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Fig. S1.

detected in the placentae of null embryos.
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Real-time quantitative RT-PCR analysis of trophoblast-specific genes in the placentae from WT (+/+) and mutant (KO/KO) living embryos at different
embryonic days (E). Total RNA was extracted from placentae using the RNeasy RNA isolation kit (Qiagen). RT and quantitative PCR were performed as reported
by Dupressoir et al. (1) with primers listed in Table S1. Values (transcript levels expressed as percent of the maximal individual value after normalization with
18S RNA) are means + SD of 4-10 living embryos. Genes analyzed are syncytin-A, specific for ST-I1 (1, 2); Gem1, specific for ST-II (2, 3); Ctsq, specific for STGCs (4);
mPL-I/Pri3d1, specific for giant cells (5); Tpbpa/4311, specific for spongiotrophoblast cells (6); Eomes, specific for trophoblast stem cells (7, 8); syncytin-B (1);
Glut3/Sic2a3 (9); and Esx1 (10). No significant differences between WT and mutant placentae were observed. As expected, no syncytin-B expression was
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“ Table S1. Oligonucleotides
Name Sequence
Gene targeting: 5" and 3’ arm amplification
5" arm-F TACCCGTACTAGGAAAGAACT
5" arm-R TGGGAATGAAGTGCCAGTGAGAA
3’ arm-F ATGGCCTCTGGAGTTGTTTCACC
3’ arm-R AGATCCAAGTCCACCCTGTCCTG
Gene targeting: 2.6-kb syncytin-B ORF amplification
ORF-F TTTCTGGATGCACGGACTGCT
ORF-R TGTCTGAGATGGGGGCTACT
RT-PCR quantification
SynA-F CATCTATGCTGGATGAAGCCT
SynA-R AGACCCTGGCATGGCCATTA
SynB-F GCCCGTTGATCTCAGCCTCCT
SynB-R GGCATCCGGTCTTTTCATTGC
Gecm1-F AGCAGAACTCCCTGAATGAT
Gcm1-R GCAGAGGATAGGCTGGATAG
GLUT3-F CTGAAGAACTGTGGCCTGG
GLUT3-R GCTTCTCCTGTGACATCCGA
Esx1-F AGCAACCCCAACAGGAGC
Esx1-R GGACTCATGGCGACTGGA
Eomes-F AAAACTTCTTCCCGGAGCC
Eomes-R TGTCTAGCTTGTTGGTCACAGG
MplI-F GAATCGAGAGGAAGTCCACG
MplI-R CAGCAGCTTTTTTCCCCATA
Ctsq-F TTCATTGGCCCAATACCCTA
Ctsg-R GAAAGCTCCCAGAATTCACA
m Tpbpa-F CCAGCACAGCTTTGGACATCA
- Tpbpa-R AGCATCCAACTGCGCTTCA

F, forward; R, reverse.
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