAQACVSIFPDSGHFNV 43 80.963 Carbamidomethyl (C)[6] Mascot

DNIR
2473.2292 2473.2405 0.0113 5 166 187 LIAQACVSIFPDSGHFNV Carbamidomethyl (C)[6] Mascot

DNIR
2746.3804 2746.2708 -0.1096 -40 166 190 LIAQACVSIFPDSGHFNV Mascot

DNIRVCK

5 T-complex protein 1 subunit theta [Bos taurus] gi|75812922 59571.4 5.4 13 287 100 214 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
885.5152 885.5308 0.0156 18 327 335 TVGATALPR Mascot
908.5022 908.4971 -0.0051 -6 308 314 YNIMLVR Mascot

908.4971 Mascot
1150.5891 1150.5912 0.0021 2 441 450 FAEAFEAIPR 78 99.994 Mascot



1150.5891 1150.5912 0.0021 2 441 450 FAEAFEAIPR Mascot
1168.5996 1168.5979 -0.0017 -1 172 181 QYGNEVFLAK Mascot
1278.6841 1278.6884 0.0043 3 440 450 KFAEAFEAIPR Mascot
1307.6378 1307.6438 0.006 5 21 31 HFSGLEEAVYR 93 100 Mascot
1307.6378 1307.6438 0.006 5 21 31 HFSGLEEAVYR Mascot
1333.7474 1333.7542 0.0068 5 63 74 LFVTNDAATILR Mascot
1400.7491 1400.7587 0.0096 7 282 296 AIADTGANVVVTGGR Mascot
2122.0935 2122.1028 0.0093 4 297 314 VADMALHYANKYNIMLVR Mascot
2130.0859 2130.0925 0.0066 3 153 171 NLRDVDEVSSLLHTSVM Mascot

SK
2146.0808 2146.0933 0.0125 6 153 171 NLRDVDEVSSLLHTSVM Oxidation (M)[17] Mascot

SK
2186.0798 2186.0881 0.0083 4 422 440 QITSYGETCPGLEQYAIK Carbamidomethyl (C)[9] Mascot

K
2473.2292 2473.2405 0.0113 5 182 203 LIAQACVSIFPDSGHFNV 43 80.963 Carbamidomethyl (C)[6] Mascot

DNIR
2473.2292 2473.2405 0.0113 5 182 203 LIAQACVSIFPDSGHFNV Carbamidomethyl (C)[6] Mascot

DNIR
2746.3804 2746.2708 -0.1096 -40 182 206 LIAQACVSIFPDSGHFNV Mascot

DNIRVCK

6 KIAA0002 [Homo sapiens] gi|1136741 58465.1 5.75 13 286 100 214 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
885.5152 885.5308 0.0156 18 327 335 TVGATALPR Mascot
908.5022 908.4971 -0.0051 -6 308 314 YNIMLVR Mascot
1066.535 1066.5891 0.0541 51 45 54 TAYGPKGMNK Mascot

1150.5891 1150.5912 0.0021 2 441 450 FAEAFEAIPR 78 99.994 Mascot
1150.5891 1150.5912 0.0021 2 441 450 FAEAFEAIPR Mascot
1168.5996 1168.5979 -0.0017 -1 172 181 QYGNEVFLAK Mascot
1278.6841 1278.6884 0.0043 3 440 450 KFAEAFEAIPR Mascot
1307.6378 1307.6438 0.006 5 21 31 HFSGLEEAVYR 93 100 Mascot
1307.6378 1307.6438 0.006 5 21 31 HFSGLEEAVYR Mascot
1333.7474 1333.7542 0.0068 5 63 74 LFVTNDAATILR Mascot
2122.0935 2122.1028 0.0093 4 297 314 VADMALHYANKYNIMLVR Mascot
2146.0195 2146.0933 0.0738 34 236 254 DAKIAVYSCPFDGMITET Carbamidomethyl (C)[9] Mascot

K
2186.0798 2186.0881 0.0083 4 422 440 QITSYGETCPGLEQYAIK Carbamidomethyl (C)[9] Mascot

K
2473.2292 2473.2405 0.0113 5 182 203 LIAQACVSIFPDSGHFNV 43 80.963 Carbamidomethyl (C)[6] Mascot

DNIR
2473.2292 2473.2405 0.0113 5 182 203 LIAQACVSIFPDSGHFNV Carbamidomethyl (C)[6] Mascot

2473.2405 Mascot
DNIR

2746.3804 2746.2708 -0.1096 -40 182 206 LIAQACVSIFPDSGHFNV Mascot
DNIRVCK

7 PREDICTED: similar to Chaperonin containing TCP1, gi|114683792 57298.4 5.51 13 285 100 214 100
subunit 8 (theta) isoform 1 [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
885.5152 885.5308 0.0156 18 327 335 TVGATALPR Mascot
908.5022 908.4971 -0.0051 -6 308 314 YNIMLVR Mascot

1150.5891 1150.5912 0.0021 2 441 450 FAEAFEAIPR 78 99.994 Mascot
1150.5891 1150.5912 0.0021 2 441 450 FAEAFEAIPR Mascot
1168.5996 1168.5979 -0.0017 -1 172 181 QYGNEVFLAK Mascot
1278.6841 1278.6884 0.0043 3 440 450 KFAEAFEAIPR Mascot
1307.6378 1307.6438 0.006 5 21 31 HFSGLEEAVYR 93 100 Mascot
1307.6378 1307.6438 0.006 5 21 31 HFSGLEEAVYR Mascot
1333.7474 1333.7542 0.0068 5 63 74 LFVTNDAATILR Mascot

1548.838 1548.6621 -0.1759 -114 391 404 AVDDAVNTFKVLTR Mascot
2122.0935 2122.1028 0.0093 4 297 314 VADMALHYANKYNIMLVR Mascot
2146.0195 2146.0933 0.0738 34 236 254 DAKIAVYSCPFDGMITET Carbamidomethyl (C)[9] Mascot

K
2186.0798 2186.0881 0.0083 4 422 440 QITSYGETCPGLEQYAIK Carbamidomethyl (C)[9] Mascot

K
2473.2292 2473.2405 0.0113 5 182 203 LIAQACVSIFPDSGHFNV 43 80.963 Carbamidomethyl (C)[6] Mascot

DNIR
2473.2292 2473.2405 0.0113 5 182 203 LIAQACVSIFPDSGHFNV Carbamidomethyl (C)[6] Mascot

DNIR
2746.3804 2746.2708 -0.1096 -40 182 206 LIAQACVSIFPDSGHFNV Mascot

DNIRVCK

8 PREDICTED: chaperonin containing TCP1, subunit 8 gi|291400945 59633.5 5.42 13 284 100 212 100
(theta) [Oryctolagus cuniculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
885.5152 885.5308 0.0156 18 327 335 TVGATALPR Mascot
908.5022 908.4971 -0.0051 -6 308 314 YNIMLVR Mascot

1150.5891 1150.5912 0.0021 2 441 450 FAEAFEAIPR 78 99.994 Mascot
1150.5891 1150.5912 0.0021 2 441 450 FAEAFEAIPR Mascot
1278.6841 1278.6884 0.0043 3 440 450 KFAEAFEAIPR Mascot
1307.6378 1307.6438 0.006 5 21 31 HFSGLEEAVYR 93 100 Mascot
1307.6378 1307.6438 0.006 5 21 31 HFSGLEEAVYR Mascot
1333.7474 1333.7542 0.0068 5 63 74 LFVTNDAATILR Mascot
1342.7688 1342.7115 -0.0573 -43 282 296 AIAATGANVIVTGGK Mascot
2122.0935 2122.1028 0.0093 4 297 314 VADMALHYANKYNIMLVR Mascot
2146.0195 2146.0933 0.0738 34 236 254 DAKIAVYSCPFDGMITET Carbamidomethyl (C)[9] Mascot

K
2186.0798 2186.0881 0.0083 4 422 440 QITSYGETCPGLEQYAIK Carbamidomethyl (C)[9] Mascot

K
2446.1111 2446.145 0.0339 14 261 281 TAEELMNFSKGEENLMD Oxidation (M)[6,16] Mascot

TQVK
2473.2292 2473.2405 0.0113 5 182 203 LIAQACVSIFPDSGHFNV 43 80.963 Carbamidomethyl (C)[6] Mascot

DNIR
2473.2292 2473.2405 0.0113 5 182 203 LIAQACVSIFPDSGHFNV Carbamidomethyl (C)[6] Mascot

DNIR
2746.3804 2746.2708 -0.1096 -40 182 206 LIAQACVSIFPDSGHFNV Mascot

DNIRVCK

9 KIAA0002 [Homo sapiens] gi|40789055 60326.9 5.54 13 282 100 212 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
885.5152 885.5308 0.0156 18 334 342 TVGATALPR Mascot
908.5022 908.4971 -0.0051 -6 315 321 YNIMLVR Mascot
1066.535 1066.5891 0.0541 51 52 61 TAYGPKGMNK Mascot

1150.5891 1150.5912 0.0021 2 448 457 FAEAFEAIPR 78 99.994 Mascot
1150.5891 1150.5912 0.0021 2 448 457 FAEAFEAIPR Mascot
1168.5996 1168.5979 -0.0017 -1 179 188 QYGNEVFLAK Mascot
1278.6841 1278.6884 0.0043 3 447 457 KFAEAFEAIPR Mascot
1307.6378 1307.6438 0.006 5 28 38 HFSGLEEAVYR 93 100 Mascot
1307.6378 1307.6438 0.006 5 28 38 HFSGLEEAVYR Mascot
1333.7474 1333.7542 0.0068 5 70 81 LFVTNDAATILR Mascot
2122.0935 2122.1028 0.0093 4 304 321 VADMALHYANKYNIMLVR Mascot
2146.0195 2146.0933 0.0738 34 243 261 DAKIAVYSCPFDGMITET Carbamidomethyl (C)[9] Mascot

K
2186.0798 2186.0881 0.0083 4 429 447 QITSYGETCPGLEQYAIK Carbamidomethyl (C)[9] Mascot

K
2473.2292 2473.2405 0.0113 5 189 210 LIAQACVSIFPDSGHFNV 43 80.963 Carbamidomethyl (C)[6] Mascot

DNIR



2473.2292 2473.2405 0.0113 5 189 210 LIAQACVSIFPDSGHFNV Carbamidomethyl (C)[6] Mascot
DNIR

2746.3804 2746.2708 -0.1096 -40 189 213 LIAQACVSIFPDSGHFNV Mascot
DNIRVCK

10 PREDICTED: similar to Chaperonin containing TCP1, gi|114683784 59509.4 5.42 13 282 100 212 100
subunit 8 (theta) isoform 5 [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Calc. Mass Obsrv. Mass ± da ± ppm Seq. Seq. Sequence Score C. I. % Modification Rank Result Type

885.5152 885.5308 0.0156 18 327 335 TVGATALPR Mascot
908.5022 908.4971 -0.0051 -6 308 314 YNIMLVR Mascot

1150.5891 1150.5912 0.0021 2 441 450 FAEAFEAIPR 78 99.988 Mascot
1150.5891 1150.5912 0.0021 2 441 450 FAEAFEAIPR Mascot
1168.5996 1168.5979 -0.0017 -1 172 181 QYGNEVFLAK Mascot
1278.6841 1278.6884 0.0043 3 440 450 KFAEAFEAIPR Mascot
1307.6378 1307.6438 0.006 5 21 31 HFSGLEEAVYR 93 100 Mascot
1307.6378 1307.6438 0.006 5 21 31 HFSGLEEAVYR Mascot
1333.7474 1333.7542 0.0068 5 63 74 LFVTNDAATILR Mascot

1548.838 1548.6621 -0.1759 -114 391 404 AVDDAVNTFKVLTR Mascot
2122.0935 2122.1028 0.0093 4 297 314 VADMALHYANKYNIMLVR Mascot
2146.0195 2146.0933 0.0738 34 236 254 DAKIAVYSCPFDGMITET Carbamidomethyl (C)[9] Mascot

K
2186.0798 2186.0881 0.0083 4 422 440 QITSYGETCPGLEQYAIK Carbamidomethyl (C)[9] Mascot

K
2473.2292 2473.2405 0.0113 5 182 203 LIAQACVSIFPDSGHFNV 43 62.456 Carbamidomethyl (C)[6] Mascot

DNIR
2473.2292 2473.2405 0.0113 5 182 203 LIAQACVSIFPDSGHFNV Carbamidomethyl (C)[6] Mascot

DNIR
2746.3804 2746.2708 -0.1096 -40 182 206 LIAQACVSIFPDSGHFNV Mascot

DNIRVCK

Gel Idx/Pos 49/B22 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 alpha-1-antiproteinase precursor [Bos taurus] gi|27806941 46074.9 6.05 8 229 100 159 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1178.6304 1178.6628 0.0324 27 148 157 LVDTFLEDVK Mascot
1279.6504 1279.7006 0.0502 39 214 223 GKWEKPFEMK Mascot

1398.618 1398.6681 0.0501 36 246 256 LGMFDLHYCDK Carbamidomethyl (C)[9] Mascot
1593.8119 1593.8666 0.0547 34 323 337 SVLGDVGITEVFSDR Mascot
1597.7758 1597.83 0.0542 34 158 170 NLYHSEAFSINFR Mascot
1597.7758 1597.83 0.0542 34 158 170 NLYHSEAFSINFR 64 99.724 Mascot
1940.0527 1940.1074 0.0547 28 197 213 VLDPNTVFALVNYISFK Mascot
1940.0527 1940.1074 0.0547 28 197 213 VLDPNTVFALVNYISFK 39 13.992 Mascot
2158.9541 2159.1475 0.1934 90 240 256 VPMMNRLGMFDLHYCDK Carbamidomethyl (C)[15], Oxidation (M)[3,4] Mascot

2159.1475 Mascot
2757.3882 2757.4565 0.0683 25 148 170 LVDTFLEDVKNLYHSEAF Mascot

SINFR
2757.3882 2757.4565 0.0683 25 148 170 LVDTFLEDVKNLYHSEAF 56 97.974 Mascot

SINFR

2 alpha-1-antitrypsin precursor [Sus scrofa] gi|47523844 47164.2 5.54 3 83 99.55 62 99.49
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1382.7539 1382.7759 0.022 16 306 317 RYPSSANLHLPK 6 0 Mascot
1382.7539 1382.7759 0.022 16 306 317 RYPSSANLHLPK Mascot
1597.7758 1597.83 0.0542 34 163 175 NLYHSEAFSINFR 64 99.724 Mascot
1597.8373 1597.83 -0.0073 -5 53 66 IAPNLADFAFSLYR Mascot

3 PREDICTED: protein phosphatase 2 (formerly 2A), gi|297460921 100743.9 6.71 5 78 98.673 60 99.32
regulatory subunit A (PR 65), beta isoform-like iso
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1382.6377 1382.7759 0.1382 100 907 918 ACCANVLCLPYR 32 0 Carbamidomethyl (C)[3] Mascot
1382.6377 1382.7759 0.1382 100 907 918 ACCANVLCLPYR Carbamidomethyl (C)[2] Mascot
1517.6875 1517.7419 0.0544 36 263 275 TSACGLFSVCYPR 30 0 Carbamidomethyl (C)[4,10] Mascot

1517.745 1517.7419 -0.0031 -2 424 436 VKELCENLPMEGR Mascot
1942.0426 1942.1068 0.0642 33 500 516 LNIISNLDCVNEVIGIR Carbamidomethyl (C)[9] Mascot
2707.4124 2707.2761 -0.1363 -50 477 499 ENTIEHLLPLFLAQLKDEC Mascot

PEVR

4 vitamin D-binding protein precursor [Bos taurus] gi|78369364 53307.1 5.36 4 58 0 41 42.119
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1279.6311 1279.7006 0.0695 54 284 294 LCDNLSTKNSK Carbamidomethyl (C)[2] Mascot
1382.7314 1382.7759 0.0445 32 341 351 VLDQYIFELSR 41 42.119 Mascot
1382.7314 1382.7759 0.0445 32 341 351 VLDQYIFELSR Mascot

2351.054 2351.2563 0.2023 86 181 201 SYLSMVGSCCTSPNPTV Carbamidomethyl (C)[9,10] Mascot
CFLK

2707.2092 2707.2761 0.0669 25 128 149 HQPQEFPTYVEPTNDEIC Carbamidomethyl (C)[18] Mascot
EAFR

5 vitamin D-binding protein precursor [Bos taurus] gi|296486435 53321.1 5.42 4 57 0 41 42.119
Peptide Information

Start End Ion
Calc. Mass Obsrv. Mass ± da ± ppm Sequence C. I. % Modification Rank Result Type

Seq. Seq. Score
1279.6311 1279.7006 0.0695 54 284 294 LCDNLSTKNSK Carbamidomethyl (C)[2] Mascot
1382.7314 1382.7759 0.0445 32 341 351 VLDQYIFELSR 41 42.119 Mascot
1382.7314 1382.7759 0.0445 32 341 351 VLDQYIFELSR Mascot

2351.054 2351.2563 0.2023 86 181 201 SYLSMVGSCCTSPNPTV Carbamidomethyl (C)[9,10] Mascot
CFLK

2707.2092 2707.2761 0.0669 25 128 149 HQPQEFPTYVEPTNDEIC Carbamidomethyl (C)[18] Mascot
EAFR

6 Chain A, Solution Structure Of The Bromodomain Of gi|152149104 13885.9 7.1 5 50 0
Human Brd7 Protein
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1109.4755 1109.5817 0.1062 96 47 55 HPMDFSTMK Oxidation (M)[3] Mascot
1382.6079 1382.7759 0.168 122 47 57 HPMDFSTMKEK Oxidation (M)[3,8] Mascot
1382.6079 1382.7759 0.168 122 47 57 HPMDFSTMKEK Oxidation (M)[3,8] Mascot
1593.8119 1593.8666 0.0547 34 58 70 IKNNDYQSIEELK Mascot
2159.0471 2159.1475 0.1004 47 1 18 MEEVEQTPLQEALNQLM Mascot

R
2757.3083 2757.4565 0.1482 54 71 92 DNFKLMCTNAMIYNKPET Carbamidomethyl (C)[7] Mascot

IYYK
2757.3083 2757.4565 0.1482 54 71 92 DNFKLMCTNAMIYNKPET Carbamidomethyl (C)[7] Mascot

IYYK

7 vitamin D-binding protein [Sus scrofa] gi|51863317 24519.8 5.02 1 47 0 41 42.119
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1382.7314 1382.7759 0.0445 32 87 97 VLDQYIFELSR 41 42.119 Mascot
1382.7314 1382.7759 0.0445 32 87 97 VLDQYIFELSR Mascot

8 proteasome (prosome, macropain) inhibitor subunit 1 gi|56203132 11479.9 10.45 4 46 0



(PI31) [Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1178.6178 1178.6628 0.045 38 30 39 IPPHHPHTSR Mascot
1517.7893 1517.7419 -0.0474 -31 47 60 GGMIVDPLRSGFPR Oxidation (M)[3] Mascot
1517.7893 1517.7419 -0.0474 -31 47 60 GGMIVDPLRSGFPR Oxidation (M)[3] Mascot
1597.8333 1597.83 -0.0033 -2 16 29 EFPPATAREVDPLR Mascot
1597.8333 1597.83 -0.0033 -2 16 29 EFPPATAREVDPLR Mascot

1940.015 1940.1074 0.0924 48 30 45 IPPHHPHTSRQPPWPR Mascot
1940.015 1940.1074 0.0924 48 30 45 IPPHHPHTSRQPPWPR Mascot

9 PREDICTED: rab GDP dissociation inhibitor alpha-like gi|296236758 45540.5 4.86 3 46 0 27 0
isoform 2 [Callithrix jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1517.6875 1517.7419 0.0544 36 379 391 MAGTAFDFENMKR Mascot
1517.6875 1517.7419 0.0544 36 378 390 RMAGTAFDFENMK 4 0 Mascot
2141.1064 2141.168 0.0616 29 177 195 SPYLYPLYGLGELPQGFA 27 0 Mascot

R
2141.1064 2141.168 0.0616 29 177 195 SPYLYPLYGLGELPQGFA Mascot

R

10 PREDICTED: leucine-rich repeat gi|297262113 274531.6 6.31 13 45 0
serine/threonine-protein kinase 2-like [Macaca mulatta]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1109.4867 1109.5817 0.095 86 2216 2225 NVMWGGCGTK Carbamidomethyl (C)[7] Mascot
1178.6416 1178.6628 0.0212 18 1503 1512 TIINESLNFK Mascot
1382.8114 1382.7759 -0.0355 -26 19 30 LIVRLNNVQEGK Mascot
1382.8114 1382.7759 -0.0355 -26 19 30 LIVRLNNVQEGK Mascot
1398.7627 1398.6681 -0.0946 -68 1540 1551 NVPIEFPVIDQK Mascot
1517.7603 1517.7419 -0.0184 -12 2286 2297 LCELIDCVHFLR Carbamidomethyl (C)[2] Mascot
1517.8145 1517.7419 -0.0726 -48 74 87 VASVQQVGWSLLCK Mascot
1597.8519 1597.83 -0.0219 -14 2347 2359 VIRIIYNFCDSVR Mascot
1597.8948 1597.83 -0.0648 -41 1291 1303 LSKIWDLPLDELR Mascot
1939.9438 1940.1074 0.1636 84 794 812 LALDMANNSICLGGFCIG Mascot

K
1939.9438 1940.1074 0.1636 84 794 812 LALDMANNSICLGGFCIG Mascot

K
1941.9812 1942.1068 0.1256 65 249 265 CYNIVVEAMKAFPISEK Mascot
2159.0227 2159.1475 0.1248 58 1200 1218 SLDMSSNDIQYLPGPAH Mascot

WK
2280.1289 2280.2393 0.1104 48 996 1015 DIDALSQKSCISGHLEHL Carbamidomethyl (C)[10] Mascot

EK
2351.199 2351.2563 0.0573 24 413 433 EVFQASANALSTLLEQNV Mascot

NFR

Gel Idx/Pos 38/B23 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 Chain D, Crystal Structure Of Bovine F1-C8 gi|306991567 50283.3 4.96 21 784 100 540 100
Sub-Complex Of Atp Synthase
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.5258 927.5362 0.0104 11 67 75 VLDSGAPIR Mascot

1038.5942 1038.6096 0.0154 15 76 85 IPVGPETLGR Mascot
1262.6409 1262.657 0.0161 13 52 63 TIAMDGTEGLVR Mascot
1278.6359 1278.6542 0.0183 14 52 63 TIAMDGTEGLVR Oxidation (M)[4] Mascot
1385.7094 1385.7295 0.0201 15 86 97 IMNVIGEPIDER Mascot
1401.7042 1401.7147 0.0105 7 86 97 IMNVIGEPIDER Oxidation (M)[2] Mascot

1406.681 1406.702 0.021 15 168 181 AHGGYSVFAGVGER 123 100 Mascot
1406.681 1406.702 0.021 15 168 181 AHGGYSVFAGVGER Mascot

1435.7539 1435.7772 0.0233 16 253 266 FTQAGSEVSALLGR Mascot
1435.7539 1435.7772 0.0233 16 253 266 FTQAGSEVSALLGR 105 100 Mascot
1439.7893 1439.8098 0.0205 14 224 236 VALTGLTVAEYFR Mascot
1457.8396 1457.8481 0.0085 6 155 167 TVLIMELINNVAK Mascot
1575.8159 1575.8386 0.0227 14 52 66 TIAMDGTEGLVRGQK Mascot
1601.8104 1601.8376 0.0272 17 207 221 VALVYGQMNEPPGAR Mascot
1601.8104 1601.8376 0.0272 17 207 221 VALVYGQMNEPPGAR 74 99.983 Mascot
1617.8053 1617.8232 0.0179 11 207 221 VALVYGQMNEPPGAR Oxidation (M)[8] Mascot
1650.9174 1650.9436 0.0262 16 37 51 LVLEVAQHLGESTVR Mascot
1650.9174 1650.9436 0.0262 16 37 51 LVLEVAQHLGESTVR 108 100 Mascot
1780.9625 1780.9902 0.0277 16 86 101 IMNVIGEPIDERGPIK Mascot
1796.9574 1796.9805 0.0231 13 86 101 IMNVIGEPIDERGPIK Oxidation (M)[2] Mascot
1815.8694 1815.8987 0.0293 16 349 364 IMDPNIVGSEHYDVAR Mascot
1831.8643 1831.8866 0.0223 12 349 364 IMDPNIVGSEHYDVAR Oxidation (M)[2] Mascot
1921.9655 1921.9979 0.0324 17 237 252 DQEGQDVLLFIDNIFR Mascot
1947.1022 1947.1322 0.03 15 67 85 VLDSGAPIRIPVGPETLG Mascot

R
1947.1022 1947.1322 0.03 15 67 85 VLDSGAPIRIPVGPETLG 40 57.812 Mascot

R
1988.0334 1988.0614 0.028 14 330 348 AIAELGIYPAVDPLDSTSR 89 100 Mascot
1988.0334 1988.0614 0.028 14 330 348 AIAELGIYPAVDPLDSTSR Mascot
2005.0541 2005.0811 0.027 13 405 422 FLSQPFQVAEVFTGHLG Mascot

K
2266.0842 2266.1208 0.0366 16 267 287 IPSAVGYQPTLATDMGT Mascot

MQER
2282.0791 2282.1152 0.0361 16 267 287 IPSAVGYQPTLATDMGT Oxidation (M)[15] Mascot

MQER
2298.074 2298.1096 0.0356 15 267 287 IPSAVGYQPTLATDMGT Oxidation (M)[15,18] Mascot

MQER
2318.1445 2318.1768 0.0323 14 182 201 TREGNDLYHEMIESGVIN Mascot

LK
2334.1394 2334.175 0.0356 15 182 201 TREGNDLYHEMIESGVIN Oxidation (M)[11] Mascot

LK
2675.3809 2675.4189 0.038 14 375 398 SLQDIIAILGMDELSEEDK Mascot

LTVSR
2691.3757 2691.4209 0.0452 17 375 398 SLQDIIAILGMDELSEEDK Oxidation (M)[11] Mascot

LTVSR
3842.981 3843.0251 0.0441 11 293 329 KGSITSVQAIYVPADDLT Mascot

DPAPATTFAHLDATTVLS
R

2 Chain D, Bovine Mitochondrial F1-Atpase Complexed gi|1827812 51673 5 21 782 100 540 100
With Aurovertin B
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.5258 927.5362 0.0104 11 79 87 VLDSGAPIR Mascot

1038.5942 1038.6096 0.0154 15 88 97 IPVGPETLGR Mascot
1262.6409 1262.657 0.0161 13 64 75 TIAMDGTEGLVR Mascot
1278.6359 1278.6542 0.0183 14 64 75 TIAMDGTEGLVR Oxidation (M)[4] Mascot
1385.7094 1385.7295 0.0201 15 98 109 IMNVIGEPIDER Mascot
1401.7042 1401.7147 0.0105 7 98 109 IMNVIGEPIDER Oxidation (M)[2] Mascot

1406.681 1406.702 0.021 15 180 193 AHGGYSVFAGVGER 123 100 Mascot
1406.681 1406.702 0.021 15 180 193 AHGGYSVFAGVGER Mascot

1435.7539 1435.7772 0.0233 16 265 278 FTQAGSEVSALLGR Mascot



1435.7539 1435.7772 0.0233 16 265 278 FTQAGSEVSALLGR 105 100 Mascot
1439.7893 1439.8098 0.0205 14 236 248 VALTGLTVAEYFR Mascot
1457.8396 1457.8481 0.0085 6 167 179 TVLIMELINNVAK Mascot
1575.8159 1575.8386 0.0227 14 64 78 TIAMDGTEGLVRGQK Mascot
1601.8104 1601.8376 0.0272 17 219 233 VALVYGQMNEPPGAR Mascot
1601.8104 1601.8376 0.0272 17 219 233 VALVYGQMNEPPGAR 74 99.983 Mascot
1617.8053 1617.8232 0.0179 11 219 233 VALVYGQMNEPPGAR Oxidation (M)[8] Mascot
1650.9174 1650.9436 0.0262 16 49 63 LVLEVAQHLGESTVR Mascot
1650.9174 1650.9436 0.0262 16 49 63 LVLEVAQHLGESTVR 108 100 Mascot
1780.9625 1780.9902 0.0277 16 98 113 IMNVIGEPIDERGPIK Mascot

1780.9902 Mascot
1796.9574 1796.9805 0.0231 13 98 113 IMNVIGEPIDERGPIK Oxidation (M)[2] Mascot
1815.8694 1815.8987 0.0293 16 361 376 IMDPNIVGSEHYDVAR Mascot
1831.8643 1831.8866 0.0223 12 361 376 IMDPNIVGSEHYDVAR Oxidation (M)[2] Mascot
1921.9655 1921.9979 0.0324 17 249 264 DQEGQDVLLFIDNIFR Mascot
1947.1022 1947.1322 0.03 15 79 97 VLDSGAPIRIPVGPETLG Mascot

R
1947.1022 1947.1322 0.03 15 79 97 VLDSGAPIRIPVGPETLG 40 57.812 Mascot

R
1988.0334 1988.0614 0.028 14 342 360 AIAELGIYPAVDPLDSTSR 89 100 Mascot
1988.0334 1988.0614 0.028 14 342 360 AIAELGIYPAVDPLDSTSR Mascot
2005.0541 2005.0811 0.027 13 417 434 FLSQPFQVAEVFTGHLG Mascot

K
2266.0842 2266.1208 0.0366 16 279 299 IPSAVGYQPTLATDMGT Mascot

MQER
2282.0791 2282.1152 0.0361 16 279 299 IPSAVGYQPTLATDMGT Oxidation (M)[15] Mascot

MQER
2298.074 2298.1096 0.0356 15 279 299 IPSAVGYQPTLATDMGT Oxidation (M)[15,18] Mascot

MQER
2318.1445 2318.1768 0.0323 14 194 213 TREGNDLYHEMIESGVIN Mascot

LK
2334.1394 2334.175 0.0356 15 194 213 TREGNDLYHEMIESGVIN Oxidation (M)[11] Mascot

LK
2675.3809 2675.4189 0.038 14 387 410 SLQDIIAILGMDELSEEDK Mascot

LTVSR
2691.3757 2691.4209 0.0452 17 387 410 SLQDIIAILGMDELSEEDK Oxidation (M)[11] Mascot

LTVSR
3842.981 3843.0251 0.0441 11 305 341 KGSITSVQAIYVPADDLT Mascot

DPAPATTFAHLDATTVLS
R

3 ATP synthase subunit beta, mitochondrial precursor gi|28461221 56248.6 5.15 21 774 100 540 100
[Bos taurus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.5258 927.5362 0.0104 11 125 133 VLDSGAPIR Mascot

1038.5942 1038.6096 0.0154 15 134 143 IPVGPETLGR Mascot
1262.6409 1262.657 0.0161 13 110 121 TIAMDGTEGLVR Mascot
1278.6359 1278.6542 0.0183 14 110 121 TIAMDGTEGLVR Oxidation (M)[4] Mascot
1385.7094 1385.7295 0.0201 15 144 155 IMNVIGEPIDER Mascot
1401.7042 1401.7147 0.0105 7 144 155 IMNVIGEPIDER Oxidation (M)[2] Mascot

1406.681 1406.702 0.021 15 226 239 AHGGYSVFAGVGER 123 100 Mascot
1406.681 1406.702 0.021 15 226 239 AHGGYSVFAGVGER Mascot

1435.7539 1435.7772 0.0233 16 311 324 FTQAGSEVSALLGR Mascot
1435.7539 1435.7772 0.0233 16 311 324 FTQAGSEVSALLGR 105 100 Mascot
1439.7893 1439.8098 0.0205 14 282 294 VALTGLTVAEYFR Mascot
1457.8396 1457.8481 0.0085 6 213 225 TVLIMELINNVAK Mascot
1575.8159 1575.8386 0.0227 14 110 124 TIAMDGTEGLVRGQK Mascot
1601.8104 1601.8376 0.0272 17 265 279 VALVYGQMNEPPGAR Mascot
1601.8104 1601.8376 0.0272 17 265 279 VALVYGQMNEPPGAR 74 99.983 Mascot
1617.8053 1617.8232 0.0179 11 265 279 VALVYGQMNEPPGAR Oxidation (M)[8] Mascot
1650.9174 1650.9436 0.0262 16 95 109 LVLEVAQHLGESTVR Mascot
1650.9174 1650.9436 0.0262 16 95 109 LVLEVAQHLGESTVR 108 100 Mascot
1780.9625 1780.9902 0.0277 16 144 159 IMNVIGEPIDERGPIK Mascot
1796.9574 1796.9805 0.0231 13 144 159 IMNVIGEPIDERGPIK Oxidation (M)[2] Mascot
1815.8694 1815.8987 0.0293 16 407 422 IMDPNIVGSEHYDVAR Mascot
1831.8643 1831.8866 0.0223 12 407 422 IMDPNIVGSEHYDVAR Oxidation (M)[2] Mascot
1921.9655 1921.9979 0.0324 17 295 310 DQEGQDVLLFIDNIFR Mascot
1947.1022 1947.1322 0.03 15 125 143 VLDSGAPIRIPVGPETLG Mascot

R
1947.1022 1947.1322 0.03 15 125 143 VLDSGAPIRIPVGPETLG 40 57.812 Mascot

R
1988.0334 1988.0614 0.028 14 388 406 AIAELGIYPAVDPLDSTSR 89 100 Mascot
1988.0334 1988.0614 0.028 14 388 406 AIAELGIYPAVDPLDSTSR Mascot
2005.0541 2005.0811 0.027 13 463 480 FLSQPFQVAEVFTGHLG Mascot

K
2266.0842 2266.1208 0.0366 16 325 345 IPSAVGYQPTLATDMGT Mascot

MQER
2282.0791 2282.1152 0.0361 16 325 345 IPSAVGYQPTLATDMGT Oxidation (M)[15] Mascot

MQER
2298.074 2298.1096 0.0356 15 325 345 IPSAVGYQPTLATDMGT Oxidation (M)[15,18] Mascot

MQER
2318.1445 2318.1768 0.0323 14 240 259 TREGNDLYHEMIESGVIN Mascot

LK
2334.1394 2334.175 0.0356 15 240 259 TREGNDLYHEMIESGVIN Oxidation (M)[11] Mascot

LK
2675.3809 2675.4189 0.038 14 433 456 SLQDIIAILGMDELSEEDK Mascot

LTVSR
2691.3757 2691.4209 0.0452 17 433 456 SLQDIIAILGMDELSEEDK Oxidation (M)[11] Mascot

LTVSR
3842.981 3843.0251 0.0441 11 351 387 KGSITSVQAIYVPADDLT Mascot

DPAPATTFAHLDATTVLS
R

4 Chain E, The Structure Of Bovine F1-Atpase Covalently gi|3660252 51396.9 4.97 20 762 100 540 100
Inhibited With 4-Chloro-7-Nitrobenzofurazan
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.5258 927.5362 0.0104 11 79 87 VLDSGAPIR Mascot

1038.5942 1038.6096 0.0154 15 88 97 IPVGPETLGR Mascot
1262.6409 1262.657 0.0161 13 64 75 TIAMDGTEGLVR Mascot
1278.6359 1278.6542 0.0183 14 64 75 TIAMDGTEGLVR Oxidation (M)[4] Mascot
1385.7094 1385.7295 0.0201 15 98 109 IMNVIGEPIDER Mascot
1401.7042 1401.7147 0.0105 7 98 109 IMNVIGEPIDER Oxidation (M)[2] Mascot

1406.681 1406.702 0.021 15 180 193 AHGGYSVFAGVGER 123 100 Mascot
1406.681 1406.702 0.021 15 180 193 AHGGYSVFAGVGER Mascot

1435.7539 1435.7772 0.0233 16 265 278 FTQAGSEVSALLGR Mascot
1435.7539 1435.7772 0.0233 16 265 278 FTQAGSEVSALLGR 105 100 Mascot
1439.7893 1439.8098 0.0205 14 236 248 VALTGLTVAEYFR Mascot
1457.8396 1457.8481 0.0085 6 167 179 TVLIMELINNVAK Mascot
1575.8159 1575.8386 0.0227 14 64 78 TIAMDGTEGLVRGQK Mascot
1601.8104 1601.8376 0.0272 17 219 233 VALVYGQMNEPPGAR Mascot
1601.8104 1601.8376 0.0272 17 219 233 VALVYGQMNEPPGAR 74 99.983 Mascot
1617.8053 1617.8232 0.0179 11 219 233 VALVYGQMNEPPGAR Oxidation (M)[8] Mascot
1650.9174 1650.9436 0.0262 16 49 63 LVLEVAQHLGESTVR Mascot
1650.9174 1650.9436 0.0262 16 49 63 LVLEVAQHLGESTVR 108 100 Mascot
1780.9625 1780.9902 0.0277 16 98 113 IMNVIGEPIDERGPIK Mascot
1796.9574 1796.9805 0.0231 13 98 113 IMNVIGEPIDERGPIK Oxidation (M)[2] Mascot
1815.8694 1815.8987 0.0293 16 361 376 IMDPNIVGSEHYDVAR Mascot
1831.8643 1831.8866 0.0223 12 361 376 IMDPNIVGSEHYDVAR Oxidation (M)[2] Mascot
1921.9655 1921.9979 0.0324 17 249 264 DQEGQDVLLFIDNIFR Mascot
1947.1022 1947.1322 0.03 15 79 97 VLDSGAPIRIPVGPETLG Mascot



R
1947.1022 1947.1322 0.03 15 79 97 VLDSGAPIRIPVGPETLG 40 57.812 Mascot

R
1988.0334 1988.0614 0.028 14 342 360 AIAELGIYPAVDPLDSTSR 89 100 Mascot
1988.0334 1988.0614 0.028 14 342 360 AIAELGIYPAVDPLDSTSR Mascot
2005.0541 2005.0811 0.027 13 417 434 FLSQPFQVAEVFTGHLG Mascot

K
2266.0842 2266.1208 0.0366 16 279 299 IPSAVGYQPTLATDMGT Mascot

MQER
2282.0791 2282.1152 0.0361 16 279 299 IPSAVGYQPTLATDMGT Oxidation (M)[15] Mascot

MQER
2298.074 2298.1096 0.0356 15 279 299 IPSAVGYQPTLATDMGT Oxidation (M)[15,18] Mascot

MQER
2318.1445 2318.1768 0.0323 14 194 213 TREGNDLYHEMIESGVIN Mascot

LK
2334.1394 2334.175 0.0356 15 194 213 TREGNDLYHEMIESGVIN Oxidation (M)[11] Mascot

LK
2675.3809 2675.4189 0.038 14 387 410 SLQDIIAILGMDELSEEDK Mascot

LTVSR
2691.3757 2691.4209 0.0452 17 387 410 SLQDIIAILGMDELSEEDK Oxidation (M)[11] Mascot

LTVSR

5 Chain D, Bovine F1-Atpase Inhibited By Dccd gi|11514059 51655 5.03 20 760 100 540 100
(Dicyclohexylcarbodiimide)
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
927.5258 927.5362 0.0104 11 79 87 VLDSGAPIR Mascot

1038.5942 1038.6096 0.0154 15 88 97 IPVGPETLGR Mascot
1262.6409 1262.657 0.0161 13 64 75 TIAMDGTEGLVR Mascot
1278.6359 1278.6542 0.0183 14 64 75 TIAMDGTEGLVR Oxidation (M)[4] Mascot
1385.7094 1385.7295 0.0201 15 98 109 IMNVIGEPIDER Mascot
1401.7042 1401.7147 0.0105 7 98 109 IMNVIGEPIDER Oxidation (M)[2] Mascot

1406.681 1406.702 0.021 15 180 193 AHGGYSVFAGVGER 123 100 Mascot
1406.681 1406.702 0.021 15 180 193 AHGGYSVFAGVGER Mascot

1435.7539 1435.7772 0.0233 16 265 278 FTQAGSEVSALLGR Mascot
1435.7539 1435.7772 0.0233 16 265 278 FTQAGSEVSALLGR 105 100 Mascot
1439.7893 1439.8098 0.0205 14 236 248 VALTGLTVAEYFR Mascot
1457.8396 1457.8481 0.0085 6 167 179 TVLIMELINNVAK Mascot
1575.8159 1575.8386 0.0227 14 64 78 TIAMDGTEGLVRGQK Mascot
1601.8104 1601.8376 0.0272 17 219 233 VALVYGQMNEPPGAR Mascot
1601.8104 1601.8376 0.0272 17 219 233 VALVYGQMNEPPGAR 74 99.983 Mascot
1617.8053 1617.8232 0.0179 11 219 233 VALVYGQMNEPPGAR Oxidation (M)[8] Mascot
1650.9174 1650.9436 0.0262 16 49 63 LVLEVAQHLGESTVR Mascot
1650.9174 1650.9436 0.0262 16 49 63 LVLEVAQHLGESTVR 108 100 Mascot
1780.9625 1780.9902 0.0277 16 98 113 IMNVIGEPIDERGPIK Mascot
1796.9574 1796.9805 0.0231 13 98 113 IMNVIGEPIDERGPIK Oxidation (M)[2] Mascot
1815.8694 1815.8987 0.0293 16 361 376 IMDPNIVGSEHYDVAR Mascot
1831.8643 1831.8866 0.0223 12 361 376 IMDPNIVGSEHYDVAR Oxidation (M)[2] Mascot
1921.9655 1921.9979 0.0324 17 249 264 DQEGQDVLLFIDNIFR Mascot
1947.1022 1947.1322 0.03 15 79 97 VLDSGAPIRIPVGPETLG Mascot

R
1947.1022 1947.1322 0.03 15 79 97 VLDSGAPIRIPVGPETLG 40 57.812 Mascot

R
1988.0334 1988.0614 0.028 14 342 360 AIAELGIYPAVDPLDSTSR 89 100 Mascot
1988.0334 1988.0614 0.028 14 342 360 AIAELGIYPAVDPLDSTSR Mascot
2005.0541 2005.0811 0.027 13 417 434 FLSQPFQVAEVFTGHLG Mascot

K
2266.0842 2266.1208 0.0366 16 279 299 IPSAVGYQPTLATDMGT Mascot

MQER
2282.0791 2282.1152 0.0361 16 279 299 IPSAVGYQPTLATDMGT Oxidation (M)[15] Mascot

MQER
2298.074 2298.1096 0.0356 15 279 299 IPSAVGYQPTLATDMGT Oxidation (M)[15,18] Mascot

MQER
2675.3809 2675.4189 0.038 14 387 410 SLQDIIAILGMDELSEEDK Mascot

LTVSR
2691.3757 2691.4209 0.0452 17 387 410 SLQDIIAILGMDELSEEDK Oxidation (M)[11] Mascot

LTVSR
3842.981 3843.0251 0.0441 11 305 341 KGSITSVQAIYVPADDLT Mascot

DPAPATTFAHLDATTVLS
R

6 mitochondrial ATP synthase, H+ transporting F1 gi|89574051 47059.6 4.99 19 710 100 499 100
complex beta subunit [Sus scrofa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1038.5942 1038.6096 0.0154 15 70 79 IPVGPETLGR Mascot
1262.6409 1262.657 0.0161 13 46 57 TIAMDGTEGLVR Mascot
1278.6359 1278.6542 0.0183 14 46 57 TIAMDGTEGLVR Oxidation (M)[4] Mascot
1385.7094 1385.7295 0.0201 15 80 91 IMNVIGEPIDER Mascot
1401.7042 1401.7147 0.0105 7 80 91 IMNVIGEPIDER Oxidation (M)[2] Mascot

1406.681 1406.702 0.021 15 162 175 AHGGYSVFAGVGER 123 100 Mascot
1406.681 1406.702 0.021 15 162 175 AHGGYSVFAGVGER Mascot

1435.7539 1435.7772 0.0233 16 247 260 FTQAGSEVSALLGR Mascot
1435.7539 1435.7772 0.0233 16 247 260 FTQAGSEVSALLGR 105 100 Mascot
1439.7893 1439.8098 0.0205 14 218 230 VALTGLTVAEYFR Mascot
1457.8396 1457.8481 0.0085 6 149 161 TVLIMELINNVAK Mascot
1575.8159 1575.8386 0.0227 14 46 60 TIAMDGTEGLVRGQK Mascot
1601.8104 1601.8376 0.0272 17 201 215 VALVYGQMNEPPGAR Mascot
1601.8104 1601.8376 0.0272 17 201 215 VALVYGQMNEPPGAR 74 99.983 Mascot
1617.8053 1617.8232 0.0179 11 201 215 VALVYGQMNEPPGAR Oxidation (M)[8] Mascot
1650.9174 1650.9436 0.0262 16 31 45 LVLEVAQHLGESTVR Mascot
1650.9174 1650.9436 0.0262 16 31 45 LVLEVAQHLGESTVR 108 100 Mascot
1780.9625 1780.9902 0.0277 16 80 95 IMNVIGEPIDERGPIK Mascot
1796.9574 1796.9805 0.0231 13 80 95 IMNVIGEPIDERGPIK Oxidation (M)[2] Mascot
1815.8694 1815.8987 0.0293 16 343 358 IMDPNIVGSEHYDVAR Mascot
1831.8643 1831.8866 0.0223 12 343 358 IMDPNIVGSEHYDVAR Oxidation (M)[2] Mascot
1921.9655 1921.9979 0.0324 17 231 246 DQEGQDVLLFIDNIFR Mascot
1988.0334 1988.0614 0.028 14 324 342 AIAELGIYPAVDPLDSTSR 89 100 Mascot
1988.0334 1988.0614 0.028 14 324 342 AIAELGIYPAVDPLDSTSR Mascot
2005.0541 2005.0811 0.027 13 399 416 FLSQPFQVAEVFTGHLG Mascot

K
2266.0842 2266.1208 0.0366 16 261 281 IPSAVGYQPTLATDMGT Mascot

MQER
2282.0791 2282.1152 0.0361 16 261 281 IPSAVGYQPTLATDMGT Oxidation (M)[15] Mascot

MQER
2298.074 2298.1096 0.0356 15 261 281 IPSAVGYQPTLATDMGT Oxidation (M)[15,18] Mascot

2298.1096 Mascot
MQER

2318.1445 2318.1768 0.0323 14 176 195 TREGNDLYHEMIESGVIN Mascot
LK

2334.1394 2334.175 0.0356 15 176 195 TREGNDLYHEMIESGVIN Oxidation (M)[11] Mascot
LK

2675.3809 2675.4189 0.038 14 369 392 SLQDIIAILGMDELSEEDK Mascot
LTVSR

2691.3757 2691.4209 0.0452 17 369 392 SLQDIIAILGMDELSEEDK Oxidation (M)[11] Mascot
LTVSR

3842.981 3843.0251 0.0441 11 287 323 KGSITSVQAIYVPADDLT Mascot
DPAPATTFAHLDATTVLS
R

7 mitochondrial ATP synthase, H+ transporting F1 gi|89574023 44347.2 5.25 18 699 100 499 100



complex beta subunit [Lepus europaeus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1038.5942 1038.6096 0.0154 15 42 51 IPVGPETLGR Mascot
1262.6409 1262.657 0.0161 13 18 29 TIAMDGTEGLVR Mascot
1278.6359 1278.6542 0.0183 14 18 29 TIAMDGTEGLVR Oxidation (M)[4] Mascot
1385.7094 1385.7295 0.0201 15 52 63 IMNVIGEPIDER Mascot
1401.7042 1401.7147 0.0105 7 52 63 IMNVIGEPIDER Oxidation (M)[2] Mascot

1406.681 1406.702 0.021 15 134 147 AHGGYSVFAGVGER 123 100 Mascot
1406.681 1406.702 0.021 15 134 147 AHGGYSVFAGVGER Mascot

1435.7539 1435.7772 0.0233 16 219 232 FTQAGSEVSALLGR Mascot
1435.7539 1435.7772 0.0233 16 219 232 FTQAGSEVSALLGR 105 100 Mascot
1439.7893 1439.8098 0.0205 14 190 202 VALTGLTVAEYFR Mascot
1457.8396 1457.8481 0.0085 6 121 133 TVLIMELINNVAK Mascot
1575.8159 1575.8386 0.0227 14 18 32 TIAMDGTEGLVRGQK Mascot
1601.8104 1601.8376 0.0272 17 173 187 VALVYGQMNEPPGAR Mascot
1601.8104 1601.8376 0.0272 17 173 187 VALVYGQMNEPPGAR 74 99.983 Mascot
1617.8053 1617.8232 0.0179 11 173 187 VALVYGQMNEPPGAR Oxidation (M)[8] Mascot
1650.9174 1650.9436 0.0262 16 3 17 LVLEVAQHLGESTVR Mascot
1650.9174 1650.9436 0.0262 16 3 17 LVLEVAQHLGESTVR 108 100 Mascot
1780.9625 1780.9902 0.0277 16 52 67 IMNVIGEPIDERGPIK Mascot
1796.9574 1796.9805 0.0231 13 52 67 IMNVIGEPIDERGPIK Oxidation (M)[2] Mascot
1815.8694 1815.8987 0.0293 16 315 330 IMDPNIVGSEHYDVAR Mascot
1831.8643 1831.8866 0.0223 12 315 330 IMDPNIVGSEHYDVAR Oxidation (M)[2] Mascot
1921.9655 1921.9979 0.0324 17 203 218 DQEGQDVLLFIDNIFR Mascot
1988.0334 1988.0614 0.028 14 296 314 AIAELGIYPAVDPLDSTSR 89 100 Mascot
1988.0334 1988.0614 0.028 14 296 314 AIAELGIYPAVDPLDSTSR Mascot
2266.0842 2266.1208 0.0366 16 233 253 IPSAVGYQPTLATDMGT Mascot

MQER
2282.0791 2282.1152 0.0361 16 233 253 IPSAVGYQPTLATDMGT Oxidation (M)[15] Mascot

MQER
2298.074 2298.1096 0.0356 15 233 253 IPSAVGYQPTLATDMGT Oxidation (M)[15,18] Mascot

MQER
2318.1445 2318.1768 0.0323 14 148 167 TREGNDLYHEMIESGVIN Mascot

LK
2334.1394 2334.175 0.0356 15 148 167 TREGNDLYHEMIESGVIN Oxidation (M)[11] Mascot

LK
2675.3809 2675.4189 0.038 14 341 364 SLQDIIAILGMDELSEEDK Mascot

LTVSR
2691.3757 2691.4209 0.0452 17 341 364 SLQDIIAILGMDELSEEDK Oxidation (M)[11] Mascot

LTVSR
3842.981 3843.0251 0.0441 11 259 295 KGSITSVQAIYVPADDLT Mascot

DPAPATTFAHLDATTVLS
R

8 mitochondrial ATP synthase, H+ transporting F1 gi|89574025 45549.9 5.21 18 696 100 499 100
complex beta subunit [Oryctolagus cuniculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1038.5942 1038.6096 0.0154 15 50 59 IPVGPETLGR Mascot
1262.6409 1262.657 0.0161 13 26 37 TIAMDGTEGLVR Mascot
1278.6359 1278.6542 0.0183 14 26 37 TIAMDGTEGLVR Oxidation (M)[4] Mascot
1385.7094 1385.7295 0.0201 15 60 71 IMNVIGEPIDER Mascot
1401.7042 1401.7147 0.0105 7 60 71 IMNVIGEPIDER Oxidation (M)[2] Mascot

1406.681 1406.702 0.021 15 142 155 AHGGYSVFAGVGER 123 100 Mascot
1406.681 1406.702 0.021 15 142 155 AHGGYSVFAGVGER Mascot

1435.7539 1435.7772 0.0233 16 227 240 FTQAGSEVSALLGR Mascot
1435.7539 1435.7772 0.0233 16 227 240 FTQAGSEVSALLGR 105 100 Mascot
1439.7893 1439.8098 0.0205 14 198 210 VALTGLTVAEYFR Mascot
1457.8396 1457.8481 0.0085 6 129 141 TVLIMELINNVAK Mascot
1575.8159 1575.8386 0.0227 14 26 40 TIAMDGTEGLVRGQK Mascot
1601.8104 1601.8376 0.0272 17 181 195 VALVYGQMNEPPGAR Mascot
1601.8104 1601.8376 0.0272 17 181 195 VALVYGQMNEPPGAR 74 99.983 Mascot
1617.8053 1617.8232 0.0179 11 181 195 VALVYGQMNEPPGAR Oxidation (M)[8] Mascot
1650.9174 1650.9436 0.0262 16 11 25 LVLEVAQHLGESTVR Mascot
1650.9174 1650.9436 0.0262 16 11 25 LVLEVAQHLGESTVR 108 100 Mascot
1780.9625 1780.9902 0.0277 16 60 75 IMNVIGEPIDERGPIK Mascot
1796.9574 1796.9805 0.0231 13 60 75 IMNVIGEPIDERGPIK Oxidation (M)[2] Mascot
1815.8694 1815.8987 0.0293 16 323 338 IMDPNIVGSEHYDVAR Mascot
1831.8643 1831.8866 0.0223 12 323 338 IMDPNIVGSEHYDVAR Oxidation (M)[2] Mascot
1921.9655 1921.9979 0.0324 17 211 226 DQEGQDVLLFIDNIFR Mascot
1988.0334 1988.0614 0.028 14 304 322 AIAELGIYPAVDPLDSTSR 89 100 Mascot
1988.0334 1988.0614 0.028 14 304 322 AIAELGIYPAVDPLDSTSR Mascot
2266.0842 2266.1208 0.0366 16 241 261 IPSAVGYQPTLATDMGT Mascot

MQER
2282.0791 2282.1152 0.0361 16 241 261 IPSAVGYQPTLATDMGT Oxidation (M)[15] Mascot

MQER
2298.074 2298.1096 0.0356 15 241 261 IPSAVGYQPTLATDMGT Oxidation (M)[15,18] Mascot

MQER
2318.1445 2318.1768 0.0323 14 156 175 TREGNDLYHEMIESGVIN Mascot

LK
2334.1394 2334.175 0.0356 15 156 175 TREGNDLYHEMIESGVIN Oxidation (M)[11] Mascot

LK
2675.3809 2675.4189 0.038 14 349 372 SLQDIIAILGMDELSEEDK Mascot

LTVSR
2691.3757 2691.4209 0.0452 17 349 372 SLQDIIAILGMDELSEEDK Oxidation (M)[11] Mascot

LTVSR
3842.981 3843.0251 0.0441 11 267 303 KGSITSVQAIYVPADDLT Mascot

DPAPATTFAHLDATTVLS
R

9 PREDICTED: ATP synthase subunit beta, mitochondrial gi|194037554 56300.5 5.15 19 695 100 499 100
[Sus scrofa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1038.5942 1038.6096 0.0154 15 134 143 IPVGPETLGR Mascot
1262.6409 1262.657 0.0161 13 110 121 TIAMDGTEGLVR Mascot
1278.6359 1278.6542 0.0183 14 110 121 TIAMDGTEGLVR Oxidation (M)[4] Mascot
1385.7094 1385.7295 0.0201 15 144 155 IMNVIGEPIDER Mascot
1401.7042 1401.7147 0.0105 7 144 155 IMNVIGEPIDER Oxidation (M)[2] Mascot

1406.681 1406.702 0.021 15 226 239 AHGGYSVFAGVGER 123 100 Mascot
1406.681 1406.702 0.021 15 226 239 AHGGYSVFAGVGER Mascot

1435.7539 1435.7772 0.0233 16 311 324 FTQAGSEVSALLGR Mascot
1435.7539 1435.7772 0.0233 16 311 324 FTQAGSEVSALLGR 105 100 Mascot
1439.7893 1439.8098 0.0205 14 282 294 VALTGLTVAEYFR Mascot
1457.8396 1457.8481 0.0085 6 213 225 TVLIMELINNVAK Mascot
1575.8159 1575.8386 0.0227 14 110 124 TIAMDGTEGLVRGQK Mascot
1601.8104 1601.8376 0.0272 17 265 279 VALVYGQMNEPPGAR Mascot
1601.8104 1601.8376 0.0272 17 265 279 VALVYGQMNEPPGAR 74 99.983 Mascot
1617.8053 1617.8232 0.0179 11 265 279 VALVYGQMNEPPGAR Oxidation (M)[8] Mascot
1650.9174 1650.9436 0.0262 16 95 109 LVLEVAQHLGESTVR Mascot
1650.9174 1650.9436 0.0262 16 95 109 LVLEVAQHLGESTVR 108 100 Mascot
1780.9625 1780.9902 0.0277 16 144 159 IMNVIGEPIDERGPIK Mascot
1796.9574 1796.9805 0.0231 13 144 159 IMNVIGEPIDERGPIK Oxidation (M)[2] Mascot
1815.8694 1815.8987 0.0293 16 407 422 IMDPNIVGSEHYDVAR Mascot
1831.8643 1831.8866 0.0223 12 407 422 IMDPNIVGSEHYDVAR Oxidation (M)[2] Mascot
1921.9655 1921.9979 0.0324 17 295 310 DQEGQDVLLFIDNIFR Mascot
1988.0334 1988.0614 0.028 14 388 406 AIAELGIYPAVDPLDSTSR 89 100 Mascot
1988.0334 1988.0614 0.028 14 388 406 AIAELGIYPAVDPLDSTSR Mascot
2005.0541 2005.0811 0.027 13 463 480 FLSQPFQVAEVFTGHLG Mascot

K



2266.0842 2266.1208 0.0366 16 325 345 IPSAVGYQPTLATDMGT Mascot
MQER

2282.0791 2282.1152 0.0361 16 325 345 IPSAVGYQPTLATDMGT Oxidation (M)[15] Mascot
MQER

2298.074 2298.1096 0.0356 15 325 345 IPSAVGYQPTLATDMGT Oxidation (M)[15,18] Mascot
MQER

2318.1445 2318.1768 0.0323 14 240 259 TREGNDLYHEMIESGVIN Mascot
LK

2334.1394 2334.175 0.0356 15 240 259 TREGNDLYHEMIESGVIN Oxidation (M)[11] Mascot
LK

2675.3809 2675.4189 0.038 14 433 456 SLQDIIAILGMDELSEEDK Mascot
LTVSR

2691.3757 2691.4209 0.0452 17 433 456 SLQDIIAILGMDELSEEDK Oxidation (M)[11] Mascot
LTVSR

3842.981 3843.0251 0.0441 11 351 387 KGSITSVQAIYVPADDLT Mascot
DPAPATTFAHLDATTVLS
R

10 mitochondrial ATP synthase, H+ transporting F1 gi|89574027 46173.2 5.03 18 695 100 499 100
complex beta subunit [Tadarida brasiliensis]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1038.5942 1038.6096 0.0154 15 70 79 IPVGPETLGR Mascot
1262.6409 1262.657 0.0161 13 46 57 TIAMDGTEGLVR Mascot
1278.6359 1278.6542 0.0183 14 46 57 TIAMDGTEGLVR Oxidation (M)[4] Mascot
1385.7094 1385.7295 0.0201 15 80 91 IMNVIGEPIDER Mascot
1401.7042 1401.7147 0.0105 7 80 91 IMNVIGEPIDER Oxidation (M)[2] Mascot

1406.681 1406.702 0.021 15 162 175 AHGGYSVFAGVGER 123 100 Mascot
1406.681 1406.702 0.021 15 162 175 AHGGYSVFAGVGER Mascot

1435.7539 1435.7772 0.0233 16 247 260 FTQAGSEVSALLGR Mascot
1435.7539 1435.7772 0.0233 16 247 260 FTQAGSEVSALLGR 105 100 Mascot
1439.7893 1439.8098 0.0205 14 218 230 VALTGLTVAEYFR Mascot
1457.8396 1457.8481 0.0085 6 149 161 TVLIMELINNVAK Mascot
1575.8159 1575.8386 0.0227 14 46 60 TIAMDGTEGLVRGQK Mascot
1601.8104 1601.8376 0.0272 17 201 215 VALVYGQMNEPPGAR Mascot
1601.8104 1601.8376 0.0272 17 201 215 VALVYGQMNEPPGAR 74 99.983 Mascot

1601.8376 Mascot
1617.8053 1617.8232 0.0179 11 201 215 VALVYGQMNEPPGAR Oxidation (M)[8] Mascot
1650.9174 1650.9436 0.0262 16 31 45 LVLEVAQHLGESTVR Mascot
1650.9174 1650.9436 0.0262 16 31 45 LVLEVAQHLGESTVR 108 100 Mascot
1780.9625 1780.9902 0.0277 16 80 95 IMNVIGEPIDERGPIK Mascot
1796.9574 1796.9805 0.0231 13 80 95 IMNVIGEPIDERGPIK Oxidation (M)[2] Mascot
1815.8694 1815.8987 0.0293 16 343 358 IMDPNIVGSEHYDVAR Mascot
1831.8643 1831.8866 0.0223 12 343 358 IMDPNIVGSEHYDVAR Oxidation (M)[2] Mascot
1921.9655 1921.9979 0.0324 17 231 246 DQEGQDVLLFIDNIFR Mascot
1988.0334 1988.0614 0.028 14 324 342 AIAELGIYPAVDPLDSTSR 89 100 Mascot
1988.0334 1988.0614 0.028 14 324 342 AIAELGIYPAVDPLDSTSR Mascot
2266.0842 2266.1208 0.0366 16 261 281 IPSAVGYQPTLATDMGT Mascot

MQER
2282.0791 2282.1152 0.0361 16 261 281 IPSAVGYQPTLATDMGT Oxidation (M)[15] Mascot

MQER
2298.074 2298.1096 0.0356 15 261 281 IPSAVGYQPTLATDMGT Oxidation (M)[15,18] Mascot

MQER
2318.1445 2318.1768 0.0323 14 176 195 TREGNDLYHEMIESGVIN Mascot

LK
2334.1394 2334.175 0.0356 15 176 195 TREGNDLYHEMIESGVIN Oxidation (M)[11] Mascot

LK
2675.3809 2675.4189 0.038 14 369 392 SLQDIIAILGMDELSEEDK Mascot

LTVSR
2691.3757 2691.4209 0.0452 17 369 392 SLQDIIAILGMDELSEEDK Oxidation (M)[11] Mascot

LTVSR
3842.981 3843.0251 0.0441 11 287 323 KGSITSVQAIYVPADDLT Mascot

DPAPATTFAHLDATTVLS
R

Gel Idx/Pos 50/B24 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 PREDICTED: CG1837-like isoform 1 [Bos taurus] gi|119915902 45780.7 5.43 12 782 100 657 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.6656 0.0408 38 381 389 GYPTLLLFR Mascot
1079.6248 1079.6656 0.0408 38 381 389 GYPTLLLFR 54 97.384 Mascot
1150.6255 1150.6649 0.0394 34 127 136 FFKPGQEAVK Mascot

1152.62 1152.6676 0.0476 41 247 255 GYPTLLWFR 51 94.757 Mascot
1152.62 1152.6676 0.0476 41 247 255 GYPTLLWFR Mascot

1309.5604 1309.609 0.0486 37 198 207 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 331 340 FYAPWCGHCK 63 99.652 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 331 340 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1753.7479 1753.821 0.0731 42 105 120 VDCTADSEVCSAQGVR 116 100 Carbamidomethyl (C)[3,10] Mascot
1753.7479 1753.821 0.0731 42 105 120 VDCTADSEVCSAQGVR Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.9304 0.0763 39 231 246 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.9304 0.0763 39 231 246 VDCTQHYELCSGNQVR 105 100 Carbamidomethyl (C)[3,10] Mascot
2107.0012 2107.0828 0.0816 39 353 371 EFPGLAEVTIAEVDCTAE Carbamidomethyl (C)[15] Mascot

R
2107.0012 2107.0828 0.0816 39 353 371 EFPGLAEVTIAEVDCTAE 168 100 Carbamidomethyl (C)[15] Mascot

R
2193.155 2193.2393 0.0843 38 208 227 ALAPTWEQLALGLEHSET Mascot

VK
2193.155 2193.2393 0.0843 38 208 227 ALAPTWEQLALGLEHSET 99 100 Mascot

VK
2235.0962 2235.1819 0.0857 38 352 371 KEFPGLAEVTIAEVDCTA Carbamidomethyl (C)[16] Mascot

ER
2264.0547 2264.1379 0.0832 37 228 246 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot

VR
2573.2783 2573.3726 0.0943 37 175 197 QGLYELSAGNFELHVAQ Mascot

GDHFIK

2 PREDICTED: hCG2043289-like [Bos taurus] gi|297489527 34975.5 6.03 11 607 100 487 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6143 1079.6656 0.0513 48 1 9 MKKPSHVPR Mascot
1079.6143 1079.6656 0.0513 48 1 9 MKKPSHVPR Mascot
1150.6255 1150.6649 0.0394 34 61 70 FFKPGQEAVK Mascot

1152.62 1152.6676 0.0476 41 181 189 GYPTLLWFR 51 94.757 Mascot
1152.62 1152.6676 0.0476 41 181 189 GYPTLLWFR Mascot

1309.5604 1309.609 0.0486 37 132 141 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 265 274 FYAPWCGHCK 63 99.652 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 265 274 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.9304 0.0763 39 165 180 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.9304 0.0763 39 165 180 VDCTQHYELCSGNQVR 105 100 Carbamidomethyl (C)[3,10] Mascot
2107.0012 2107.0828 0.0816 39 287 305 EFPGLAEVTIAEVDCTAE Carbamidomethyl (C)[15] Mascot

R
2107.0012 2107.0828 0.0816 39 287 305 EFPGLAEVTIAEVDCTAE 168 100 Carbamidomethyl (C)[15] Mascot

R
2193.155 2193.2393 0.0843 38 142 161 ALAPTWEQLALGLEHSET Mascot

VK
2193.155 2193.2393 0.0843 38 142 161 ALAPTWEQLALGLEHSET 99 100 Mascot



VK
2235.0962 2235.1819 0.0857 38 286 305 KEFPGLAEVTIAEVDCTA Carbamidomethyl (C)[16] Mascot

ER
2264.0547 2264.1379 0.0832 37 162 180 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot

VR
2573.2783 2573.3726 0.0943 37 109 131 QGLYELSAGNFELHVAQ Mascot

GDHFIK

3 PREDICTED: similar to Thioredoxin domain-containing gi|194223000 39011.2 5.56 8 442 100 373 100
protein 5 precursor (Thioredoxin-like protein p
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.6656 0.0408 38 312 320 GYPTLLLFR Mascot
1079.6248 1079.6656 0.0408 38 312 320 GYPTLLLFR 54 97.384 Mascot
1150.6255 1150.6649 0.0394 34 58 67 FFKPGQEAVK Mascot

1152.62 1152.6676 0.0476 41 178 186 GYPTLLWFR 51 94.757 Mascot
1152.62 1152.6676 0.0476 41 178 186 GYPTLLWFR Mascot

1309.5604 1309.609 0.0486 37 129 138 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 262 271 FYAPWCGHCK 63 99.652 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 262 271 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.9304 0.0763 39 162 177 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.9304 0.0763 39 162 177 VDCTQHYELCSGNQVR 105 100 Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.2393 0.0843 38 139 158 ALAPTWEQLALGLEHSET Mascot
VK

2193.155 2193.2393 0.0843 38 139 158 ALAPTWEQLALGLEHSET 99 100 Mascot
VK

2264.0547 2264.1379 0.0832 37 159 177 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

4 hypothetical protein [Homo sapiens] gi|21740140 27244.6 5.66 7 441 100 373 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.6656 0.0408 38 207 215 GYPTLLLFR Mascot
1079.6248 1079.6656 0.0408 38 207 215 GYPTLLLFR 54 97.384 Mascot

1152.62 1152.6676 0.0476 41 73 81 GYPTLLWFR 51 94.757 Mascot
1152.62 1152.6676 0.0476 41 73 81 GYPTLLWFR Mascot

1309.5604 1309.609 0.0486 37 24 33 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 157 166 FYAPWCGHCK 63 99.652 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 157 166 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.9304 0.0763 39 57 72 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.9304 0.0763 39 57 72 VDCTQHYELCSGNQVR 105 100 Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.2393 0.0843 38 34 53 ALAPTWEQLALGLEHSET Mascot
VK

2193.155 2193.2393 0.0843 38 34 53 ALAPTWEQLALGLEHSET 99 100 Mascot
VK

2264.0547 2264.1379 0.0832 37 54 72 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

5 PREDICTED: thioredoxin domain-containing protein gi|296197453 47624.7 5.82 8 437 100 373 100
5-like [Callithrix jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.6656 0.0408 38 394 402 GYPTLLLFR Mascot
1079.6248 1079.6656 0.0408 38 394 402 GYPTLLLFR 54 97.384 Mascot
1150.6255 1150.6649 0.0394 34 140 149 FFKPGQEAVK Mascot

1152.62 1152.6676 0.0476 41 260 268 GYPTLLWFR 51 94.757 Mascot
1152.62 1152.6676 0.0476 41 260 268 GYPTLLWFR Mascot

1309.5604 1309.609 0.0486 37 211 220 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 344 353 FYAPWCGHCK 63 99.652 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 344 353 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.9304 0.0763 39 244 259 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.9304 0.0763 39 244 259 VDCTQHYELCSGNQVR 105 100 Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.2393 0.0843 38 221 240 ALAPTWEQLALGLEHSET Mascot
VK

2193.155 2193.2393 0.0843 38 221 240 ALAPTWEQLALGLEHSET 99 100 Mascot
VK

2264.0547 2264.1379 0.0832 37 241 259 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

6 PREDICTED: similar to TXNDC5 protein isoform 1 [Pan gi|114605398 33203.7 5.46 7 435 100 373 100
troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.6656 0.0408 38 261 269 GYPTLLLFR Mascot
1079.6248 1079.6656 0.0408 38 261 269 GYPTLLLFR 54 97.384 Mascot

1152.62 1152.6676 0.0476 41 145 153 GYPTLLWFR 51 94.757 Mascot
1152.62 1152.6676 0.0476 41 145 153 GYPTLLWFR Mascot

1309.5604 1309.609 0.0486 37 96 105 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 211 220 FYAPWCGHCK 63 99.652 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 211 220 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.9304 0.0763 39 129 144 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.9304 0.0763 39 129 144 VDCTQHYELCSGNQVR 105 100 Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.2393 0.0843 38 106 125 ALAPTWEQLALGLEHSET Mascot
VK

2193.155 2193.2393 0.0843 38 106 125 ALAPTWEQLALGLEHSET 99 100 Mascot
2193.2393 Mascot

VK
2264.0547 2264.1379 0.0832 37 126 144 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot

VR

7 PREDICTED: similar to TXNDC5 protein isoform 4 [Pan gi|114605396 35411.8 5.4 7 434 100 373 100
troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.6656 0.0408 38 279 287 GYPTLLLFR Mascot
1079.6248 1079.6656 0.0408 38 279 287 GYPTLLLFR 54 97.384 Mascot

1152.62 1152.6676 0.0476 41 145 153 GYPTLLWFR 51 94.757 Mascot
1152.62 1152.6676 0.0476 41 145 153 GYPTLLWFR Mascot

1309.5604 1309.609 0.0486 37 96 105 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 229 238 FYAPWCGHCK 63 99.652 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 229 238 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.9304 0.0763 39 129 144 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.9304 0.0763 39 129 144 VDCTQHYELCSGNQVR 105 100 Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.2393 0.0843 38 106 125 ALAPTWEQLALGLEHSET Mascot
VK

2193.155 2193.2393 0.0843 38 106 125 ALAPTWEQLALGLEHSET 99 100 Mascot
VK

2264.0547 2264.1379 0.0832 37 126 144 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

8 thioredoxin domain-containing protein 5 isoform 3 gi|224493972 36155 5.32 7 433 100 373 100
[Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.6656 0.0408 38 287 295 GYPTLLLFR Mascot
1079.6248 1079.6656 0.0408 38 287 295 GYPTLLLFR 54 97.384 Mascot

1152.62 1152.6676 0.0476 41 153 161 GYPTLLWFR 51 94.757 Mascot
1152.62 1152.6676 0.0476 41 153 161 GYPTLLWFR Mascot

1309.5604 1309.609 0.0486 37 104 113 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot



1325.5554 1325.6071 0.0517 39 237 246 FYAPWCGHCK 63 99.652 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 237 246 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.9304 0.0763 39 137 152 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.9304 0.0763 39 137 152 VDCTQHYELCSGNQVR 105 100 Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.2393 0.0843 38 114 133 ALAPTWEQLALGLEHSET Mascot
VK

2193.155 2193.2393 0.0843 38 114 133 ALAPTWEQLALGLEHSET 99 100 Mascot
VK

2264.0547 2264.1379 0.0832 37 134 152 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

9 hypothetical protein PANDA_003023 [Ailuropoda gi|281353196 38467.9 5.24 7 431 100 373 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.6656 0.0408 38 306 314 GYPTLLLFR Mascot
1079.6248 1079.6656 0.0408 38 306 314 GYPTLLLFR 54 97.384 Mascot

1152.62 1152.6676 0.0476 41 173 181 GYPTLLWFR 51 94.757 Mascot
1152.62 1152.6676 0.0476 41 173 181 GYPTLLWFR Mascot

1309.5604 1309.609 0.0486 37 124 133 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 256 265 FYAPWCGHCK 63 99.652 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 256 265 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.9304 0.0763 39 157 172 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.9304 0.0763 39 157 172 VDCTQHYELCSGNQVR 105 100 Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.2393 0.0843 38 134 153 ALAPTWEQLALGLEHSET Mascot
VK

2193.155 2193.2393 0.0843 38 134 153 ALAPTWEQLALGLEHSET 99 100 Mascot
VK

2264.0547 2264.1379 0.0832 37 154 172 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

10 TXNDC5 protein [Homo sapiens] gi|30354488 40343.9 5.57 7 429 100 373 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1079.6248 1079.6656 0.0408 38 323 331 GYPTLLLFR Mascot
1079.6248 1079.6656 0.0408 38 323 331 GYPTLLLFR 54 97.384 Mascot

1152.62 1152.6676 0.0476 41 189 197 GYPTLLWFR 51 94.757 Mascot
1152.62 1152.6676 0.0476 41 189 197 GYPTLLWFR Mascot

1309.5604 1309.609 0.0486 37 140 149 FFAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 273 282 FYAPWCGHCK 63 99.652 Carbamidomethyl (C)[6,9] Mascot
1325.5554 1325.6071 0.0517 39 273 282 FYAPWCGHCK Carbamidomethyl (C)[6,9] Mascot
1965.8541 1965.9304 0.0763 39 173 188 VDCTQHYELCSGNQVR Carbamidomethyl (C)[3,10] Mascot
1965.8541 1965.9304 0.0763 39 173 188 VDCTQHYELCSGNQVR 105 100 Carbamidomethyl (C)[3,10] Mascot

2193.155 2193.2393 0.0843 38 150 169 ALAPTWEQLALGLEHSET Mascot
VK

2193.155 2193.2393 0.0843 38 150 169 ALAPTWEQLALGLEHSET 99 100 Mascot
VK

2264.0547 2264.1379 0.0832 37 170 188 IGKVDCTQHYELCSGNQ Carbamidomethyl (C)[6,13] Mascot
VR

Gel Idx/Pos 51/C1 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 PREDICTED: tubulin alpha-1C chain-like [Sus scrofa] gi|311255272 59173.2 5.71 9 234 100 171 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
981.5264 981.5612 0.0348 35 16 23 AFPRFTSR Mascot
981.5264 981.5612 0.0348 35 16 23 AFPRFTSR Mascot

1620.9041 1620.9497 0.0456 28 34 46 RPARLQDLENRPR Mascot
1701.9058 1701.7458 -0.16 -94 147 161 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7458 -0.16 -94 147 161 AVFVDLEPTVIDEVR 88 100 Mascot
1718.8821 1718.7177 -0.1644 -96 298 311 NLDIERPTYTNLNR Mascot
1756.9633 1756.792 -0.1713 -97 347 362 IHFPLATYAPVISAEK Mascot

1842.012 1841.8381 -0.1739 -94 188 203 GHYTIGKEIIDLVLDR Mascot
1880.8993 1880.7451 -0.1542 -82 456 472 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
1880.8993 1880.7451 -0.1542 -82 456 472 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2409.2085 2408.9766 -0.2319 -96 326 346 FDGALNVDLTEFQTNLVP Mascot

YPR
2415.2051 2414.9663 -0.2388 -99 167 187 QLFHPEQLITGKEDAANN Mascot

YAR
2415.2051 2414.9663 -0.2388 -99 167 187 QLFHPEQLITGKEDAANN 83 99.997 Mascot

YAR

2 PREDICTED: tubulin alpha-1D chain [Sus scrofa] gi|194043861 50305.7 4.95 8 228 100 171 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1439.8005 1439.681 -0.1195 -83 353 365 VGINYQPPTVVPR Mascot
1439.8005 1439.681 -0.1195 -83 353 365 VGINYQPPTVVPR Mascot
1701.9058 1701.7458 -0.16 -94 65 79 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7458 -0.16 -94 65 79 AVFVDLEPTVIDEVR 88 100 Mascot
1718.8821 1718.7177 -0.1644 -96 216 229 NLDIERPTYTNLNR Mascot
1756.9633 1756.792 -0.1713 -97 265 280 IHFPLATYAPVISAEK Mascot

1842.012 1841.8381 -0.1739 -94 106 121 GHYTIGKELIDLVLDR Mascot
1880.8993 1880.7451 -0.1542 -82 374 390 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
1880.8993 1880.7451 # -0.1542 -82 374 390 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot Mascot
2409.2085 2408.9766 -0.2319 -96 244 264 FDGALNVDLTEFQTNLVP Mascot

YPR
2415.2051 2414.9663 -0.2388 -99 85 105 QLFHPEQLITGKEDAANN Mascot

YAR
2415.2051 2414.9663 -0.2388 -99 85 105 QLFHPEQLITGKEDAANN 83 99.997 Mascot

YAR

3 unnamed protein product [Homo sapiens] gi|193786502 46211.8 4.99 7 219 100 171 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1701.9058 1701.7458 -0.16 -94 30 44 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7458 -0.16 -94 30 44 AVFVDLEPTVIDEVR 88 100 Mascot
1718.8821 1718.7177 -0.1644 -96 181 194 NLDIERPTYTNLNR Mascot
1756.9633 1756.792 -0.1713 -97 230 245 IHFPLATYAPVISAEK Mascot

1842.012 1841.8381 -0.1739 -94 71 86 GHYTIGKEIIDLVLDR Mascot
1880.8993 1880.7451 -0.1542 -82 339 355 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
1880.8993 1880.7451 -0.1542 -82 339 355 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2409.2085 2408.9766 -0.2319 -96 209 229 FDGALNVDLTEFQTNLVP Mascot

YPR
2415.2051 2414.9663 -0.2388 -99 50 70 QLFHPEQLITGKEDAANN Mascot

YAR
2415.2051 2414.9663 -0.2388 -99 50 70 QLFHPEQLITGKEDAANN 83 99.997 Mascot

YAR

4 PREDICTED: similar to Tubulin alpha-2 chain gi|73996522 48178.6 5 7 218 100 171 100
(Alpha-tubulin 2) isoform 7 [Canis familiaris]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1701.9058 1701.7458 -0.16 -94 65 79 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7458 -0.16 -94 65 79 AVFVDLEPTVIDEVR 88 100 Mascot
1718.8821 1718.7177 -0.1644 -96 201 214 NLDIERPTYTNLNR Mascot
1756.9633 1756.792 -0.1713 -97 250 265 IHFPLATYAPVISAEK Mascot



1842.012 1841.8381 -0.1739 -94 106 121 GHYTIGKEIIDLVLDR Mascot
1880.8993 1880.7451 -0.1542 -82 359 375 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
1880.8993 1880.7451 -0.1542 -82 359 375 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2409.2085 2408.9766 -0.2319 -96 229 249 FDGALNVDLTEFQTNLVP Mascot

YPR
2415.2051 2414.9663 -0.2388 -99 85 105 QLFHPEQLITGKEDAANN Mascot

YAR
2415.2051 2414.9663 -0.2388 -99 85 105 QLFHPEQLITGKEDAANN 83 99.997 Mascot

YAR

5 alpha-tubulin [Macaca mulatta] gi|10881132 49035.1 4.9 7 217 100 171 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1701.9058 1701.7458 -0.16 -94 56 70 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7458 -0.16 -94 56 70 AVFVDLEPTVIDEVR 88 100 Mascot
1718.8821 1718.7177 -0.1644 -96 207 220 NLDIERPTYTNLNR Mascot
1756.9633 1756.792 -0.1713 -97 256 271 IHFPLATYAPVISAEK Mascot

1842.012 1841.8381 -0.1739 -94 97 112 GHYTIGKEIIDLVLDR Mascot
1880.8993 1880.7451 -0.1542 -82 365 381 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
1880.8993 1880.7451 -0.1542 -82 365 381 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2409.2085 2408.9766 -0.2319 -96 235 255 FDGALNVDLTEFQTNLVP Mascot

YPR
2415.2051 2414.9663 -0.2388 -99 76 96 QLFHPEQLITGKEDAANN Mascot

YAR
2415.2051 2414.9663 -0.2388 -99 76 96 QLFHPEQLITGKEDAANN 83 99.997 Mascot

YAR

6 tubulin alpha-1D chain [Bos taurus] gi|114051854 50250.6 4.91 7 217 100 171 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1701.9058 1701.7458 -0.16 -94 65 79 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7458 -0.16 -94 65 79 AVFVDLEPTVIDEVR 88 100 Mascot
1718.8821 1718.7177 -0.1644 -96 216 229 NLDIERPTYTNLNR Mascot
1756.9633 1756.792 -0.1713 -97 265 280 IHFPLATYAPVISAEK Mascot

1842.012 1841.8381 -0.1739 -94 106 121 GHYTIGKELIDLVLDR Mascot
1880.8993 1880.7451 -0.1542 -82 374 390 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
1880.8993 1880.7451 -0.1542 -82 374 390 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2409.2085 2408.9766 -0.2319 -96 244 264 FDGALNVDLTEFQTNLVP Mascot

YPR
2415.2051 2414.9663 -0.2388 -99 85 105 QLFHPEQLITGKEDAANN Mascot

YAR
2415.2051 2414.9663 -0.2388 -99 85 105 QLFHPEQLITGKEDAANN 83 99.997 Mascot

YAR

7 mCG18413, isoform CRA_b [Mus musculus] gi|148672205 50888.1 4.98 7 216 100 171 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1701.9058 1701.7458 -0.16 -94 73 87 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7458 -0.16 -94 73 87 AVFVDLEPTVIDEVR 88 100 Mascot
1718.8821 1718.7177 -0.1644 -96 224 237 NLDIERPTYTNLNR Mascot
1756.9633 1756.792 -0.1713 -97 273 288 IHFPLATYAPVISAEK Mascot

1842.012 1841.8381 -0.1739 -94 114 129 GHYTIGKEIIDLVLDR Mascot
1880.8993 1880.7451 -0.1542 -82 382 398 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
1880.8993 1880.7451 -0.1542 -82 382 398 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2409.2085 2408.9766 -0.2319 -96 252 272 FDGALNVDLTEFQTNLVP Mascot

YPR
2415.2051 2414.9663 -0.2388 -99 93 113 QLFHPEQLITGKEDAANN Mascot

YAR
2415.2051 2414.9663 -0.2388 -99 93 113 QLFHPEQLITGKEDAANN 83 99.997 Mascot

YAR

8 PREDICTED: hypothetical protein [Monodelphis gi|126337786 51733.4 4.99 7 216 100 171 100
domestica]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1701.9058 1701.7458 -0.16 -94 78 92 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7458 -0.16 -94 78 92 AVFVDLEPTVIDEVR 88 100 Mascot
1718.8821 1718.7177 -0.1644 -96 229 242 NLDIERPTYTNLNR Mascot
1756.9633 1756.792 -0.1713 -97 278 293 IHFPLATYAPVISAEK Mascot

1842.012 1841.8381 -0.1739 -94 119 134 GHYTIGKELIDLVLDR Mascot
1880.8993 1880.7451 -0.1542 -82 387 403 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
1880.8993 1880.7451 -0.1542 -82 387 403 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2409.2085 2408.9766 -0.2319 -96 257 277 FDGALNVDLTEFQTNLVP Mascot

YPR
2415.2051 2414.9663 -0.2388 -99 98 118 QLFHPEQLITGKEDAANN Mascot

YAR
2415.2051 2414.9663 -0.2388 -99 98 118 QLFHPEQLITGKEDAANN 83 99.997 Mascot

YAR

9 tubulin alpha-3 chain [Sus scrofa] gi|88683157 32921.6 5.86 6 216 100 171 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1701.9058 1701.7458 -0.16 -94 22 36 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7458 -0.16 -94 22 36 AVFVDLEPTVIDEVR 88 100 Mascot
1718.8821 1718.7177 -0.1644 -96 173 186 NLDIERPTYTNLNR Mascot
1756.9633 1756.792 -0.1713 -97 222 237 IHFPLATYAPVISAEK Mascot

1842.012 1841.8381 -0.1739 -94 63 78 GHYTIGKEIIDLVLDR Mascot
2409.2085 2408.9766 -0.2319 -96 201 221 FDGALNVDLTEFQTNLVP Mascot

YPR
2415.2051 2414.9663 -0.2388 -99 42 62 QLFHPEQLITGKEDAANN Mascot

YAR
2415.2051 2414.9663 -0.2388 -99 42 62 QLFHPEQLITGKEDAANN 83 99.997 Mascot

YAR

10 PREDICTED: similar to alpha tubulin [Equus caballus] gi|194211337 51240.1 4.91 7 216 100 171 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1194.6664 1194.6884 0.022 18 2 12 PGILCPLPTQR Mascot
1701.9058 1701.7458 -0.16 -94 75 89 AVFVDLEPTVIDEVR Mascot
1701.9058 1701.7458 -0.16 -94 75 89 AVFVDLEPTVIDEVR 88 100 Mascot
1718.8821 1718.7177 -0.1644 -96 226 239 NLDIERPTYTNLNR Mascot
1756.9633 1756.792 -0.1713 -97 275 290 IHFPLATYAPVISAEK Mascot

1842.012 1841.8381 -0.1739 -94 116 131 GHYTIGKELIDLVLDR Mascot
1880.8993 1880.7451 -0.1542 -82 384 400 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
1880.8993 1880.7451 -0.1542 -82 384 400 AVCMLSNTTAIAEAWAR Carbamidomethyl (C)[3], Oxidation (M)[4] Mascot
2415.2051 2414.9663 -0.2388 -99 95 115 QLFHPEQLITGKEDAANN Mascot

YAR
2415.2051 2414.9663 -0.2388 -99 95 115 QLFHPEQLITGKEDAANN 83 99.997 Mascot

YAR

Gel Idx/Pos 63/C2 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 Chain A, Annexin A2: Does It Induce Membrane gi|56966699 38637.8 6.92 12 300 100 195 100
Aggregation By A New Multimeric State Of The Protein
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type



Seq. Seq. Score
1035.5292 1035.446 -0.0832 -80 213 220 WISIMTER Mascot
1051.5242 1051.4288 -0.0954 -91 213 220 WISIMTER Oxidation (M)[5] Mascot
1111.5531 1111.462 -0.0911 -82 69 77 QDIAFAYQR Mascot
1244.6229 1244.5243 -0.0986 -79 136 145 TNQELQEINR Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR 68 99.923 Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR Mascot
1725.8303 1725.6908 -0.1395 -81 64 77 SNEQRQDIAFAYQR Mascot
1725.8303 1725.6908 -0.1395 -81 64 77 SNEQRQDIAFAYQR 44 78.489 Mascot
1771.9912 1771.8176 -0.1736 -98 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot

1777.7229 Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR 75 99.983 Carbamidomethyl (C)[14] Mascot
1840.9739 1840.7905 -0.1834 -100 213 227 WISIMTERSVPHLQK Oxidation (M)[5] Mascot
1844.9025 1844.7552 -0.1473 -80 11 28 LSLEGDHSTPPSAYGSV Mascot

K
2012.96 2012.7955 -0.1645 -82 314 329 SLYYYIQQDTKGDYQK Mascot

2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK 9 0 Mascot
2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK Mascot
2211.0632 2210.9231 -0.1401 -63 116 135 ASMKGLGTDEDSLIEIICS Carbamidomethyl (C)[18], Oxidation (M)[3] Mascot

R

2 Chain A, Structure Of Human Annexin A2 In The gi|56967118 36459.8 8.32 11 291 100 195 100
Presence Of Calcium Ions
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.446 -0.0832 -80 193 200 WISIMTER Mascot
1051.5242 1051.4288 -0.0954 -91 193 200 WISIMTER Oxidation (M)[5] Mascot
1111.5531 1111.462 -0.0911 -82 49 57 QDIAFAYQR Mascot
1244.6229 1244.5243 -0.0986 -79 116 125 TNQELQEINR Mascot
1542.8486 1542.7255 -0.1231 -80 30 43 GVDEVTIVNILTNR 68 99.923 Mascot
1542.8486 1542.7255 -0.1231 -80 30 43 GVDEVTIVNILTNR Mascot
1725.8303 1725.6908 -0.1395 -81 44 57 SNEQRQDIAFAYQR Mascot
1725.8303 1725.6908 -0.1395 -81 44 57 SNEQRQDIAFAYQR 44 78.489 Mascot
1771.9912 1771.8176 -0.1736 -98 28 43 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.7229 -0.1407 -79 100 115 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.7229 -0.1407 -79 100 115 GLGTDEDSLIEIICSR 75 99.983 Carbamidomethyl (C)[14] Mascot
1840.9739 1840.7905 -0.1834 -100 193 207 WISIMTERSVPHLQK Oxidation (M)[5] Mascot

2012.96 2012.7955 -0.1645 -82 294 309 SLYYYIQQDTKGDYQK Mascot
2155.0667 2154.8896 -0.1771 -82 9 27 AYTNFDAERDALNIETAIK 9 0 Mascot
2155.0667 2154.8896 -0.1771 -82 9 27 AYTNFDAERDALNIETAIK Mascot
2211.0632 2210.9231 -0.1401 -63 96 115 ASMKGLGTDEDSLIEIICS Carbamidomethyl (C)[18], Oxidation (M)[3] Mascot

R

3 annexin A2 [Canis lupus familiaris] gi|50950177 38629.8 6.92 11 286 100 195 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.446 -0.0832 -80 213 220 WISIMTER Mascot
1051.5242 1051.4288 -0.0954 -91 213 220 WISIMTER Oxidation (M)[5] Mascot
1111.5531 1111.462 -0.0911 -82 69 77 QDIAFAYQR Mascot
1244.6229 1244.5243 -0.0986 -79 136 145 TNQELQEINR Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR 68 99.923 Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR Mascot
1725.8303 1725.6908 -0.1395 -81 64 77 SNEQRQDIAFAYQR Mascot
1725.8303 1725.6908 -0.1395 -81 64 77 SNEQRQDIAFAYQR 44 78.489 Mascot
1771.9912 1771.8176 -0.1736 -98 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR 75 99.983 Carbamidomethyl (C)[14] Mascot
1844.9025 1844.7552 -0.1473 -80 11 28 LSLEGDHSTPPSAYGSV Mascot

K
2012.96 2012.7955 -0.1645 -82 314 329 SLYYYIQQDTKGDYQK Mascot

2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK 9 0 Mascot
2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK Mascot
2211.0632 2210.9231 -0.1401 -63 116 135 ASMKGLGTDEDSLIEIICS Carbamidomethyl (C)[18], Oxidation (M)[3] Mascot

R

4 RecName: Full=Annexin A2; AltName: Full=Annexin-2 gi|122144928 38596.6 6.49 11 285 100 194 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.446 -0.0832 -80 213 220 WISIMTER Mascot
1051.5242 1051.4288 -0.0954 -91 213 220 WISIMTER Oxidation (M)[5] Mascot
1111.5531 1111.462 -0.0911 -82 69 77 QDIAFAYQR Mascot
1244.6229 1244.5243 -0.0986 -79 136 145 TNQELQEINR Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR 68 99.923 Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR Mascot
1725.8303 1725.6908 -0.1395 -81 64 77 SNEQRQDIAFAYQR Mascot
1725.8303 1725.6908 -0.1395 -81 64 77 SNEQRQDIAFAYQR 44 78.489 Mascot
1771.9912 1771.8176 -0.1736 -98 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR 75 99.983 Carbamidomethyl (C)[14] Mascot
1844.9025 1844.7552 -0.1473 -80 11 28 LSLEGDHSTPPSAYGSV Mascot

K
2012.96 2012.7955 -0.1645 -82 314 329 SLYYYIQQDTKGDYQK Mascot

2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK 9 0 Mascot
2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK Mascot
2211.0632 2210.9231 -0.1401 -63 116 135 ASMKGLGTDEDSLIEIICS Carbamidomethyl (C)[18], Oxidation (M)[3] Mascot

R

5 hypothetical protein PANDA_012075 [Ailuropoda gi|281347430 34788 8.67 10 284 100 195 100
melanoleuca]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.446 -0.0832 -80 197 204 WISIMTER Mascot
1051.5242 1051.4288 -0.0954 -91 197 204 WISIMTER Oxidation (M)[5] Mascot
1111.5531 1111.462 -0.0911 -82 53 61 QDIAFAYQR Mascot
1244.6229 1244.5243 -0.0986 -79 120 129 TNQELQEINR Mascot
1542.8486 1542.7255 -0.1231 -80 34 47 GVDEVTIVNILTNR 68 99.923 Mascot
1542.8486 1542.7255 -0.1231 -80 34 47 GVDEVTIVNILTNR Mascot
1725.8303 1725.6908 -0.1395 -81 48 61 SNEQRQDIAFAYQR Mascot
1725.8303 1725.6908 -0.1395 -81 48 61 SNEQRQDIAFAYQR 44 78.489 Mascot
1771.9912 1771.8176 -0.1736 -98 32 47 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.7229 -0.1407 -79 104 119 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.7229 -0.1407 -79 104 119 GLGTDEDSLIEIICSR 75 99.983 Carbamidomethyl (C)[14] Mascot
2155.0667 2154.8896 -0.1771 -82 13 31 AYTNFDAERDALNIETAIK 9 0 Mascot
2155.0667 2154.8896 -0.1771 -82 13 31 AYTNFDAERDALNIETAIK Mascot
2211.0632 2210.9231 -0.1401 -63 100 119 ASMKGLGTDEDSLIEIICS Carbamidomethyl (C)[18], Oxidation (M)[3] Mascot

R
2298.0786 2297.9404 -0.1382 -60 1 21 HSTPPSAYGSVKAYTNF Mascot

DAER
2298.0786 2297.9404 -0.1382 -60 1 21 HSTPPSAYGSVKAYTNF Mascot

DAER

6 annexin A2 [Sus scrofa] gi|54020966 38509.6 6.49 9 262 100 195 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.446 -0.0832 -80 213 220 WISIMTER Mascot
1051.5242 1051.4288 -0.0954 -91 213 220 WISIMTER Oxidation (M)[5] Mascot
1111.5531 1111.462 -0.0911 -82 69 77 QDIAFAYQR Mascot
1244.6229 1244.5243 -0.0986 -79 136 145 TNQELQEINR Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR 68 99.923 Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR Mascot
1725.8303 1725.6908 -0.1395 -81 64 77 SNEQRQDIAFAYQR Mascot



1725.8303 1725.6908 -0.1395 -81 64 77 SNEQRQDIAFAYQR 44 78.489 Mascot
1771.9912 1771.8176 -0.1736 -98 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR 75 99.983 Carbamidomethyl (C)[14] Mascot

1777.7229 Mascot
2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK 9 0 Mascot
2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK Mascot
2211.0632 2210.9231 -0.1401 -63 116 135 ASMKGLGTDEDSLIEIICS Carbamidomethyl (C)[18], Oxidation (M)[3] Mascot

R

7 Annexin A2 [Homo sapiens] gi|18645167 38551.8 7.57 12 253 100 152 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.446 -0.0832 -80 213 220 WISIMTER Mascot
1051.5242 1051.4288 -0.0954 -91 213 220 WISIMTER Oxidation (M)[5] Mascot
1111.5531 1111.462 -0.0911 -82 69 77 QDIAFAYQR Mascot
1244.6229 1244.5243 -0.0986 -79 136 145 TNQELQEINR Mascot

1395.697 1395.6287 -0.0683 -49 291 302 IMASRSEVDMLK Oxidation (M)[2] Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR 68 99.923 Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR Mascot
1771.9912 1771.8176 -0.1736 -98 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR 75 99.983 Carbamidomethyl (C)[14] Mascot
1840.9739 1840.7905 -0.1834 -100 213 227 WISIMTERSVPHLQK Oxidation (M)[5] Mascot
1844.9025 1844.7552 -0.1473 -80 11 28 LSLEGDHSTPPSAYGSV Mascot

K
2012.96 2012.7955 -0.1645 -82 314 329 SLYYYIQQDTKGDYQK Mascot

2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK 9 0 Mascot
2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK Mascot
2211.0632 2210.9231 -0.1401 -63 116 135 ASMKGLGTDEDSLIEIICS Carbamidomethyl (C)[18], Oxidation (M)[3] Mascot

R

8 unnamed protein product [Homo sapiens] gi|194388544 21656.1 5.98 9 243 100 152 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1111.5531 1111.462 -0.0911 -82 69 77 QDIAFAYQR Mascot
1244.6229 1244.5243 -0.0986 -79 136 145 TNQELQEINR Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR 68 99.923 Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR Mascot
1771.9912 1771.8176 -0.1736 -98 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR 75 99.983 Carbamidomethyl (C)[14] Mascot
1844.9025 1844.7552 -0.1473 -80 11 28 LSLEGDHSTPPSAYGSV Mascot

K
2012.96 2012.7955 -0.1645 -82 169 184 SLYYYIQQDTKGDYQK Mascot

2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK 9 0 Mascot
2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK Mascot
2211.0632 2210.9231 -0.1401 -63 116 135 ASMKGLGTDEDSLIEIICS Carbamidomethyl (C)[18], Oxidation (M)[3] Mascot

R

9 annexin A2 isoform 2 [Homo sapiens] gi|4757756 38579.8 7.57 11 242 100 152 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.446 -0.0832 -80 213 220 WISIMTER Mascot
1051.5242 1051.4288 -0.0954 -91 213 220 WISIMTER Oxidation (M)[5] Mascot
1111.5531 1111.462 -0.0911 -82 69 77 QDIAFAYQR Mascot
1244.6229 1244.5243 -0.0986 -79 136 145 TNQELQEINR Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR 68 99.923 Mascot
1542.8486 1542.7255 -0.1231 -80 50 63 GVDEVTIVNILTNR Mascot
1771.9912 1771.8176 -0.1736 -98 48 63 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.7229 -0.1407 -79 120 135 GLGTDEDSLIEIICSR 75 99.983 Carbamidomethyl (C)[14] Mascot
1840.9739 1840.7905 -0.1834 -100 213 227 WISIMTERSVPHLQK Oxidation (M)[5] Mascot
1844.9025 1844.7552 -0.1473 -80 11 28 LSLEGDHSTPPSAYGSV Mascot

K
2012.96 2012.7955 -0.1645 -82 314 329 SLYYYIQQDTKGDYQK Mascot

2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK 9 0 Mascot
2155.0667 2154.8896 -0.1771 -82 29 47 AYTNFDAERDALNIETAIK Mascot
2211.0632 2210.9231 -0.1401 -63 116 135 ASMKGLGTDEDSLIEIICS Carbamidomethyl (C)[18], Oxidation (M)[3] Mascot

R

10 Annexin A2 [Homo sapiens] gi|73909156 40502.8 8.41 11 241 100 152 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1035.5292 1035.446 -0.0832 -80 231 238 WISIMTER Mascot
1051.5242 1051.4288 -0.0954 -91 231 238 WISIMTER Oxidation (M)[5] Mascot
1111.5531 1111.462 -0.0911 -82 87 95 QDIAFAYQR Mascot
1244.6229 1244.5243 -0.0986 -79 154 163 TNQELQEINR Mascot
1542.8486 1542.7255 -0.1231 -80 68 81 GVDEVTIVNILTNR 68 99.923 Mascot
1542.8486 1542.7255 -0.1231 -80 68 81 GVDEVTIVNILTNR Mascot
1771.9912 1771.8176 -0.1736 -98 66 81 TKGVDEVTIVNILTNR Mascot
1777.8636 1777.7229 -0.1407 -79 138 153 GLGTDEDSLIEIICSR Carbamidomethyl (C)[14] Mascot
1777.8636 1777.7229 -0.1407 -79 138 153 GLGTDEDSLIEIICSR 75 99.986 Carbamidomethyl (C)[14] Mascot
1840.9739 1840.7905 -0.1834 -100 231 245 WISIMTERSVPHLQK Oxidation (M)[5] Mascot
1844.9025 1844.7552 -0.1473 -80 29 46 LSLEGDHSTPPSAYGSV Mascot

K
2012.96 2012.7955 -0.1645 -82 332 347 SLYYYIQQDTKGDYQK Mascot

2155.0667 2154.8896 -0.1771 -82 47 65 AYTNFDAERDALNIETAIK 9 0 Mascot
2155.0667 2154.8896 -0.1771 -82 47 65 AYTNFDAERDALNIETAIK Mascot
2211.0632 2210.9231 -0.1401 -63 134 153 ASMKGLGTDEDSLIEIICS Carbamidomethyl (C)[18], Oxidation (M)[3] Mascot

R

Gel Idx/Pos 52/C3 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 phosphoglycerate mutase 1 [Bos taurus] gi|77404217 28833.8 6.67 16 894 100 698 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1059.5581 1059.4581 -0.1 -94 91 100 HYGGLTGLNK Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR 81 99.997 Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR Mascot
1306.7701 1306.6647 -0.1054 -81 180 191 RVLIAAHGNSLR Mascot
1342.6134 1342.5052 -0.1082 -81 11 21 HGESTWNLENR Mascot
1342.6134 1342.5052 -0.1082 -81 11 21 HGESTWNLENR 110 100 Mascot
1630.8547 1630.7222 -0.1325 -81 91 106 HYGGLTGLNKAETAAK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK 75 99.986 Mascot
1779.7894 1779.6439 -0.1455 -82 47 61 DAGYEFDICFTSVQK Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR 137 100 Carbamidomethyl (C)[9] Mascot

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA Mascot
K

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA 74 99.985 Mascot
K

2115.1267 2114.9575 -0.1692 -80 223 240 NLKPIKPMQFLGDEETVR Mascot
2131.1216 2130.9534 -0.1682 -79 223 240 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA 111 100 Mascot
KR

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA Mascot



KR
2243.2217 2243.0417 -0.18 -80 223 241 NLKPIKPMQFLGDEETVR Mascot

K
2259.2166 2259.0383 -0.1783 -79 223 241 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot

K
2362.1133 2361.9282 -0.1851 -78 41 61 GGQALRDAGYEFDICFTS Carbamidomethyl (C)[15] Mascot

VQK
2417.1118 2416.927 -0.1848 -76 118 138 SYDVPPPPMEPDHPFYS Mascot

NISK
2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT Carbamidomethyl (C)[12] Mascot

IAR
2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT 110 100 Carbamidomethyl (C)[12] Mascot

IAR
2433.1067 2432.917 -0.1897 -78 118 138 SYDVPPPPMEPDHPFYS Oxidation (M)[9] Mascot

NISK
2573.2129 2573.0076 -0.2053 -80 117 138 RSYDVPPPPMEPDHPFY Mascot

SNISK
2589.2078 2589.0083 -0.1995 -77 117 138 RSYDVPPPPMEPDHPFY Oxidation (M)[10] Mascot

SNISK

2 unnamed protein product [Mus musculus] gi|12844989 28684.8 6.67 15 768 100 588 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1059.5581 1059.4581 -0.1 -94 91 100 HYGGLTGLNK Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR 81 99.997 Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR Mascot
1306.7701 1306.6647 -0.1054 -81 180 191 RVLIAAHGNSLR Mascot
1630.8547 1630.7222 -0.1325 -81 91 106 HYGGLTGLNKAETAAK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK 75 99.986 Mascot
1779.7894 1779.6439 -0.1455 -82 47 61 DAGYEFDICFTSVQK Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR 137 100 Carbamidomethyl (C)[9] Mascot

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA Mascot
K

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA 74 99.985 Mascot
K

2115.1267 2114.9575 -0.1692 -80 223 240 NLKPIKPMQFLGDEETVR Mascot
2131.1216 2130.9534 -0.1682 -79 223 240 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA 111 100 Mascot
KR

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA Mascot
KR

2243.2217 2243.0417 -0.18 -80 223 241 NLKPIKPMQFLGDEETVR Mascot
K

2259.2166 2259.0383 -0.1783 -79 223 241 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot
K

2362.1133 2361.9282 -0.1851 -78 41 61 GGQALRDAGYEFDICFTS Carbamidomethyl (C)[15] Mascot
VQK

2417.1118 2416.927 -0.1848 -76 118 138 SYDVPPPPMEPDHPFYS Mascot
NISK

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT Carbamidomethyl (C)[12] Mascot
IAR

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT 110 100 Carbamidomethyl (C)[12] Mascot
IAR

2433.1067 2432.917 -0.1897 -78 118 138 SYDVPPPPMEPDHPFYS Oxidation (M)[9] Mascot
NISK

2573.2129 2573.0076 -0.2053 -80 117 138 RSYDVPPPPMEPDHPFY Mascot
SNISK

2589.2078 2589.0083 -0.1995 -77 117 138 RSYDVPPPPMEPDHPFY Oxidation (M)[10] Mascot
SNISK

3 PREDICTED: phosphoglycerate mutase 1-like isoform 2 gi|194041795 28971.9 6.67 15 767 100 588 100
[Sus scrofa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1059.5581 1059.4581 -0.1 -94 91 100 HYGGLTGLNK Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR 81 99.997 Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR Mascot
1306.7701 1306.6647 -0.1054 -81 180 191 RVLIAAHGNSLR Mascot
1630.8547 1630.7222 -0.1325 -81 91 106 HYGGLTGLNKAETAAK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK 75 99.986 Mascot
1779.7894 1779.6439 -0.1455 -82 47 61 DAGYEFDICFTSVQK Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR 137 100 Carbamidomethyl (C)[9] Mascot

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA Mascot
K

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA 74 99.985 Mascot
K

2115.1267 2114.9575 -0.1692 -80 223 240 NLKPIKPMQFLGDEETVR Mascot
2131.1216 2130.9534 -0.1682 -79 223 240 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA 111 100 Mascot
KR

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA Mascot
KR

2243.2217 2243.0417 -0.18 -80 223 241 NLKPIKPMQFLGDEETVR Mascot
K

2259.2166 2259.0383 -0.1783 -79 223 241 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot
K

2362.1133 2361.9282 -0.1851 -78 41 61 GGQALRDAGYEFDICFTS Carbamidomethyl (C)[15] Mascot
VQK

2417.1118 2416.927 -0.1848 -76 118 138 SYDVPPPPMEPDHPFYS Mascot
NISK

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT Carbamidomethyl (C)[12] Mascot
IAR

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT 110 100 Carbamidomethyl (C)[12] Mascot
IAR

2433.1067 2432.917 -0.1897 -78 118 138 SYDVPPPPMEPDHPFYS Oxidation (M)[9] Mascot
NISK

2573.2129 2573.0076 -0.2053 -80 117 138 RSYDVPPPPMEPDHPFY Mascot
SNISK

2589.2078 2589.0083 -0.1995 -77 117 138 RSYDVPPPPMEPDHPFY Oxidation (M)[10] Mascot
SNISK

4 Chain A, Crystal Structure Of Human B Type gi|67464262 29850.3 6.68 15 766 100 588 100
Phosphoglycerate Mutase
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1059.5581 1059.4581 -0.1 -94 91 100 HYGGLTGLNK Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR 81 99.997 Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR Mascot
1306.7701 1306.6647 -0.1054 -81 180 191 RVLIAAHGNSLR Mascot
1630.8547 1630.7222 -0.1325 -81 91 106 HYGGLTGLNKAETAAK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK 75 99.986 Mascot
1779.7894 1779.6439 -0.1455 -82 47 61 DAGYEFDICFTSVQK Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR 137 100 Carbamidomethyl (C)[9] Mascot



1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA Mascot
K

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA 74 99.985 Mascot
K

2115.1267 2114.9575 -0.1692 -80 223 240 NLKPIKPMQFLGDEETVR Mascot
2131.1216 2130.9534 -0.1682 -79 223 240 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA 111 100 Mascot
KR

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA Mascot
KR

2243.2217 2243.0417 -0.18 -80 223 241 NLKPIKPMQFLGDEETVR Mascot
K

2259.2166 2259.0383 -0.1783 -79 223 241 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot
K

2362.1133 2361.9282 -0.1851 -78 41 61 GGQALRDAGYEFDICFTS Carbamidomethyl (C)[15] Mascot
VQK

2417.1118 2416.927 -0.1848 -76 118 138 SYDVPPPPMEPDHPFYS Mascot
NISK

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT Carbamidomethyl (C)[12] Mascot
IAR

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT 110 100 Carbamidomethyl (C)[12] Mascot
IAR

2433.1067 2432.917 -0.1897 -78 118 138 SYDVPPPPMEPDHPFYS Oxidation (M)[9] Mascot
NISK

2573.2129 2573.0076 -0.2053 -80 117 138 RSYDVPPPPMEPDHPFY Mascot
2573.0076 Mascot

SNISK
2589.2078 2589.0083 -0.1995 -77 117 138 RSYDVPPPPMEPDHPFY Oxidation (M)[10] Mascot

SNISK

5 PREDICTED: similar to Phosphoglycerate mutase 1 gi|57107225 28803.8 6.67 15 765 100 588 100
(Phosphoglycerate mutase isozyme B) (PGAM-B)
(BPG-d
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1059.5581 1059.4581 -0.1 -94 91 100 HYGGLTGLNK Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR 81 99.997 Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR Mascot
1306.7701 1306.6647 -0.1054 -81 180 191 RVLIAAHGNSLR Mascot
1630.8547 1630.7222 -0.1325 -81 91 106 HYGGLTGLNKAETAAK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK 75 99.986 Mascot
1779.7894 1779.6439 -0.1455 -82 47 61 DAGYEFDICFTSVQK Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR 137 100 Carbamidomethyl (C)[9] Mascot

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA Mascot
K

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA 74 99.985 Mascot
K

2115.1267 2114.9575 -0.1692 -80 223 240 NLKPIKPMQFLGDEETVR Mascot
2131.1216 2130.9534 -0.1682 -79 223 240 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA 111 100 Mascot
KR

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA Mascot
KR

2243.2217 2243.0417 -0.18 -80 223 241 NLKPIKPMQFLGDEETVR Mascot
K

2259.2166 2259.0383 -0.1783 -79 223 241 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot
K

2362.1133 2361.9282 -0.1851 -78 41 61 GGQALRDAGYEFDICFTS Carbamidomethyl (C)[15] Mascot
VQK

2417.1118 2416.927 -0.1848 -76 118 138 SYDVPPPPMEPDHPFYS Mascot
NISK

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT Carbamidomethyl (C)[12] Mascot
IAR

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT 110 100 Carbamidomethyl (C)[12] Mascot
IAR

2433.1067 2432.917 -0.1897 -78 118 138 SYDVPPPPMEPDHPFYS Oxidation (M)[9] Mascot
NISK

2573.2129 2573.0076 -0.2053 -80 117 138 RSYDVPPPPMEPDHPFY Mascot
SNISK

2589.2078 2589.0083 -0.1995 -77 117 138 RSYDVPPPPMEPDHPFY Oxidation (M)[10] Mascot
SNISK

6 PREDICTED: phosphoglycerate mutase 1-like isoform 1 gi|296207982 28827.9 6.67 14 751 100 588 100
[Callithrix jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1059.5581 1059.4581 -0.1 -94 91 100 HYGGLTGLNK Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR 81 99.997 Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR Mascot
1306.7701 1306.6647 -0.1054 -81 180 191 RVLIAAHGNSLR Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK 75 99.986 Mascot
1779.7894 1779.6439 -0.1455 -82 47 61 DAGYEFDICFTSVQK Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR 137 100 Carbamidomethyl (C)[9] Mascot

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA Mascot
K

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA 74 99.985 Mascot
K

2115.1267 2114.9575 -0.1692 -80 223 240 NLKPIKPMQFLGDEETVR Mascot
2131.1216 2130.9534 -0.1682 -79 223 240 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA 111 100 Mascot
KR

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA Mascot
KR

2243.2217 2243.0417 -0.18 -80 223 241 NLKPIKPMQFLGDEETVR Mascot
K

2259.2166 2259.0383 -0.1783 -79 223 241 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot
K

2362.1133 2361.9282 -0.1851 -78 41 61 GGQALRDAGYEFDICFTS Carbamidomethyl (C)[15] Mascot
VQK

2417.1118 2416.927 -0.1848 -76 118 138 SYDVPPPPMEPDHPFYS Mascot
NISK

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT Carbamidomethyl (C)[12] Mascot
IAR

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT 110 100 Carbamidomethyl (C)[12] Mascot
IAR

2433.1067 2432.917 -0.1897 -78 118 138 SYDVPPPPMEPDHPFYS Oxidation (M)[9] Mascot
NISK

2573.2129 2573.0076 -0.2053 -80 117 138 RSYDVPPPPMEPDHPFY Mascot
SNISK

2589.2078 2589.0083 -0.1995 -77 117 138 RSYDVPPPPMEPDHPFY Oxidation (M)[10] Mascot
SNISK

7 PREDICTED: phosphoglycerate mutase 1 isoform 1 gi|297302417 25963.3 5.92 13 741 100 588 100
[Macaca mulatta]
Peptide Information



Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type
Seq. Seq. Score

1150.6691 1150.5753 -0.0938 -82 156 166 VLIAAHGNSLR 81 99.997 Mascot
1150.6691 1150.5753 -0.0938 -82 156 166 VLIAAHGNSLR Mascot
1306.7701 1306.6647 -0.1054 -81 155 166 RVLIAAHGNSLR Mascot
1683.9104 1683.7678 -0.1426 -85 138 151 ALPFWNEEIVPQIK Mascot
1683.9104 1683.7678 -0.1426 -85 138 151 ALPFWNEEIVPQIK 75 99.986 Mascot
1779.7894 1779.6439 -0.1455 -82 47 61 DAGYEFDICFTSVQK Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR 137 100 Carbamidomethyl (C)[9] Mascot

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA Mascot
K

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA 74 99.985 Mascot
K

2115.1267 2114.9575 -0.1692 -80 198 215 NLKPIKPMQFLGDEETVR Mascot
2131.1216 2130.9534 -0.1682 -79 198 215 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA 111 100 Mascot
KR

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA Mascot
KR

2243.2217 2243.0417 -0.18 -80 198 216 NLKPIKPMQFLGDEETVR Mascot
K

2259.2166 2259.0383 -0.1783 -79 198 216 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot
K

2362.1133 2361.9282 -0.1851 -78 41 61 GGQALRDAGYEFDICFTS Carbamidomethyl (C)[15] Mascot
VQK

2417.1118 2416.927 -0.1848 -76 93 113 SYDVPPPPMEPDHPFYS Mascot
NISK

2425.155 2424.9614 -0.1936 -80 117 137 YADLTEDQLPSCESLKDT Carbamidomethyl (C)[12] Mascot
IAR

2425.155 2424.9614 -0.1936 -80 117 137 YADLTEDQLPSCESLKDT 110 100 Carbamidomethyl (C)[12] Mascot
IAR

2433.1067 2432.917 -0.1897 -78 93 113 SYDVPPPPMEPDHPFYS Oxidation (M)[9] Mascot
NISK

2573.2129 2573.0076 -0.2053 -80 92 113 RSYDVPPPPMEPDHPFY Mascot
SNISK

2589.2078 2589.0083 -0.1995 -77 92 113 RSYDVPPPPMEPDHPFY Oxidation (M)[10] Mascot
SNISK

8 PREDICTED: similar to Phosphoglycerate mutase 1 gi|73998120 25882.2 5.92 13 738 100 588 100
(Phosphoglycerate mutase isozyme B) (PGAM-B)
(BPG-d
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1150.6691 1150.5753 -0.0938 -82 155 165 VLIAAHGNSLR 81 99.997 Mascot
1150.6691 1150.5753 -0.0938 -82 155 165 VLIAAHGNSLR Mascot
1306.7701 1306.6647 -0.1054 -81 154 165 RVLIAAHGNSLR Mascot
1683.9104 1683.7678 -0.1426 -85 137 150 ALPFWNEEIVPQIK Mascot
1683.9104 1683.7678 # -0.1426 -85 137 150 ALPFWNEEIVPQIK 75 99.986 Mascot Mascot
1779.7894 1779.6439 -0.1455 -82 47 61 DAGYEFDICFTSVQK Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR 137 100 Carbamidomethyl (C)[9] Mascot

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA Mascot
K

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA 74 99.985 Mascot
K

2115.1267 2114.9575 -0.1692 -80 197 214 NLKPIKPMQFLGDEETVR Mascot
2131.1216 2130.9534 -0.1682 -79 197 214 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA 111 100 Mascot
KR

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA Mascot
KR

2243.2217 2243.0417 -0.18 -80 197 215 NLKPIKPMQFLGDEETVR Mascot
K

2259.2166 2259.0383 -0.1783 -79 197 215 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot
K

2362.1133 2361.9282 -0.1851 -78 41 61 GGQALRDAGYEFDICFTS Carbamidomethyl (C)[15] Mascot
VQK

2417.1118 2416.927 -0.1848 -76 92 112 SYDVPPPPMEPDHPFYS Mascot
NISK

2425.155 2424.9614 -0.1936 -80 116 136 YADLTEDQLPSCESLKDT Carbamidomethyl (C)[12] Mascot
IAR

2425.155 2424.9614 -0.1936 -80 116 136 YADLTEDQLPSCESLKDT 110 100 Carbamidomethyl (C)[12] Mascot
IAR

2433.1067 2432.917 -0.1897 -78 92 112 SYDVPPPPMEPDHPFYS Oxidation (M)[9] Mascot
NISK

2573.2129 2573.0076 -0.2053 -80 91 112 RSYDVPPPPMEPDHPFY Mascot
SNISK

2589.2078 2589.0083 -0.1995 -77 91 112 RSYDVPPPPMEPDHPFY Oxidation (M)[10] Mascot
SNISK

9 phosphoglycerate mutase type B subunit [Rattus sp.] gi|8248819 28827.9 7.07 13 735 100 588 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR 81 99.997 Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR Mascot
1306.7701 1306.6647 -0.1054 -81 180 191 RVLIAAHGNSLR Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK 75 99.986 Mascot
1779.7894 1779.6439 -0.1455 -82 47 61 DAGYEFDICFTSVQK Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR 137 100 Carbamidomethyl (C)[9] Mascot

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA Mascot
K

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA 74 99.985 Mascot
K

2115.1267 2114.9575 -0.1692 -80 223 240 NLKPIKPMQFLGDEETVR Mascot
2131.1216 2130.9534 -0.1682 -79 223 240 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA 111 100 Mascot
KR

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA Mascot
KR

2243.2217 2243.0417 -0.18 -80 223 241 NLKPIKPMQFLGDEETVR Mascot
K

2259.2166 2259.0383 -0.1783 -79 223 241 NLKPIKPMQFLGDEETVR Oxidation (M)[8] Mascot
K

2362.1133 2361.9282 -0.1851 -78 41 61 GGQALRDAGYEFDICFTS Carbamidomethyl (C)[15] Mascot
VQK

2417.1118 2416.927 -0.1848 -76 118 138 SYDVPPPPMEPDHPFYS Mascot
NISK

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT Carbamidomethyl (C)[12] Mascot
IAR

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT 110 100 Carbamidomethyl (C)[12] Mascot
IAR

2433.1067 2432.917 -0.1897 -78 118 138 SYDVPPPPMEPDHPFYS Oxidation (M)[9] Mascot
NISK

2573.2129 2573.0076 -0.2053 -80 117 138 RSYDVPPPPMEPDHPFY Mascot
SNISK



2589.2078 2589.0083 -0.1995 -77 117 138 RSYDVPPPPMEPDHPFY Oxidation (M)[10] Mascot
SNISK

10 phosphoglycerate mutase 1 [Pongo abelii] gi|197099877 28759.8 6.67 13 730 100 588 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1059.5581 1059.4581 -0.1 -94 91 100 HYGGLTGLNK Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR 81 99.997 Mascot
1150.6691 1150.5753 -0.0938 -82 181 191 VLIAAHGNSLR Mascot
1306.7701 1306.6647 -0.1054 -81 180 191 RVLIAAHGNSLR Mascot
1630.8547 1630.7222 -0.1325 -81 91 106 HYGGLTGLNKAETAAK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK Mascot
1683.9104 1683.7678 -0.1426 -85 163 176 ALPFWNEEIVPQIK 75 99.986 Mascot
1779.7894 1779.6439 -0.1455 -82 47 61 DAGYEFDICFTSVQK Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR Carbamidomethyl (C)[9] Mascot
1935.8905 1935.7341 -0.1564 -81 47 62 DAGYEFDICFTSVQKR 137 100 Carbamidomethyl (C)[9] Mascot

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA Mascot
K

1979.877 1979.7152 -0.1618 -82 22 39 FSGWYDADLSPAGHEEA 74 99.985 Mascot
K

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA 111 100 Mascot
KR

2135.978 2135.8044 -0.1736 -81 22 40 FSGWYDADLSPAGHEEA Mascot
KR

2362.1133 2361.9282 -0.1851 -78 41 61 GGQALRDAGYEFDICFTS Carbamidomethyl (C)[15] Mascot
VQK

2417.1118 2416.927 # -0.1848 -76 118 138 SYDVPPPPMEPDHPFYS Mascot Mascot
NISK

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT Carbamidomethyl (C)[12] Mascot
IAR

2425.155 2424.9614 -0.1936 -80 142 162 YADLTEDQLPSCESLKDT 110 100 Carbamidomethyl (C)[12] Mascot
IAR

2433.1067 2432.917 -0.1897 -78 118 138 SYDVPPPPMEPDHPFYS Oxidation (M)[9] Mascot
NISK

2573.2129 2573.0076 -0.2053 -80 117 138 RSYDVPPPPMEPDHPFY Mascot
SNISK

2589.2078 2589.0083 -0.1995 -77 117 138 RSYDVPPPPMEPDHPFY Oxidation (M)[10] Mascot
SNISK

Gel Idx/Pos 64/C4 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 PREDICTED: thioredoxin-dependent peroxide gi|194042134 26582.7 6.79 4 277 100 248 100
reductase, mitochondrial isoform 2 [Sus scrofa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1206.6589 1206.5798 -0.0791 -66 184 194 HLSVNDLPVGR Mascot
1206.6589 1206.5798 -0.0791 -66 184 194 HLSVNDLPVGR 74 99.974 Mascot
1285.7515 1285.6603 -0.0912 -71 172 183 GLFIIDPNGVIK 46 82.032 Mascot
1285.7515 1285.6603 -0.0912 -71 172 183 GLFIIDPNGVIK Mascot
1329.7419 1329.6012 -0.1407 -106 1 14 MAAAAAAAAGRLLR Oxidation (M)[1] Mascot
1329.7419 1329.6012 -0.1407 -106 1 14 MAAAAAAAAGRLLR Oxidation (M)[1] Mascot
1472.8107 1472.7192 -0.0915 -62 158 171 DYGVLLEGPGLALR Mascot
1472.8107 1472.7192 -0.0915 -62 158 171 DYGVLLEGPGLALR 128 100 Mascot

2 PREDICTED: thioredoxin-dependent peroxide gi|194042132 28453.6 7.21 4 275 100 248 100
reductase, mitochondrial isoform 1 [Sus scrofa]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1206.6589 1206.5798 -0.0791 -66 202 212 HLSVNDLPVGR Mascot
1206.6589 1206.5798 -0.0791 -66 202 212 HLSVNDLPVGR 74 99.974 Mascot
1285.7515 1285.6603 -0.0912 -71 190 201 GLFIIDPNGVIK 46 82.032 Mascot
1285.7515 1285.6603 -0.0912 -71 190 201 GLFIIDPNGVIK Mascot
1329.7419 1329.6012 -0.1407 -106 1 14 MAAAAAAAAGRLLR Oxidation (M)[1] Mascot
1329.7419 1329.6012 -0.1407 -106 1 14 MAAAAAAAAGRLLR Oxidation (M)[1] Mascot
1472.8107 1472.7192 -0.0915 -62 176 189 DYGVLLEGPGLALR Mascot
1472.8107 1472.7192 -0.0915 -62 176 189 DYGVLLEGPGLALR 128 100 Mascot

3 Chain A, Crystal Strucutre Analysis Of Bovine gi|78101145 24318.3 6.08 3 268 100 248 100
Mitochondrial Peroxiredoxin Iii
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1206.6589 1206.5798 -0.0791 -66 161 171 HLSVNDLPVGR Mascot
1206.6589 1206.5798 -0.0791 -66 161 171 HLSVNDLPVGR 74 99.974 Mascot
1285.7515 1285.6603 -0.0912 -71 149 160 GLFIIDPNGVIK 46 82.032 Mascot
1285.7515 1285.6603 -0.0912 -71 149 160 GLFIIDPNGVIK Mascot
1472.8107 1472.7192 -0.0915 -62 135 148 DYGVLLEGPGLALR Mascot
1472.8107 1472.7192 -0.0915 -62 135 148 DYGVLLEGPGLALR 128 100 Mascot

4 PREDICTED: thioredoxin-dependent peroxide gi|296221340 26184.5 7.08 3 267 100 248 100
reductase, mitochondrial-like isoform 2 [Callithrix jacch
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1206.6589 1206.5798 -0.0791 -66 180 190 HLSVNDLPVGR Mascot
1206.6589 1206.5798 -0.0791 -66 180 190 HLSVNDLPVGR 74 99.974 Mascot
1285.7515 1285.6603 -0.0912 -71 168 179 GLFIIDPNGVIK 46 82.032 Mascot
1285.7515 1285.6603 -0.0912 -71 168 179 GLFIIDPNGVIK Mascot
1472.8107 1472.7192 -0.0915 -62 154 167 DYGVLLEGPGLALR Mascot
1472.8107 1472.7192 -0.0915 -62 154 167 DYGVLLEGPGLALR 128 100 Mascot

5 unnamed protein product [Macaca fascicularis] gi|90086421 27957.4 8.25 3 266 100 248 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1206.6589 1206.5798 -0.0791 -66 197 207 HLSVNDLPVGR Mascot
1206.6589 1206.5798 -0.0791 -66 197 207 HLSVNDLPVGR 74 99.974 Mascot
1285.7515 1285.6603 -0.0912 -71 185 196 GLFIIDPNGVIK 46 82.032 Mascot
1285.7515 1285.6603 -0.0912 -71 185 196 GLFIIDPNGVIK Mascot
1472.8107 1472.7192 -0.0915 -62 171 184 DYGVLLEGPGLALR Mascot
1472.8107 1472.7192 -0.0915 -62 171 184 DYGVLLEGPGLALR 128 100 Mascot

6 PREDICTED: similar to Thioredoxin-dependent gi|73998671 28143.5 8.33 3 266 100 248 100
peroxide reductase, mitochondrial precursor
(Peroxiredo
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1206.6589 1206.5798 -0.0791 -66 198 208 HLSVNDLPVGR Mascot
1206.6589 1206.5798 -0.0791 -66 198 208 HLSVNDLPVGR 74 99.974 Mascot
1285.7515 1285.6603 -0.0912 -71 186 197 GLFIIDPNGVIK 46 82.032 Mascot
1285.7515 1285.6603 -0.0912 -71 186 197 GLFIIDPNGVIK Mascot
1472.8107 1472.7192 -0.0915 -62 172 185 DYGVLLEGPGIALR Mascot
1472.8107 1472.7192 -0.0915 -62 172 185 DYGVLLEGPGIALR 128 100 Mascot

7 PREDICTED: peroxiredoxin 3-like isoform 2 gi|291404903 25942.6 7.74 3 221 100 202 100
[Oryctolagus cuniculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score



1206.6589 1206.5798 -0.0791 -66 180 190 HLSVNDLPVGR Mascot
1206.6589 1206.5798 -0.0791 -66 180 190 HLSVNDLPVGR 74 99.974 Mascot
1472.8107 1472.7192 -0.0915 -62 154 167 DYGVLLEGPGLALR Mascot
1472.8107 1472.7192 -0.0915 -62 154 167 DYGVLLEGPGLALR 128 100 Mascot
2211.1914 2210.9609 -0.2305 -104 133 153 SGGLGHMNIALLSDLTKQ Oxidation (M)[7] Mascot

IAR

8 PREDICTED: peroxiredoxin 3-like isoform 1 gi|291404901 27480.3 8.33 3 220 100 202 100
[Oryctolagus cuniculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1206.6589 1206.5798 -0.0791 -66 195 205 HLSVNDLPVGR Mascot
1206.6589 1206.5798 -0.0791 -66 195 205 HLSVNDLPVGR 74 99.974 Mascot
1472.8107 1472.7192 -0.0915 -62 169 182 DYGVLLEGPGLALR Mascot
1472.8107 1472.7192 -0.0915 -62 169 182 DYGVLLEGPGLALR 128 100 Mascot
2211.1914 2210.9609 -0.2305 -104 148 168 SGGLGHMNIALLSDLTKQ Oxidation (M)[7] Mascot

IAR

9 PREDICTED: similar to Aop1_Human, gi|126273047 27762.4 8.39 3 192 100 174 100
MER5(Aop1_Mouse)-like protein [Monodelphis
domestica]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1285.7515 1285.6603 -0.0912 -71 185 196 GLFIIDPNGVIK 46 82.032 Mascot
1285.7515 1285.6603 -0.0912 -71 185 196 GLFIIDPNGVIK Mascot
1472.8107 1472.7192 -0.0915 -62 171 184 DYGVLLEGPGLALR Mascot
1472.8107 1472.7192 -0.0915 -62 171 184 DYGVLLEGPGLALR 128 100 Mascot
2211.1914 2210.9609 -0.2305 -104 150 170 SGGLGHMNIALLSDLTKQ Mascot

ISR

10 PREDICTED: hypothetical protein [Ornithorhynchus gi|149453537 27528 6.38 3 192 100 174 100
anatinus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1165.6099 1165.6582 0.0483 41 79 88 ELTLDDFKGK Mascot
1285.7515 1285.6603 -0.0912 -71 180 191 GLFIIDPNGVIK 46 82.032 Mascot
1285.7515 1285.6603 -0.0912 -71 180 191 GLFIIDPNGVIK Mascot
1472.8107 1472.7192 -0.0915 -62 166 179 DYGVLLEGPGLALR Mascot
1472.8107 1472.7192 -0.0915 -62 166 179 DYGVLLEGPGLALR 128 100 Mascot

Gel Idx/Pos 53/C5 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 glutathione S-transferase P [Bos taurus] gi|29135329 23598 6.89 7 588 100 516 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1136.5768 1136.5081 -0.0687 -60 46 55 ASCLYGQLPK Carbamidomethyl (C)[3] Mascot
1536.8209 1536.7285 -0.0924 -60 2 14 PPYTIVYFPVQGR 108 100 Mascot
1536.8209 1536.7285 -0.0924 -60 2 14 PPYTIVYFPVQGR Mascot
1853.9392 1853.8265 -0.1127 -61 56 71 FQDGDLTLYQSNAILR Mascot
1853.9392 1853.8265 -0.1127 -61 56 71 FQDGDLTLYQSNAILR 159 100 Mascot
1964.0963 1963.9735 -0.1228 -63 122 138 ALPQHLKPFETLLSQNK Mascot
1964.0963 1963.9735 -0.1228 -63 122 138 ALPQHLKPFETLLSQNK 82 99.996 Mascot
2155.0593 2154.9292 -0.1301 -60 104 121 YVSLIYTNYEAGKEDYVK 57 98.763 Mascot
2155.0593 2154.9292 -0.1301 -60 104 121 YVSLIYTNYEAGKEDYVK Mascot
2457.2959 2457.1418 -0.1541 -63 162 183 IHQVLAPSCLDSFPLLSA 109 100 Carbamidomethyl (C)[9] Mascot

YVAR
2457.2959 2457.1418 -0.1541 -63 162 183 IHQVLAPSCLDSFPLLSA Carbamidomethyl (C)[9] Mascot

YVAR
2525.3035 2525.1484 -0.1551 -61 139 161 GGQAFIVGDQISFADYNL Mascot

LDLLR

2 RecName: Full=Glutathione S-transferase P; AltName: gi|84029298 23615.1 7.66 9 530 100 426 100
Full=GST class-pi
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1136.5768 1136.5081 -0.0687 -60 46 55 ASCLYGQLPK Carbamidomethyl (C)[3] Mascot
1150.6215 1150.5551 -0.0664 -58 76 85 TLGLYGKDQR Mascot
1150.6215 1150.5551 -0.0664 -58 76 85 TLGLYGKDQR 76 99.984 Mascot
1745.8374 1745.7333 -0.1041 -60 86 101 EAALVDMVNDGVEDLR Mascot
1761.8323 1761.7261 -0.1062 -60 86 101 EAALVDMVNDGVEDLR Oxidation (M)[7] Mascot
1853.9392 1853.8265 -0.1127 -61 56 71 FQDGDLTLYQSNAILR Mascot
1853.9392 1853.8265 -0.1127 -61 56 71 FQDGDLTLYQSNAILR 159 100 Mascot
1964.0963 1963.9735 -0.1228 -63 122 138 ALPQHLKPFETLLSQNK Mascot
1964.0963 1963.9735 -0.1228 -63 122 138 ALPQHLKPFETLLSQNK 82 99.996 Mascot

2033.963 2033.853 -0.11 -54 86 103 EAALVDMVNDGVEDLRC Carbamidomethyl (C)[17] Mascot
K

2049.958 2049.9194 -0.0386 -19 86 103 EAALVDMVNDGVEDLRC Carbamidomethyl (C)[17], Oxidation (M)[7] Mascot
K

2164.0312 2164.0322 0.001 0 2 19 ASYTIVYFPVQGRCEAM Carbamidomethyl (C)[14], Oxidation (M)[17] Mascot
R

2457.2959 2457.1418 -0.1541 -63 162 183 IHQVLAPSCLDSFPLLSA 109 100 Carbamidomethyl (C)[9] Mascot
YVAR

2457.2959 2457.1418 -0.1541 -63 162 183 IHQVLAPSCLDSFPLLSA Carbamidomethyl (C)[9] Mascot
YVAR

2525.3035 2525.1484 -0.1551 -61 139 161 GGQAFIVGDQISFADYNL Mascot
LDLLR

3 PREDICTED: glutathione S-transferase P-like [Callithrix gi|296218948 28135.4 8.52 3 254 100 235 100
jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1136.5768 1136.5081 -0.0687 -60 91 100 ASCLYGQLPK Carbamidomethyl (C)[3] Mascot
1150.6215 1150.5551 -0.0664 -58 121 130 TLGLYGKDQR Mascot
1150.6215 1150.5551 -0.0664 -58 121 130 TLGLYGKDQR 76 99.984 Mascot
1853.9392 1853.8265 -0.1127 -61 101 116 FQDGDLTLYQSNAILR Mascot
1853.9392 1853.8265 -0.1127 -61 101 116 FQDGDLTLYQSNAILR 159 100 Mascot

4 PREDICTED: glutathione S-transferase P-like [Callithrix gi|296212596 23517 6.89 3 253 100 235 100
jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1136.5768 1136.5081 -0.0687 -60 46 55 ASCLYGQLPK Carbamidomethyl (C)[3] Mascot
1150.6215 1150.5551 -0.0664 -58 76 85 TLGLYGKDQR Mascot
1150.6215 1150.5551 -0.0664 -58 76 85 TLGLYGKDQR 76 99.984 Mascot
1853.9392 1853.8265 -0.1127 -61 56 71 FQDGDLTLYQSNAILR Mascot
1853.9392 1853.8265 -0.1127 -61 56 71 FQDGDLTLYQSNAILR 159 100 Mascot

5 PREDICTED: glutathione S-transferase pi 1-like gi|291416166 23477.2 7.68 3 205 100 184 100
[Oryctolagus cuniculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1136.5768 1136.5081 -0.0687 -60 46 55 ASCLYGQLPK Carbamidomethyl (C)[3] Mascot
1150.6215 1150.5551 -0.0664 -58 76 85 TLGIYGKDQR Mascot
1150.6215 1150.5551 -0.0664 -58 76 85 TLGIYGKDQR 76 99.984 Mascot



1536.8209 1536.7285 -0.0924 -60 2 14 PPYTIVYFPVQGR 108 100 Mascot
1536.8209 1536.7285 -0.0924 -60 2 14 PPYTIVYFPVQGR Mascot

6 PREDICTED: glutathione S-transferase, pi 1-like [Bos gi|119919383 26224.6 6.3 5 201 100 159 100
taurus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1136.5768 1136.5081 -0.0687 -60 67 76 ASCLYGQLPK Carbamidomethyl (C)[3] Mascot
1607.7925 1607.7672 -0.0253 -16 93 106 HLGRSFGLYGTDER Mascot
1853.9392 1853.8265 -0.1127 -61 77 92 FQDGDLTLYQSNAILR Mascot
1853.9392 1853.8265 -0.1127 -61 77 92 FQDGDLTLYQSNAILR 159 100 Mascot
1922.9099 1922.8665 -0.0434 -23 36 51 CEALRMLLADQDQSWK Oxidation (M)[6] Mascot
1963.9364 1963.9735 0.0371 19 36 51 CEALRMLLADQDQSWK Carbamidomethyl (C)[1] Mascot
1963.9364 1963.9735 0.0371 19 36 51 CEALRMLLADQDQSWK Carbamidomethyl (C)[1] Mascot
2051.1323 2050.9143 -0.218 -106 17 33 TVRIEVPPYTIVYFPTR Mascot
2051.1323 2050.9143 -0.218 -106 17 33 TVRIEVPPYTIVYFPTR Mascot

7 PREDICTED: similar to gluthathione S-transferase, gi|149725485 23428 6.41 4 190 100 159 100
class-pi [Equus caballus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1136.5768 1136.5081 -0.0687 -60 46 55 ASCLYGQLPK Carbamidomethyl (C)[3] Mascot
1745.8374 1745.7333 -0.1041 -60 86 101 EAALVDMVNDGVEDLR Mascot
1761.8323 1761.7261 -0.1062 -60 86 101 EAALVDMVNDGVEDLR Oxidation (M)[7] Mascot
1853.9392 1853.8265 -0.1127 -61 56 71 FQDGDLTLYQSNAILR Mascot
1853.9392 1853.8265 -0.1127 -61 56 71 FQDGDLTLYQSNAILR 159 100 Mascot

2033.963 2033.853 -0.11 -54 86 103 EAALVDMVNDGVEDLRC Carbamidomethyl (C)[17] Mascot
K

2049.958 2049.9194 -0.0386 -19 86 103 EAALVDMVNDGVEDLRC Carbamidomethyl (C)[17], Oxidation (M)[7] Mascot
K

8 RecName: Full=Glutathione S-transferase P; AltName: gi|544445 23482.1 8.07 3 180 100 159 100
Full=GST P1-1; AltName: Full=GST class-pi
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1745.8374 1745.7333 -0.1041 -60 83 98 EAALVDMVNDGVEDLR Mascot
1761.8323 1761.7261 -0.1062 -60 83 98 EAALVDMVNDGVEDLR Oxidation (M)[7] Mascot
1853.9392 1853.8265 -0.1127 -61 53 68 FQDGDLTLYQSNAILR Mascot
1853.9392 1853.8265 -0.1127 -61 53 68 FQDGDLTLYQSNAILR 159 100 Mascot

2033.963 2033.853 -0.11 -54 83 100 EAALVDMVNDGVEDLRC Carbamidomethyl (C)[17] Mascot
K

2049.958 2049.9194 -0.0386 -19 83 100 EAALVDMVNDGVEDLRC Carbamidomethyl (C)[17], Oxidation (M)[7] Mascot
K

9 PREDICTED: similar to glutathione S-transferase gi|149725640 24715.8 7.05 3 178 100 159 100
subunit pi [Equus caballus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1136.5768 1136.5081 -0.0687 -60 55 64 ASCLYGQLPK Carbamidomethyl (C)[3] Mascot
1745.8374 1745.7333 -0.1041 -60 95 110 EAALVDMVNDGVEDLR Mascot
1761.8323 1761.7261 -0.1062 -60 95 110 EAALVDMVNDGVEDLR Oxidation (M)[7] Mascot
1853.9392 1853.8265 -0.1127 -61 65 80 FQDGDLTLYQSNAILR Mascot
1853.9392 1853.8265 -0.1127 -61 65 80 FQDGDLTLYQSNAILR 159 100 Mascot

10 PREDICTED: glutathione S-transferase P-like [Sus gi|311247132 26718.7 7.71 2 177 100 159 100
scrofa]
Peptide Information

Start End Ion
Calc. Mass Obsrv. Mass ± da ± ppm Sequence C. I. % Modification Rank Result Type

Seq. Seq. Score
1150.5925 1150.5551 -0.0374 -33 75 84 ATCLYGQLPK Carbamidomethyl (C)[3] Mascot
1150.5925 1150.5551 -0.0374 -33 75 84 ATCLYGQLPK 7 0 Carbamidomethyl (C)[3] Mascot
1853.9392 1853.8265 -0.1127 -61 85 100 FQDGDLTLYQSNAILR Mascot
1853.9392 1853.8265 -0.1127 -61 85 100 FQDGDLTLYQSNAILR 159 100 Mascot

Gel Idx/Pos 65/C6 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 adenine phosphoribosyltransferase [Mus musculus] gi|118601013 19711.5 6.31 4 132 100 98 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1122.579 1122.5259 -0.0531 -47 58 67 IDYIAGLDSR Mascot

1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR 71 99.942 Mascot
1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR Mascot
1696.8864 1696.8206 -0.0658 -39 108 122 AELEIQKDALEPGQR Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR 27 0 Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR Mascot

2 RecName: Full=Adenine phosphoribosyltransferase; gi|2499930 19666.5 6.15 4 131 100 98 100
Short=APRT
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1122.579 1122.5259 -0.0531 -47 58 67 IDYIAGLDSR Mascot

1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR 71 99.942 Mascot
1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR Mascot
1696.8864 1696.8206 -0.0658 -39 108 122 AELEIQKDALEPGQR Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR 27 0 Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR Mascot

3 RecName: Full=Adenine phosphoribosyltransferase; gi|2499929 19578.5 7.66 4 130 100 98 100
Short=APRT
Peptide Information

Start End Ion
Calc. Mass Obsrv. Mass ± da ± ppm Sequence C. I. % Modification Rank Result Type

Seq. Seq. Score
1122.579 1122.5259 -0.0531 -47 58 67 IDYIAGLDSR Mascot

1125.6262 1125.6008 -0.0254 -23 2 11 AEPELQLVAR Mascot
1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR 71 99.942 Mascot
1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR 27 0 Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR Mascot

4 RecName: Full=Adenine phosphoribosyltransferase; gi|1351957 19391.3 5.77 3 121 100 98 100
Short=APRT
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1122.579 1122.5259 -0.0531 -47 58 67 IDYIAGLDSR Mascot

1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR 71 99.942 Mascot
1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR 27 0 Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR Mascot

5 adenine phosphoribosyltransferase [Rattus norvegicus] gi|61556832 19533.4 6.17 3 120 100 98 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1122.579 1122.5259 -0.0531 -47 58 67 IDYIAGLDSR Mascot

1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR 71 99.942 Mascot



1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR 27 0 Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR Mascot

6 adenine phosphoribosyl transferase (predicted), isoform gi|149038399 7988.2 8.2 2 119 100 98 100
CRA_d [Rattus norvegicus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1491.7994 1491.7384 -0.061 -41 19 31 SFPDFPIPGVLFR 71 99.942 Mascot
1491.7994 1491.7384 -0.061 -41 19 31 SFPDFPIPGVLFR Mascot
1760.9846 1760.9114 -0.0732 -42 17 31 IRSFPDFPIPGVLFR 27 0 Mascot
1760.9846 1760.9114 -0.0732 -42 17 31 IRSFPDFPIPGVLFR Mascot

7 adenine phosphoribosyl transferase (predicted), isoform gi|149038396 19943.6 6.32 3 119 100 98 100
CRA_a [Rattus norvegicus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1122.579 1122.5259 -0.0531 -47 62 71 IDYIAGLDSR Mascot

1491.7994 1491.7384 -0.061 -41 19 31 SFPDFPIPGVLFR 71 99.942 Mascot
1491.7994 1491.7384 -0.061 -41 19 31 SFPDFPIPGVLFR Mascot
1760.9846 1760.9114 -0.0732 -42 17 31 IRSFPDFPIPGVLFR 27 0 Mascot
1760.9846 1760.9114 -0.0732 -42 17 31 IRSFPDFPIPGVLFR Mascot

8 adenine phosphoribosyl transferase, isoform CRA_a gi|148679744 9689.2 9.69 2 118 100 98 100
[Mus musculus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR 71 99.942 Mascot
1491.7994 1491.7384 -0.061 -41 15 27 SFPDFPIPGVLFR Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR 27 0 Mascot
1760.9846 1760.9114 -0.0732 -42 13 27 IRSFPDFPIPGVLFR Mascot

9 adenine phosphoribosyl transferase (predicted), isoform gi|149038397 10737.6 7.96 2 117 100 98 100
CRA_b [Rattus norvegicus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
1491.7994 1491.7384 -0.061 -41 19 31 SFPDFPIPGVLFR 71 99.942 Mascot
1491.7994 1491.7384 -0.061 -41 19 31 SFPDFPIPGVLFR Mascot
1760.9846 1760.9114 -0.0732 -42 17 31 IRSFPDFPIPGVLFR 27 0 Mascot
1760.9846 1760.9114 -0.0732 -42 17 31 IRSFPDFPIPGVLFR Mascot

10 PREDICTED: 40S ribosomal protein S7-like [Callithrix gi|296200560 24042.2 10.12 4 97 99.983 66 99.813
jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
969.5628 969.5167 -0.0461 -48 109 116 HVVFIAQR 66 99.813 Mascot
969.5628 969.5167 -0.0461 -48 109 116 HVVFIAQR Mascot

1125.6639 1125.6008 -0.0631 -56 109 117 HVVFIAQRR Mascot
1165.5453 1165.6814 0.1361 117 1 10 MNSSQRVCPK Oxidation (M)[1] Mascot
2523.3816 2523.261 -0.1206 -48 139 161 TLTAVHDAILEDLVFPSEI Mascot

VGKR

Gel Idx/Pos 54/C7 Instr./Gel Origin AB4700/110211A Process Statu Analysis Succeeded
Plate [#] Name [1] 8907 Instrument Sample Name Spectra 8
Rank Protein Name Species Accession No. Protein MW Protein Pep. Protein Protein otal Ion Total Ion

PI Count Score Score Score C. I. %
C. I. %

1 P4HB protein [Bos taurus] gi|148878430 57167.8 4.8 22 684 100 471 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
910.4417 910.3958 -0.0459 -50 447 454 FFPASADR 62 99.723 Mascot
910.4417 910.3958 -0.0459 -50 447 454 FFPASADR Mascot

928.525 928.4679 -0.0571 -61 439 446 VHSFPTLK Mascot
962.4512 962.4038 -0.0474 -49 341 347 ITEFCHR Carbamidomethyl (C)[5] Mascot
962.4512 962.4038 -0.0474 -49 341 347 ITEFCHR 37 7.382 Carbamidomethyl (C)[5] Mascot
966.5658 966.5121 -0.0537 -56 303 310 ILEFFGLK Mascot
970.5356 970.48 -0.0556 -57 404 411 QLAPIWDK Mascot

988.488 988.4399 -0.0481 -49 311 318 KEECPAVR Carbamidomethyl (C)[4] Mascot
1002.5577 1002.512 -0.0457 -46 72 80 LKAEGSEIR Mascot
1066.5164 1066.4684 -0.048 -45 455 463 TVIDYNGER 29 0 Mascot
1066.5164 1066.4684 -0.048 -45 455 463 TVIDYNGER Mascot
1081.6769 1081.6122 -0.0647 -60 257 265 THILLFLPK Mascot
1094.6608 1094.6038 -0.057 -52 303 311 ILEFFGLKK Mascot
1172.5695 1172.5178 -0.0517 -44 34 44 GNFDEALAAHK Mascot
1202.6052 1202.5454 -0.0598 -50 123 132 EADDIVNWLK Mascot
1227.5527 1227.4916 -0.0611 -50 378 387 NFEEVAFDEK Mascot
1355.6477 1355.5847 -0.063 -46 378 388 NFEEVAFDEKK Mascot
1424.7783 1424.708 -0.0703 -49 198 209 YQLDKDGVVLFK Mascot

1460.877 1460.7605 -0.1165 -80 4 16 RALLCLALTALFR Mascot
1641.7502 1641.684 -0.0662 -40 211 224 FDEGRNNFEGEVTK Mascot
1729.9119 1729.83 -0.0819 -47 412 426 LGETYKDHENIVIAK Mascot
1780.8348 1780.7562 -0.0786 -44 84 99 VDATEESDLAQQYGVR 129 100 Mascot
1780.8348 1780.7562 -0.0786 -44 84 99 VDATEESDLAQQYGVR Mascot

1780.7562 Mascot
1833.913 1833.8317 -0.0813 -44 288 302 ILFIFIDSDHTDNQR Mascot
1833.913 1833.8317 -0.0813 -44 288 302 ILFIFIDSDHTDNQR 96 100 Mascot

1965.0439 1964.9547 -0.0892 -45 233 249 HNQLPLVIEFTEQTAPK Mascot
1965.0439 1964.9547 -0.0892 -45 233 249 HNQLPLVIEFTEQTAPK 117 100 Mascot
2404.2329 2404.1272 -0.1057 -44 353 372 IKPHLMSQELPDDWDKQ Mascot

PVK
2420.2278 2420.1204 -0.1074 -44 353 372 IKPHLMSQELPDDWDKQ Oxidation (M)[6] Mascot

PVK

2 protein disulfide-isomerase precursor [Pongo abelii] gi|197101103 56997.6 4.73 18 629 100 471 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
910.4417 910.3958 -0.0459 -50 445 452 FFPASADR 62 99.723 Mascot
910.4417 910.3958 -0.0459 -50 445 452 FFPASADR Mascot

928.525 928.4679 -0.0571 -61 437 444 VHSFPTLK Mascot
962.4512 962.4038 -0.0474 -49 339 345 ITEFCHR Carbamidomethyl (C)[5] Mascot
962.4512 962.4038 -0.0474 -49 339 345 ITEFCHR 37 7.382 Carbamidomethyl (C)[5] Mascot
966.5658 966.5121 -0.0537 -56 301 308 ILEFFGLK Mascot
970.5356 970.48 -0.0556 -57 402 409 QLAPIWDK Mascot

988.488 988.4399 -0.0481 -49 309 316 KEECPAVR Carbamidomethyl (C)[4] Mascot
1002.5577 1002.512 -0.0457 -46 70 78 LKAEGSEIR Mascot
1066.5164 1066.4684 -0.048 -45 453 461 TVIDYNGER 29 0 Mascot
1066.5164 1066.4684 -0.048 -45 453 461 TVIDYNGER Mascot
1081.6769 1081.6122 -0.0647 -60 255 263 THILLFLPK Mascot
1094.6608 1094.6038 -0.057 -52 301 309 ILEFFGLKK Mascot
1202.6052 1202.5454 -0.0598 -50 121 130 EADDIVNWLK Mascot
1424.7783 1424.708 -0.0703 -49 196 207 YQLDKDGVVLFK Mascot
1641.7502 1641.684 -0.0662 -40 209 222 FDEGRNNFEGEVTK Mascot
1729.9119 1729.83 -0.0819 -47 410 424 LGETYKDHENIVIAK Mascot
1780.8348 1780.7562 -0.0786 -44 82 97 VDATEESDLAQQYGVR 129 100 Mascot
1780.8348 1780.7562 -0.0786 -44 82 97 VDATEESDLAQQYGVR Mascot

1833.913 1833.8317 -0.0813 -44 286 300 ILFIFIDSDHTDNQR Mascot
1833.913 1833.8317 -0.0813 -44 286 300 ILFIFIDSDHTDNQR 96 100 Mascot

1965.0439 1964.9547 -0.0892 -45 231 247 HNQLPLVIEFTEQTAPK Mascot
1965.0439 1964.9547 -0.0892 -45 231 247 HNQLPLVIEFTEQTAPK 117 100 Mascot
2404.2329 2404.1272 -0.1057 -44 351 370 IKPHLMSQELPDDWDKQ Mascot



PVK
2420.2278 2420.1204 -0.1074 -44 351 370 IKPHLMSQELPDDWDKQ Oxidation (M)[6] Mascot

2420.1204 Mascot
PVK

3 PREDICTED: similar to P4HB protein [Equus caballus] gi|194216537 71363 5.34 20 623 100 468 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
910.4152 910.3958 -0.0194 -21 299 306 DVESDFAK Mascot
910.4417 910.3958 -0.0459 -50 581 588 FFPASADR 62 99.723 Mascot

928.525 928.4679 -0.0571 -61 573 580 VHSFPTLK Mascot
962.4512 962.4038 -0.0474 -49 475 481 ITEFCHR Carbamidomethyl (C)[5] Mascot
962.4512 962.4038 -0.0474 -49 475 481 ITEFCHR 37 7.382 Carbamidomethyl (C)[5] Mascot
966.5658 966.5121 -0.0537 -56 437 444 ILEFFGLK Mascot
970.5356 970.48 -0.0556 -57 538 545 QLAPIWDK Mascot

988.488 988.4399 -0.0481 -49 445 452 KEECPAVR Carbamidomethyl (C)[4] Mascot
1002.5577 1002.512 -0.0457 -46 206 214 LKAEGSEIR Mascot
1066.5164 1066.4684 -0.048 -45 589 597 TVIDYNGER 29 0 Mascot
1066.5164 1066.4684 -0.048 -45 589 597 TVIDYNGER Mascot
1081.6769 1081.6122 -0.0647 -60 391 399 THILLFLPK Mascot
1094.6608 1094.6038 -0.057 -52 437 445 ILEFFGLKK Mascot
1192.5262 1192.4995 -0.0267 -22 4 15 SGTEGDIPGTCR Mascot
1227.5527 1227.4916 -0.0611 -50 512 521 NFEEVAFDEK Mascot
1355.6477 1355.5847 -0.063 -46 512 522 NFEEVAFDEKK Mascot
1424.7783 1424.708 -0.0703 -49 332 343 YQLDKDGVVLFK Mascot
1729.9119 1729.83 -0.0819 -47 546 560 LGETYKDHENIVIAK Mascot
1780.7953 1780.7562 -0.0391 -22 95 111 TGLTCAGSCVSSAQEPR Carbamidomethyl (C)[5,9] Mascot
1780.8348 1780.7562 -0.0786 -44 218 233 VDATEESDLAQQYGVR 129 100 Mascot

1833.913 1833.8317 -0.0813 -44 422 436 ILFIFIDSDHTDNQR Mascot
1833.913 1833.8317 -0.0813 -44 422 436 ILFIFIDSDHTDNQR 96 100 Mascot

1965.0439 1964.9547 -0.0892 -45 367 383 HNQLPLVIEFTEQTAPK Mascot
1965.0439 1964.9547 -0.0892 -45 367 383 HNQLPLVIEFTEQTAPK 117 100 Mascot

4 unnamed protein product [Mus musculus] gi|74203945 56565.5 4.78 17 615 100 471 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
910.4417 910.3958 -0.0459 -50 447 454 FFPASADR 62 99.723 Mascot
910.4417 910.3958 -0.0459 -50 447 454 FFPASADR Mascot

928.525 928.4679 # -0.0571 -61 439 446 VHSFPTLK Mascot Mascot
962.4512 962.4038 -0.0474 -49 341 347 ITEFCHR Carbamidomethyl (C)[5] Mascot
962.4512 962.4038 -0.0474 -49 341 347 ITEFCHR 37 7.382 Carbamidomethyl (C)[5] Mascot
966.5658 966.5121 -0.0537 -56 303 310 ILEFFGLK Mascot
970.5356 970.48 -0.0556 -57 404 411 QLAPIWDK Mascot

988.488 988.4399 -0.0481 -49 311 318 KEECPAVR Carbamidomethyl (C)[4] Mascot
1002.5577 1002.512 -0.0457 -46 72 80 LKAEGSEIR Mascot
1066.5164 1066.4684 -0.048 -45 455 463 TVIDYNGER 29 0 Mascot
1066.5164 1066.4684 -0.048 -45 455 463 TVIDYNGER Mascot
1081.6769 1081.6122 -0.0647 -60 257 265 THILLFLPK Mascot
1094.6608 1094.6038 -0.057 -52 303 311 ILEFFGLKK Mascot
1202.6052 1202.5454 -0.0598 -50 123 132 EADDIVNWLK Mascot
1424.7783 1424.708 -0.0703 -49 198 209 YQLDKDGVVLFK Mascot
1460.7015 1460.7605 0.059 40 266 278 SVSDYDGKLSSFR Mascot
1780.8348 1780.7562 -0.0786 -44 84 99 VDATEESDLAQQYGVR 129 100 Mascot
1780.8348 1780.7562 -0.0786 -44 84 99 VDATEESDLAQQYGVR Mascot

1833.913 1833.8317 -0.0813 -44 288 302 ILFIFIDSDHTDNQR Mascot
1833.913 1833.8317 -0.0813 -44 288 302 ILFIFIDSDHTDNQR 96 100 Mascot

1965.0439 1964.9547 -0.0892 -45 233 249 HNQLPLVIEFTEQTAPK Mascot
1965.0439 1964.9547 -0.0892 -45 233 249 HNQLPLVIEFTEQTAPK 117 100 Mascot
2404.2329 2404.1272 -0.1057 -44 353 372 IKPHLMSQEVPEDWDKQ Mascot

PVK
2420.2278 2420.1204 -0.1074 -44 353 372 IKPHLMSQEVPEDWDKQ Oxidation (M)[6] Mascot

PVK

5 PREDICTED: prolyl 4-hydroxylase, beta subunit isoform gi|114670994 48374 4.57 16 614 100 471 100
3 [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
910.4417 910.3958 -0.0459 -50 365 372 FFPASADR 62 99.723 Mascot
910.4417 910.3958 -0.0459 -50 365 372 FFPASADR Mascot

928.525 928.4679 -0.0571 -61 357 364 VHSFPTLK Mascot
962.4512 962.4038 -0.0474 -49 259 265 ITEFCHR Carbamidomethyl (C)[5] Mascot
962.4512 962.4038 -0.0474 -49 259 265 ITEFCHR 37 7.382 Carbamidomethyl (C)[5] Mascot
966.5658 966.5121 -0.0537 -56 221 228 ILEFFGLK Mascot
970.5356 970.48 -0.0556 -57 322 329 QLAPIWDK Mascot

988.488 988.4399 -0.0481 -49 229 236 KEECPAVR Carbamidomethyl (C)[4] Mascot
1066.5164 1066.4684 -0.048 -45 373 381 TVIDYNGER 29 0 Mascot
1066.5164 1066.4684 -0.048 -45 373 381 TVIDYNGER Mascot
1081.6769 1081.6122 -0.0647 -60 175 183 THILLFLPK Mascot
1094.6608 1094.6038 -0.057 -52 221 229 ILEFFGLKK Mascot
1202.6052 1202.5454 -0.0598 -50 41 50 EADDIVNWLK Mascot
1424.7783 1424.708 -0.0703 -49 116 127 YQLDKDGVVLFK Mascot
1641.7502 1641.684 -0.0662 -40 129 142 FDEGRNNFEGEVTK Mascot
1729.9119 1729.83 -0.0819 -47 330 344 LGETYKDHENIVIAK Mascot
1780.8348 1780.7562 -0.0786 -44 2 17 VDATEESDLAQQYGVR 129 100 Mascot
1780.8348 1780.7562 -0.0786 -44 2 17 VDATEESDLAQQYGVR Mascot

1833.913 1833.8317 -0.0813 -44 206 220 ILFIFIDSDHTDNQR Mascot
1833.913 1833.8317 -0.0813 -44 206 220 ILFIFIDSDHTDNQR 96 100 Mascot

1965.0439 1964.9547 -0.0892 -45 151 167 HNQLPLVIEFTEQTAPK Mascot
1965.0439 1964.9547 -0.0892 -45 151 167 HNQLPLVIEFTEQTAPK 117 100 Mascot

6 PREDICTED: prolyl 4-hydroxylase, beta subunit isoform gi|114670984 57096.7 4.76 17 613 100 471 100
7 [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
910.4417 910.3958 -0.0459 -50 445 452 FFPASADR 62 99.723 Mascot
910.4417 910.3958 -0.0459 -50 445 452 FFPASADR Mascot

928.525 928.4679 -0.0571 -61 437 444 VHSFPTLK Mascot
962.4512 962.4038 -0.0474 -49 339 345 ITEFCHR Carbamidomethyl (C)[5] Mascot
962.4512 962.4038 -0.0474 -49 339 345 ITEFCHR 37 7.382 Carbamidomethyl (C)[5] Mascot
966.5658 966.5121 -0.0537 -56 301 308 ILEFFGLK Mascot
970.5356 970.48 -0.0556 -57 402 409 QLAPIWDK Mascot

988.488 988.4399 -0.0481 -49 309 316 KEECPAVR Carbamidomethyl (C)[4] Mascot
1002.5577 1002.512 -0.0457 -46 70 78 LKAEGSEIR Mascot
1066.5164 1066.4684 -0.048 -45 453 461 TVIDYNGER 29 0 Mascot
1066.5164 1066.4684 -0.048 -45 453 461 TVIDYNGER Mascot
1081.6769 1081.6122 -0.0647 -60 255 263 THILLFLPK Mascot
1094.6608 1094.6038 -0.057 -52 301 309 ILEFFGLKK Mascot
1202.6052 1202.5454 -0.0598 -50 121 130 EADDIVNWLK Mascot
1424.7783 1424.708 -0.0703 -49 196 207 YQLDKDGVVLFK Mascot
1641.7502 1641.684 -0.0662 -40 209 222 FDEGRNNFEGEVTK Mascot
1729.9119 1729.83 -0.0819 -47 410 424 LGETYKDHENIVIAK Mascot
1780.8348 1780.7562 -0.0786 -44 82 97 VDATEESDLAQQYGVR 129 100 Mascot
1780.8348 1780.7562 -0.0786 -44 82 97 VDATEESDLAQQYGVR Mascot

1833.913 1833.8317 -0.0813 -44 286 300 ILFIFIDSDHTDNQR Mascot
1833.913 1833.8317 -0.0813 -44 286 300 ILFIFIDSDHTDNQR 96 100 Mascot

1965.0439 1964.9547 -0.0892 -45 231 247 HNQLPLVIEFTEQTAPK Mascot
1965.0439 1964.9547 -0.0892 -45 231 247 HNQLPLVIEFTEQTAPK 117 100 Mascot

7 PREDICTED: protein disulfide-isomerase isoform 1 gi|296238504 57124.8 4.78 17 609 100 471 100
[Callithrix jacchus]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
910.4417 910.3958 -0.0459 -50 447 454 FFPASADR 62 99.723 Mascot



910.4417 910.3958 -0.0459 -50 447 454 FFPASADR Mascot
928.525 928.4679 -0.0571 -61 439 446 VHSFPTLK Mascot

962.4512 962.4038 -0.0474 -49 341 347 ITEFCHR Carbamidomethyl (C)[5] Mascot
962.4512 962.4038 -0.0474 -49 341 347 ITEFCHR 37 7.382 Carbamidomethyl (C)[5] Mascot
966.5658 966.5121 -0.0537 -56 303 310 ILEFFGLK Mascot
970.5356 970.48 -0.0556 -57 404 411 QLAPIWDK Mascot

988.488 988.4399 -0.0481 -49 311 318 KEECPAVR Carbamidomethyl (C)[4] Mascot
1002.5577 1002.512 -0.0457 -46 72 80 LKAEGSEIR Mascot
1066.5164 1066.4684 -0.048 -45 455 463 TVIDYNGER 29 0 Mascot
1066.5164 1066.4684 -0.048 -45 455 463 TVIDYNGER Mascot
1081.6769 1081.6122 -0.0647 -60 257 265 THILLFLPK Mascot
1094.6608 1094.6038 -0.057 -52 303 311 ILEFFGLKK Mascot
1202.6052 1202.5454 -0.0598 -50 123 132 EADDIVNWLK Mascot
1424.7783 1424.708 -0.0703 -49 198 209 YQLDKDGVVLFK Mascot
1641.7502 1641.684 -0.0662 -40 211 224 FDEGRNNFEGEVTK Mascot
1729.9119 1729.83 -0.0819 -47 412 426 LGETYKDHENIVIAK Mascot
1780.8348 1780.7562 -0.0786 -44 84 99 VDATEESDLAQQYGVR 129 100 Mascot
1780.8348 1780.7562 -0.0786 -44 84 99 VDATEESDLAQQYGVR Mascot

1833.913 1833.8317 -0.0813 -44 288 302 ILFIFIDSDHTDNQR Mascot
1833.913 1833.8317 -0.0813 -44 288 302 ILFIFIDSDHTDNQR 96 100 Mascot

1965.0439 1964.9547 -0.0892 -45 233 249 HNQLPLVIEFTEQTAPK Mascot
1965.0439 1964.9547 -0.0892 -45 233 249 HNQLPLVIEFTEQTAPK 117 100 Mascot

8 thyroid hormone binding protein precursor [Homo gi|339647 57068.7 4.82 17 608 100 471 100
sapiens]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
910.4417 910.3958 -0.0459 -50 445 452 FFPASADR 62 99.723 Mascot
910.4417 910.3958 -0.0459 -50 445 452 FFPASADR Mascot

928.525 928.4679 -0.0571 -61 437 444 VHSFPTLK Mascot
962.4512 962.4038 -0.0474 -49 339 345 ITEFCHR Carbamidomethyl (C)[5] Mascot
962.4512 962.4038 -0.0474 -49 339 345 ITEFCHR 37 7.382 Carbamidomethyl (C)[5] Mascot
966.5658 966.5121 -0.0537 -56 301 308 ILEFFGLK Mascot
970.5356 970.48 -0.0556 -57 402 409 QLAPIWDK Mascot

988.488 988.4399 -0.0481 -49 309 316 KEECPAVR Carbamidomethyl (C)[4] Mascot
1002.5577 1002.512 -0.0457 -46 70 78 LKAEGSEIR Mascot
1066.5164 1066.4684 -0.048 -45 453 461 TVIDYNGER 29 0 Mascot
1066.5164 1066.4684 -0.048 -45 453 461 TVIDYNGER Mascot
1081.6769 1081.6122 -0.0647 -60 255 263 THILLFLPK Mascot
1094.6608 1094.6038 -0.057 -52 301 309 ILEFFGLKK Mascot
1202.6052 1202.5454 -0.0598 -50 121 130 EADDIVNWLK Mascot
1424.7783 1424.708 -0.0703 -49 196 207 YQLDKDGVVLFK Mascot
1641.7502 1641.684 -0.0662 -40 209 222 FDEGRNNFEGEVTK Mascot
1729.9119 1729.83 -0.0819 -47 410 424 LGETYKDHENIVIAK Mascot
1780.8348 1780.7562 -0.0786 -44 82 97 VDATEESDLAQQYGVR 129 100 Mascot
1780.8348 1780.7562 -0.0786 -44 82 97 VDATEESDLAQQYGVR Mascot

1833.913 1833.8317 -0.0813 -44 286 300 ILFIFIDSDHTDNQR Mascot
1833.913 1833.8317 -0.0813 -44 286 300 ILFIFIDSDHTDNQR 96 100 Mascot

1965.0439 1964.9547 -0.0892 -45 231 247 HNQLPLVIEFTEQTAPK Mascot
1965.0439 1964.9547 -0.0892 -45 231 247 HNQLPLVIEFTEQTAPK 117 100 Mascot

9 unnamed protein product [Homo sapiens] gi|194373909 51220.7 4.77 16 605 100 471 100
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
910.4417 910.3958 -0.0459 -50 389 396 FFPASADR 62 99.723 Mascot
910.4417 910.3958 -0.0459 -50 389 396 FFPASADR Mascot

928.525 928.4679 -0.0571 -61 381 388 VHSFPTLK Mascot
962.4512 962.4038 -0.0474 -49 283 289 ITEFCHR Carbamidomethyl (C)[5] Mascot
962.4512 962.4038 -0.0474 -49 283 289 ITEFCHR 37 7.382 Carbamidomethyl (C)[5] Mascot
966.5658 966.5121 -0.0537 -56 245 252 ILEFFGLK Mascot
970.5356 970.48 -0.0556 -57 346 353 QLAPIWDK Mascot

970.48 Mascot
988.488 988.4399 -0.0481 -49 253 260 KEECPAVR Carbamidomethyl (C)[4] Mascot

1002.5577 1002.512 -0.0457 -46 70 78 LKAEGSEIR Mascot
1066.5164 1066.4684 -0.048 -45 397 405 TVIDYNGER 29 0 Mascot
1066.5164 1066.4684 -0.048 -45 397 405 TVIDYNGER Mascot
1081.6769 1081.6122 -0.0647 -60 199 207 THILLFLPK Mascot
1094.6608 1094.6038 -0.057 -52 245 253 ILEFFGLKK Mascot
1424.7783 1424.708 -0.0703 -49 140 151 YQLDKDGVVLFK Mascot
1641.7502 1641.684 -0.0662 -40 153 166 FDEGRNNFEGEVTK Mascot
1729.9119 1729.83 -0.0819 -47 354 368 LGETYKDHENIVIAK Mascot
1780.8348 1780.7562 -0.0786 -44 82 97 VDATEESDLAQQYGVR 129 100 Mascot
1780.8348 1780.7562 -0.0786 -44 82 97 VDATEESDLAQQYGVR Mascot

1833.913 1833.8317 -0.0813 -44 230 244 ILFIFIDSDHTDNQR Mascot
1833.913 1833.8317 -0.0813 -44 230 244 ILFIFIDSDHTDNQR 96 100 Mascot

1965.0439 1964.9547 -0.0892 -45 175 191 HNQLPLVIEFTEQTAPK Mascot
1965.0439 1964.9547 -0.0892 -45 175 191 HNQLPLVIEFTEQTAPK 117 100 Mascot

10 PREDICTED: prolyl 4-hydroxylase, beta subunit isoform gi|114670992 52485.3 4.76 16 604 100 471 100
8 [Pan troglodytes]
Peptide Information
Calc. Mass Obsrv. Mass ± da ± ppm Start End Sequence Ion C. I. % Modification Rank Result Type

Seq. Seq. Score
910.4417 910.3958 -0.0459 -50 401 408 FFPASADR 62 99.723 Mascot
910.4417 910.3958 -0.0459 -50 401 408 FFPASADR Mascot

928.525 928.4679 -0.0571 -61 393 400 VHSFPTLK Mascot
962.4512 962.4038 -0.0474 -49 295 301 ITEFCHR Carbamidomethyl (C)[5] Mascot
962.4512 962.4038 -0.0474 -49 295 301 ITEFCHR 37 7.382 Carbamidomethyl (C)[5] Mascot
966.5658 966.5121 -0.0537 -56 257 264 ILEFFGLK Mascot
970.5356 970.48 -0.0556 -57 358 365 QLAPIWDK Mascot

988.488 988.4399 -0.0481 -49 265 272 KEECPAVR Carbamidomethyl (C)[4] Mascot
1002.5577 1002.512 -0.0457 -46 70 78 LKAEGSEIR Mascot
1066.5164 1066.4684 -0.048 -45 409 417 TVIDYNGER 29 0 Mascot
1066.5164 1066.4684 -0.048 -45 409 417 TVIDYNGER Mascot
1081.6769 1081.6122 -0.0647 -60 211 219 THILLFLPK Mascot
1094.6608 1094.6038 -0.057 -52 257 265 ILEFFGLKK Mascot
1424.7783 1424.708 -0.0703 -49 152 163 YQLDKDGVVLFK Mascot
1641.7502 1641.684 -0.0662 -40 165 178 FDEGRNNFEGEVTK Mascot
1729.9119 1729.83 -0.0819 -47 366 380 LGETYKDHENIVIAK Mascot

1729.83 Mascot
1780.8348 1780.7562 -0.0786 -44 82 97 VDATEESDLAQQYGVR 129 100 Mascot
1780.8348 1780.7562 -0.0786 -44 82 97 VDATEESDLAQQYGVR Mascot

1833.913 1833.8317 -0.0813 -44 242 256 ILFIFIDSDHTDNQR Mascot
1833.913 1833.8317 -0.0813 -44 242 256 ILFIFIDSDHTDNQR 96 100 Mascot

1965.0439 1964.9547 -0.0892 -45 187 203 HNQLPLVIEFTEQTAPK Mascot
1965.0439 1964.9547 -0.0892 -45 187 203 HNQLPLVIEFTEQTAPK 117 100 Mascot


