1.00

—156743360|1-465|Roseiflexus castenholzii DSM 13941|Bacteria-Chloroflexi
0.71—148655754|1-466|Roseiflexus sp. RS-1|Bacteria-Chloroflexi

1.00

0.88

251799413|1-431|Paenibacillus sp. JDR-2|Bacteria-Firmicutes

226312110|1-428|Brevibacillus brevis NBRC 100599|Bacteria-Firmicutes
| 229916901|1-413|Exiguobacterium sp. AT1b|Bacteria-Firmicutes

1.00

0.92

0.99

0.92

1.00

0.99 L5641

0.94

1.00

1.00

1.00

1.00

0.83

0.71
0.

0.99
0.98

1.00

1.00

0.98

0.1

- [ and plants

- Chlorophyta algae
Fungi

- Metazoa

Other eukaryotes
- Archaea

Cyanobacteria
- Other bacteria
Viruses
== QOthers

1.00

148927436|1-449|candidate division TM7 genomosp. GTL1|Bacteria-candidate-division-TM7
89096330|1-434|Bacillus sp. NRRL B-14911|Bacteria-Firmicutes

159899657|1-457|Herpetosiphon aurantiacus ATCC 23779|Bacteria-Chloroflexi

' 172058656|1-411|Exiguobacterium sibiricum 255-15|Bacteria-Firmicutes

212639919|1-421|Anoxybacillus flavithermus WK1|Bacteria-Firmicutes
—138894394|1-427|Geobacillus thermodenitrificans NG80-2|Bacteria-Firmicutes
1.00 221088390|1-427|Geobacillus sp. Y412MC61|Bacteria-Firmicutes

9375|1-427|Geobacillus kaustophilus HTA426|Bacteria-Firmicutes

0.97

152975818|1-428|Bacillus cytotoxicus NVH 391-98|Bacteria-Firmicutes
I 163943515|1-429|Bacillus weihenstephanensis KBAB4|Bacteria-Firmicutes

1.00

0.90-228924584|1-429|Bacillus thuringiensis serovar huazhongensis BGSC 4BD1|Bacteria-Firmicutes
L228912646|1-429|Bacillus thuringiensis IBL 200|Bacteria-Firmicutes
0.97 |—229083136|1-309 Bacillus cereus Rock4-2|Bacteria-Firmicutes
0.971228943495|1-429|Bacillus thuringiensis serovar berliner ATCC 10792|Bacteria-Firmicutes
0.91206972856|1-429|Bacillus cereus AH1134|Bacteria-Firmicutes

169769196|1-505|Aspergillus oryzae RIB40|Eukaryota-Fungi
115383628|2-508|Aspergillus terreus NIH2624|Eukaryota-Fungi

0.98

0.99

0.81

0.84

145240919|1-456|Aspergillus niger CBS 513.88|Eukaryota-Fungi
145235163|59-512|Aspergillus niger CBS 513.88|Eukaryota-Fungi
169785303|1-501|Aspergillus oryzae RIB40|Eukaryota-Fungi
1.00 238506297|61-556|Aspergillus flavus NRRL3357|Eukaryota-Fungi

16080138|1-428|Bacillus subtilis subsp. subtilis str. 168|Bacteria-Firmicutes " ]
| /
[ | [ |

115402235|61-549|Aspergillus terreus NIH2624|Eukaryota-Fungi

121715137|59-546|Aspergillus clavatus NRRL 1|Eukaryota-Fungi

0.98 119483618|59-544|Neosartorya fischeri NRRL 181|Eukaryota-Fungi

159123998|59-545|Aspergillus fumigatus A1163|Eukaryota-Fungi
0.9970983173|59-545|Aspergillus fumigatus Af293|Eukaryota-Fungi

85092284|104-597|Neurospora crassa OR74A|Eukaryota-Fungi

0.99

171685482|81-575|Podospora anserina DSM 980|Eukaryota-Fungi
116208310|74-577|Chaetomium globosum CBS 148.51|Eukaryota-Fungi

46116780|13-513|Gibberella zeae PH-1|Eukaryota-Fungi
85092417|71-602|Neurospora crassa OR74A|Eukaryota-Fungi

0.98

116197276|67-654|Chaetomium globosum CBS 148.51|Eukaryota-Fungi

154317102|59-473|Botryotinia fuckeliana B05.10|Eukaryota-Fungi

212535598|79-556|Penicillium marneffei ATCC 18224|Eukaryota-Fungi
1.00 242793520|90-580|Talaromyces stipitatus ATCC 10500|Eukaryota-Fungi

99 1.00
1.00
0.89

0.91
159161110|27-519|Phoma herbarum|Eukaryota-Fungi

70996630|79-560|Aspergillus fumigatus Af293|Eukaryota-Fungi
119494319|79-559|Neosartorya fischeri NRRL 181|Eukaryota-Fungi
169766996|85-585|Aspergillus oryzae RIB40|Eukaryota-Fungi
1.00 238483807|1-448|Aspergillus flavus NRRL3357|Eukaryota-Fungi
145230187|6-462|Aspergillus niger CBS 513.88|Eukaryota-Fungi
115397357|1-358|Aspergillus terreus NIH2624|Eukaryota-Fungi

71003169|24-501|Ustilago maydis 521|Eukaryota-Fungi
164657686|6-478|Malassezia globosa CBS 7966|Eukaryota-Fungi
50549701|15-487|Yarrowia lipolytica CLIB122|Eukaryota-Fungi
42563717|6-468|Cryptococcus neoformans var. grubii|Eukaryota-Fungi

134115423|6-471|Cryptococcus neoformans var. neoformans B-3501A|Eukaryota-Fungi

0.948261512|6-468|Cryptococcus neoformans var. neoformans JEC21|Eukaryota-Fungi
169862267)|6-462|Coprinopsis cinerea okayama7 130|Eukaryota-Fungi
238580209|1-380|Moniliophthora perniciosa FA553|Eukaryota-Fungi

o 0.89-170095691|5-471|Laccaria bicolor S238N-H82|Eukaryota-Fungi

254526945|5-463|Prochlorococcus marinus str. MIT 9202|Bacteria-Cyanobacteria
1.00 123966654|9-465(Prochlorococcus marinus str. MIT 9515|Bacteria-Cyanobacteria

0.99

0.90

0.84 0.93

1.00

0.96 0.7

1.00

123968923|5-474|Prochlorococcus marinus str. AS9601|Bacteria-Cyanobacteria
126696736|8-471|Prochlorococcus marinus str. MIT 9301|Bacteria-Cyanobacteria
254527066|1-262|Prochlorococcus marinus str. MIT 9202|Bacteria-Cyanobacteria
157413746|4-468|Prochlorococcus marinus str. MIT 9215|Bacteria-Cyanobacteria
91069860|5-471|uncultured Prochlorococcus marinus clone ASNC1363|Bacteria-Cyanobacteria
33240761|5-471|Prochlorococcus marinus subsp. marinus str. CCMP1375|Bacteria-Cyanobacteria
33861817|6-470|Prochlorococcus marinus subsp. pastoris str. CCMP1986|Bacteria-Cyanobacteria
72381902|6-467|Prochlorococcus marinus str. NATL2A|Bacteria-Cyanobacteria
124025392|6-467|Prochlorococcus marinus str. NATL1A|Bacteria-Cyanobacteria
159902883|10-488|Prochlorococcus marinus str. MIT 9211|Bacteria-Cyanobacteria
7 78779695|5-474|Prochlorococcus marinus str. MIT 9312|Bacteria-Cyanobacteria
148241286|3-457|Synechococcus sp. RCC307|Bacteria-Cyanobacteria
0.98 254432644|1-438|Cyanobium sp. PCC 7001|Bacteria-Cyanobacteria
0.82 87300562|23-487|Synechococcus sp. WH 5701|Bacteria-Cyanobacteria

1.00 78183806|2-477|Synechococcus sp. CC9902|Bacteria-Cyanobacteria

116071584|3-467|Synechococcus sp. BL107|Bacteria-Cyanobacteria
0.98 78211742|3-467|Synechococcus sp. CC9605|Bacteria-Cyanobacteria
33864735|3-467|Synechococcus sp. WH 8102|Bacteria-Cyanobacteria
0.96 116075545|4-481|Synechococcus sp. RS9916|Bacteria-Cyanobacteria
87123084|6-478|Synechococcus sp. RS9917|Bacteria-Cyanobacteria
0.73 113954555|7-479|Synechococcus sp. CC9311|Bacteria-Cyanobacteria
0.92 148238580|6-480|Synechococcus sp. WH 7803|Bacteria-Cyanobacteria
0.79 88808091|1-457|Synechococcus sp. WH 7805|Bacteria-Cyanobacteria
0.72 33864170|6-482|Prochlorococcus marinus str. MIT 9313|Bacteria-Cyanobacteria
1.00 124024228|6-482|Prochlorococcus marinus str. MIT 9303|Bacteria-Cyanobacteria

0.77

17560350

238665040|2-485|Schistosoma mansoni|Eukaryota-Metazoa

170592475|7-457|Brugia malayi|Eukaryota-Metazoa

|9-480|Caenorhabditis elegans|Eukaryota-Metazoa
00 1700 157763192

0.99

0.99

|9-480|Caenorhabditis briggsae AF16|Eukaryota-Metazoa

241574833|2-472|Ixodes scapularis|Eukaryota-Metazoa
242021953|3-473|Pediculus humanus corporis|Eukaryota-Metazoa
91 078268|1-473|Tribolium castaneum|Eukaryota-Metazoa

0.84 —66547596|3-475|Apis mellifera|Eukaryota-Metazoa

0.99 0.94——156542014|3-469|Nasonia vitripennis|Eukaryota-Metazoa

0.98| [10

S

——158296008|3-475|Anopheles gambiae str. PEST|Eukaryota-Metazoa
157128781|3-475|Aedes aegypti|Eukaryota-Metazoa
L 170034042|3-475|Culex quinquefasciatus|Eukaryota-Metazoa
T 195126036|1-474|Drosophila mojavensis|Eukaryota-Metazoa
0.96  ,9395013176|1-474
0.8495376145|1-474

Drosophila grimshawi|Eukaryota-Metazoa
Drosophila virilis|Eukaryota-Metazoa

1.00 |-195427489|1-474|Drosophila willistoni|Eukaryota-Metazoa
,125980317|1-474|Drosophila pseudoobscura pseudoobscura|Eukaryota-Metazoa
1.00-195174502|1-428|Drosophila persimilis|Eukaryota-Metazoa
194752105,1-474 Drosophila ananassae|Eukaryota-Metazoa
1

94865624

-474|Drosophila erecta|Eukaryota-Metazoa

%% 9114495 |1-474|Drosophila melanogaster|Eukaryota-Metazoa
0.7799492396|1-474|Drosophila yakuba|Eukaryota-Metazoa
'117136908|1-474|Drosophila melanogaster|Eukaryota-Metazoa
220942614|1-474|synthetic construct other sequences artificial sequences.|-

0.98

196006946|22-492|Trichoplax adhaerens|Eukaryota-Metazoa

167517979|4-465|Monosiga brevicollis MX1|Eukaryota-Choanoflagellida

72013762|1-475|Strongylocentrotus purpuratus|Eukaryota-Metazoa

219463498|4-476|Branchiostoma floridae|Eukaryota-Metazoa
1.00 21 9463490|4-470|Branchiostoma floridae|Eukaryota-Metazoa

156367000|4-475|Nematostella vectensis|Eukaryota-Metazoa
0.75 0.95 | | I $4

221127578|4-557|Hydra magnipapillata|Eukaryota-Metazoa

198432703|3-475|Ciona intestinalis|Eukaryota-Metazoa
J —61889127|1-479|Xenopus Silurana tropicalis|Eukaryota-Metazoa
_|—4721 0908|4-511|Tetraodon nigroviridis|Eukaryota-Metazoa
0.99 _l1 60333701|4-476|Danio rerio|Eukaryota-Metazoa

1.00 0.9916516995|4-479|Danio rerio|Eukaryota-Metazoa

'190337470|4-479|Danio rerio|Eukaryota-Metazoa
148227950|4-475|Xenopus laevis|Eukaryota-Metazoa

0.97 (1 90 61889124|4-475|Xenopus Silurana tropicalis|Eukaryota-Metazoa

0 817999555

126331713

0.90.97126283543
U|-149640602 4-475
]

8148231649|4-475|Xenopus laevis|Eukaryota-Metazoa

4-475|Xenopus laevis|Eukaryota-Metazoa

|| J224049996 4-475|Taeniopygia guttata|Eukaryota-Metazoa
0.96, 118090589|4-478|Gallus gallus|Eukaryota-Metazoa
0.850302808|4-475|Gallus gallus|Eukaryota-Metazoa

|4-475|Monodelphis domestica|Eukaryota-Metazoa
4-475|Monodelphis domestica|Eukaryota-Metazoa
Ornithorhynchus anatinus|Eukaryota-Metazoa

149035357|4-475|Rattus norvegicus|Eukaryota-Metazoa

0.9.753786146
0474207585

4-475|Rattus norvegicus|Eukaryota-Metazoa
1-416|Mus musculus|Eukaryota-Metazoa

'1R678499|4-475|Mus musculus|Eukaryota-Metazoa

0.82

74195632|4-475|Mus musculus|Eukaryota-Metazoa
74144776|4-475|Mus musculus|Eukaryota-Metazoa
74195457\|4-475|Mus musculus|Eukaryota-Metazoa

0.8191567925|5-467|Homo sapiens|Eukaryota-Metazoa
0.88 I 73951553|4-278|Canis lupus familiaris|Eukaryota-Metazoa
'0.9473951559|4-282|Canis lupus familiaris|Eukaryota-Metazoa
173951557|4-232|Canis lupus familiaris|Eukaryota-Metazoa

114593649
0.9809413772
Y'1714593645
0 8;09074035
0.9 509074031

11709074033

0.9409074025

119613344
114593647

1.00

1-378|Pan troglodytes|Eukaryota-Metazoa
4-475|Pongo abelii|Eukaryota-Metazoa

1-450|Pan troglodytes|Eukaryota-Metazoa
1-378|Macaca mulatta|Eukaryota-Metazoa
1-450|Macaca mulatta|Eukaryota-Metazoa
4-408|Macaca mulatta|Eukaryota-Metazoa

4-475|Macaca mulatta|Eukaryota-Metazoa

4507813|4-475|Homo sapiens|Eukaryota-Metazoa

4-475|Homo sapiens|Eukaryota-Metazoa

4-408|Pan troglodytes|Eukaryota-Metazoa

149702806|4-475|Equus caballus|Eukaryota-Metazoa

1.003991555|4-475|Canis lupus familiaris|Eukaryota-Metazoa
0.947806365|4-475|Bos taurus|Eukaryota-Metazoa
0.9727770|4-467|Bos taurus|Eukaryota-Metazoa
123440339|4-469|Trichomonas vaginalis G3|Eukaryota-Parabasalidea
239867918|450-935|Perkinsus marinus ATCC 50983|Eukaryota-Alveolata

193891013|12-264|Amphidinium carterae|Eukaryota-Alveolata

1.00 193890975|1-234|Amphidinium carterae|Eukaryota-Alveolata

1.00

1.00
0.94
1.00

]

0.89 ~{

225159060|1

71649455|6-501|Trypanosoma cruzi strain CL Brener|Eukaryota-Euglenozoa
71665845|6-501|Trypanosoma cruzi strain CL Brener|Eukaryota-Euglenozoa
209876768|6-564|Cryptosporidium muris RN66|Eukaryota-Alveolata
66359644|9-502|Cryptosporidium parvum lowa ll|Eukaryota-Alveolata
1.00 67607498|8-501|Cryptosporidium hominis TU502|Eukaryota-Alveolata
146181664|1089-1559|Tetrahymena thermophila|Eukaryota-Alveolata
145548118|3-434|Paramecium tetraurelia strain d4-2|Eukaryota-Alveolata
1.00 145496971|3-434|Paramecium tetraurelia strain d4-2|Eukaryota-Alveolata

32471593|14-474|Rhodopirellula baltica SH 1|Bacteria-Planctomycetes
254444624|1-443

Verrucomicrobiae bacterium DG1235|Bacteria-Verrucomicrobia
Opitutaceae bacterium TAV2|Bacteria-Verrucomicrobia

-459
080 — 5oL "182414549|1-452|Opitutus terrae PB90-1|Bacteria-Verrucomicrobia

219113223|7-473|Phaeodactylum tricornutum CCAP 1055/1|Eukaryota-stramenopiles
1.00 224009534|7-475|Thalassiosira pseudonana CCMP1335|Eukaryota-stramenopiles

0.72

149199218|3-456|Lentisphaera araneosa HTCC2155|Bacteria-Lentisphaerae

097 150387279|3-349|Victivallis vadensis ATCC BAA-548|Bacteria-Lentisphaerae

0.94

241899374|5-455|Fibrobacter succinogenes subsp. succinogenes S85|Bacteria-Fibrobacteres

158521292|8-458|Desulfococcus oleovorans Hxd3|Bacteria-Proteobacteria

0.98 218779548|7-465|Desulfatibacillum alkenivorans AK-01|Bacteria-Proteobacteria
85858489|6-

456|Syntrophus aciditrophicus SB|Bacteria-Proteobacteria

126644963

0.94

225013162|1-254|Flavobacteria bacterium MS024-2A|Bacteria-Bacteroidetes
6-467|Algoriphagus sp. PR1|Bacteria-Bacteroidetes

0.89 J—1 26662224|2-462|Flavobacteria bacterium BAL38|Bacteria-Bacteroidetes

150025363|3-457|Flavobacterium psychrophilum JIP02/86|Bacteria-Bacteroidetes
090 | %, 146298122|3-463|Flavobacterium johnsoniae UW101|Bacteria-Bacteroidetes

_,786144028|2-464|Leeuwenhoekiella blandensis MED217|Bacteria-Bacteroidetes
0.93

093 120436384|3-464|Gramella forsetii KT0803|Bacteria-Bacteroidetes

0.92
o

91216666|12-473|Psychroflexus torquis ATCC 700755|Bacteria-Bacteroidetes
1.00 1912166621

|712-473|Psychroflexus torquis ATCC 700755|Bacteria-Bacteroidetes

I_I—89891397|3-466|FIavobacteria bacterium BBFL7|Bacteria-Bacteroidetes
36 86130449|3-464|Dokdonia donghaensis MED134|Bacteria-Bacteroidetes

83857757|4-464|Croceibacter atlanticus HTCC2559|Bacteria-Bacteroidetes
073 [ 241891273|5-461|Sphingobacterium spiritivorum ATCC 33861|Bacteria-Bacteroidetes
0. 91_:163788986 |3-459|Flavobacteriales bacterium ALC-1|Bacteria-Bacteroidetes

1.00

88712968|4-465|Flavobacteriales bacterium HTCC2170|Bacteria-Bacteroidetes

116061114|10-475|Ostreococcus tauri|Eukaryota-Viridiplantae
0,99 145353618|5-471 |Ostreococcus lucimarinus CCE9901|Eukaryota-Viridiplantae
1.00 | ——226457637|5-468|Micromonas pusilla CCMP1545|Eukaryota-Viridiplantae
0.91——255079378|1-468|Micromonas sp. RCC299|Eukaryota-Viridiplantae

1159469518|10-494|Chlamydomonas reinhardtii|Eukaryota-Viridiplantae

1.00

0.90

1159480176|1-309|Chlamydomonas reinhardtii|Eukaryota-Viridiplantae

61338425|6-483|Dunaliella salina|Eukaryota-Viridiplantae

0.99 159479860|1-478|Chlamydomonas reinhardtii|Eukaryota-Viridiplantae
0.98—159491403|1-475|Chlamydomonas reinhardtii|Eukaryota-Viridiplantae
j115488436|1-480|0ryza sativa Japonica Group|Eukaryota-Viridiplantae
0 97-1 15488438|1-480|Oryza sativa Japonica Group|Eukaryota-Viridiplantae
i"1,115455455|1-480|Oryza sativa Japonica Group|Eukaryota-Viridiplantae
Jo.93£08711 177|1-245|0Oryza sativa Japonica Group|Eukaryota-Viridiplantae
0.88226505764|1-480|Zea mays|Eukaryota-Viridiplantae
0.89719885505|1-480|Zea mays|Eukaryota-Viridiplantae
0.96 95623986|1-480|Zea mays|Eukaryota-Viridiplantae
0.831326129|1-217|Sorghum bicolor|Eukaryota-Viridiplantae

A

1.00 |0.96

0.7629987067|1-438|Oryza sativa Japonica Group
— 1715454061|1-466|0ryza sativa Japonica Group

1.0026499718|28-507|Zea mays|Eukaryota-Viridiplantae
226505792|1-481|Zea mays|Eukaryota-Viridiplantae
1.00 124203371 9|1-481|Sorghum bicolor|Eukaryota-Viridiplantae
1.00 _[1 25544793|1-466|Oryza sativa Indica Group|Eukaryota-Viridiplantae
1 0021 5768927|1-482|0Oryza sativa Japonica Group

Eukaryota-Viridiplantae
Eukaryota-Viridiplantae
Eukaryota-Viridiplantae

—

242047160|1-467|Sorghum bicolor|Eukaryota-Viridiplantae

67904370|77-514|Aspergillus nidulans FGSC A4|Eukaryota-Fungi

,108706173|1489-1932|Oryza sativa Japonica Group|Eukaryota-Viridiplal

0.7

27115453609
06508708917

S
©l

0.83

0.79

148908772

(=)

.94

o9

1.0055674604|1-465|0ryza sativa Japonica Group
I 224141487|1-481|Populus trichocarpa|Eukaryota-Viridiplantae
7 0U61 64591|1-481|Populus tremula x Populus tremuloides|Eukaryota-Viridiplantae
U 1"71.0039939262|1-481|Populus tomentosa|Eukaryota-Viridiplantae

1224080233|1-481|Populus trichocarpa|Eukaryota-Viridiplantae

N 217074362|1-249|Medicago truncatula|Eukaryota-Viridiplantae
.99 255635813|1-468|Glycine max|Eukaryota-Viridiplantae
217074360|1-242|Medicago truncatula|Eukaryota-Viridiplantae
15222735|1-481|Arabidopsis thaliana|Eukaryota-Viridiplantae
1.00 121536677|1

7 218193092|1-481|0Oryza sativa Indica Group|Eukaryota-Viridiplantae
0|—|91—2226251 62|1-388|Oryza sativa Japonica Group|Eukaryota-Viridiplantae
- 4

1-481|Oryza sativa Japonica Group

Eukaryota-Viridiplantae
1-490|Oryza sativa Japonica Group

Eukaryota-Viridiplantae
Eukaryota-Viridiplantae

-481|Arabidopsis thaliana|Eukaryota-Viridiplantae

.9
0.91225423505|1-480|Vitis vinifera|Eukaryota-Viridiplantae
Lo.95! 57338534|1-459|Vitis vinifera|Eukaryota-Viridiplantae
0.91 224098952|1-480|Populus trichocarpa|Eukaryota-Viridiplantae
(1002241 121381

-480|Populus trichocarpal|Eukaryota-Viridiplantae

0.76-255542070|1-480|Ricinus communis|Eukaryota-Viridiplantae
0.99255542078|1-480|Ricinus communis|Eukaryota-Viridiplantae
0.99255542080|1-480|Ricinus communis|Eukaryota-Viridiplantae
148909363|1-480|Picea sitchensis|Eukaryota-Viridiplantae
|7-480|Picea sitchensis|Eukaryota-Viridiplantae
—168062987|1-481|Physcomitrella patens subsp. patens|Eukaryota-Viridiplantae
0.93 9 99168037418|1-480|Physcomitrella patens subsp. patens|Eukaryota-Viridiplantae
lmv 68061151|1-480|Physcomitrella patens subsp. patens|Eukaryota-Viridiplantae
168018213|1-480|Physcomitrella patens subsp. patens|Eukaryota-Viridiplantae
J—4031 7278|1-480|Cinnamomum osmophloeum|Eukaryota-Viridiplantae
33— 29028306|1-480|Colocasia esculenta|Eukaryota-Viridiplantae
).81-242041801|1-480|Sorghum bicolor|Eukaryota-Viridiplantae
0.98-59804097|1-480|Bambusa oldhamii|Eukaryota-Viridiplantae
~48093459|1-480|Nicotiana tabacum|Eukaryota-Viridiplantae
0.71.0048093457|1-480|Nicotiana tabacum|Eukaryota-Viridiplantae
‘ 15242316|1-480|Arabidopsis thaliana|Eukaryota-Viridiplantae
| 301025401-479|Arabidopsis thaliana|Eukaryota-Viridiplantae

0.9;931.0015241704|1-480|Arabidopsis thaliana|Eukaryota-Viridiplantae

. L

5228687
| o 083404

H0_9ﬂ21 6181 58\1-480 Arabidopsis thaliana

Eukaryota-Viridiplantae

1-480|Arabidopsis thaliana|Eukaryota-Viridiplantae
1-480|Arabidopsis thaliana|Eukaryota-Viridiplantae

158713820|1-480|Boehmeria nivea|Eukaryota-Viridiplantae
1225452968|1-480\Vitis vinifera|Eukaryota-Viridiplantae
0.9957345761|1-459|Vitis vinifera|Eukaryota-Viridiplantae
(o.76—255547257|1-480|Ricinus communis|Eukaryota-Viridiplantae
0.96_ 1 157342362|1-456|Vitis vinifera|Eukaryota-Viridiplantae
1H)|225457281 1-480\Vitis vinifera|Eukaryota-Viridiplantae
144926039|1-480|Eucalyptus grandis|Eukaryota-Viridiplantae
255648377|1-480|Glycine max|Eukaryota-Viridiplantae
0 gﬂ61361 19|1-480|Glycine max|Eukaryota-Viridiplantae
0.99295638733|1-480|Glycine max|Eukaryota-Viridiplantae
0.8955644991(1-266|Glycine max|Eukaryota-Viridiplantae

115451606|1457-1900|Oryza sativa Japonica Group|Eukaryota-Viridiplan



