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169795667 |Acinetobacter baumannii AYE|Bacteria-Proteobacteria
126642032|Acinetobacter baumannii ATCC 17978|Bacteria-Proteobacteria

213158387 |Acinetobacter baumannii AB0057 |Bacteria-Proteobacteria
239501607 |Acinetobacter baumannii AB900|Bacteria-Proteobacteria

184158433|Acinetobacter baumannii ACICU|Bacteria-Proteobacteria
260551673|Acinetobacter sp. RUH2624|Bacteria-Proteobacteria
-562279378 |Acinetobacter calcoaceticus RUH2202|Bacteria-Proteobacteria
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262376385|Acinetobacter Iwoffii SH145|Bacteria-Proteobacteria
37—1 196384 10|Sinorhizobium sp. NP1|Bacteria-Proteobacteria
0.88-262368364|Acinetobacter johnsonii SH046|Bacteria-Proteobacteria

i i 157413772|Prochlorococcus marinus str. MIT 9215|Bacteria-Cyanobacteria

<

i 262372679|Acinetobacter junii SH205|Bacteria-Proteobacteria - P
0.917. 226954099|Acinetobacter sp. ATCC 27244|Bacteria-Proteobacteria
” 50085032|Acinetobacter sp. ADP1|Bacteria-Proteobacteria
r25531 9043|Acinetobacter radioresistens SK82|Bacteria-Proteobacteria I I
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0
0

0.82 100 1 —117619533|Aeromonas hydrophila subsp. hydrophila ATCC 7966|Bacteria-Proteobacteria
’ 0.99 L—145299960|Aeromonas salmonicida subsp. salmonicida A449|Bacteria-Proteobacteria
222053626|Geobacter sp. FRC-32|Bacteria-Proteobacteria
— 261414466|Fibrobacter succinogenes subsp. succinogenes S85|Bacteria-Fibrobacteres
———194756766|Drosophila ananassae|Eukaryota-Metazoa
0.98 158284815|Anopheles gambiae str. PEST|Eukaryota-Metazoa
1.00 1.00 224050464|Taeniopygia guttata|Eukaryota-Metazoa
0.75 0.87 158295125|Anopheles gambiae str. PEST|Eukaryota-Metazoa
0 195109246|Drosophila mojavensis|Eukaryota-Metazoa
: 241641764|Ixodes scapularis|Eukaryota-Metazoa
—0. 1 242022293|Pediculus humanus corporis|Eukaryota-Metazoa

0.84

—210063139|Ostrinia scapulalis|Eukaryota-Metazoa
1 1238858997 |Ostrinia scapulalis|Eukaryota-Metazoa
163846690|Chloroflexus aurantiacus J-10-fl|Bacteria-Chloroflexi
0.98 |:219848619|Chloroflexus aggregans DSM 9485|Bacteria-Chloroflexi
0.99 l: 156740402|Roseiflexus castenholzii DSM 13941|Bacteria-Chloroflexi

0.98 148658677|Roseiflexus sp. RS-1|Bacteria-Chloroflexi
Iop lestExt fgenesh1 pg.C 140177 ||-
0.98 168003982|Physcomitrella patens subsp. patens|Eukaryota-Viridiplantae
at|AT4G00560.1||-
30678677|Arabidopsis thaliana|Eukaryota-Viridiplantae
0.96 10 110736655|Arabidopsis thaliana|Eukaryota-Viridiplantae
= [ and p lants ’ "TT142572791|Arabidopsis thaliana|Eukaryota-Viridiplantae
42572789|Arabidopsis thaliana|Eukaryota-Viridiplantae
—= Chlorophyta algae 3947109|Arabidopsis thaliana|Eukaryota-Viridiplantae
Fungi 0.93 '1224127570|Populus trichocarpa|Eukaryota-Viridiplantae
- letazoa 1.0018486138|Populus trichocarpa|Eukaryota-Viridiplantae
Other eu karyo tes 255541506|Ricinus communis|Eukaryota-Viridiplantae

225454083\ Vitis vinifera|Eukaryota-Viridiplantae

—= Archaea 0s|LOC 0s02957990.1||-

Cyanobacter ia 0.89 115449925|0ryza sativa Japonica Group|Eukaryota-Viridiplantae
—= Other bacteria | 125584224|0Oryza sativa Japonica Group|Eukaryota-Viridiplantae
Viruses 242063580|Sorghum bicolor|Eukaryota-Viridiplantae

226504976|Zea mays|Eukaryota-Viridiplantae
0'd4 94708380|Zea mays|Eukaryota-Viridiplantae

(3)‘ 4032413|Zea mays|Eukaryota-Viridiplantae
0. 74#034499|Zea mays|Eukaryota-Viridiplantae
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