
 

Figure S1: Alternative model for predicting the proportion of informative reads: 

incorporating the finite length of mRNA sequence .  

Equations described in the main text treat mRNA length as infinite despite the fact that 

real mRNA molecules have a finite length. To examine the impact of this assumption on 

the accuracy of predictions, we replaced the bionimial distribution used for sampling 

SNPs within an mRNA with a hypergeometric distribution that allows the length of an 

mRNA to be considered explicitly.Black solid lines show expected proportions of 

informative reads predicted by Eq. 3 with 
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* , where lg is the 

mRNA length. The black dashed lines are expected proportions of informative reads 

predicted by Eq. 3 using Eq. 1 (assuming an infinite mRNA length). The gray lines are 

the 95% confidence intervals of the expected proportions. lg = 2000 bp (see Fig. 2 for 

details). 

 

Figure S2: The location of a SNP within a sequence affects its probability of being 

sampled in a random sampling strategy. 

 The sampling probability of each nucleotide position in a 2000 bp mRNA sequence is 

shown. (A) The figure shows edge effects of read sampling: bases close to the 5' or 3' 

ends of transcripts had a lower probability of being observed among 10,000 reads, each 

50 bp length. The red line shows the average probability of sampling a SNP at any site. 



The green line shows the expected maximum probability (see text). Panels (B), (C), and 

(D) show variable sampling schemes. 

 

Figure S3: The number of informative reads per gene, as well as the magnitude of 

AI, affect the accuracy of AI estimates. 

 

Figure S4: Distribution of significant AI in F1 hybrids. 

Genes showing greater abundance of D. melanogaster and D. simulans alleles are 

positive and negative, respectively. The X-axis shows the AI values after a log (base 2) 

transformation.  
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Table S1: Genes and intergenic regions with significant AI (binomial test, p<0.05).
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1 1.19
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1 1.51
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1 2.12
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1 2.99

1

1 0.58

1

1 0.88

1

1 1.42

1

1 0.95

1

1 0.52

1

1 0.66

1

1 2.46

1

1 0.85

1

1 0.57

1 0.29

  
Table S2: Comparisons between 454 sequencing and Pyrosequencing AI estimates.

'read only' means that reads mapped to only one reference genome.
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