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Figure S2. Amino acid sequence alignment of the Ptr2-p proteins encoded by the functional PTR2 gene
of S. cerevisiae strain S288c and by the two non-functional PTR2 alleles identified in the EC1118 wine
strain.

PTR2- S288¢c 1- MLNHPSQGSDDAQDEKQGDFPVI EEEKTQAVTLKDSYVSDDVANSTERYNL SPSPEDEDFEGPTEEEMQTL RHVGGKI PMRCWLI Al VE
PTR2 Hap. 1 EC11181- M.NHPSQGSDDAQDEKQGDFPVI EEEKTQAVTLKDSYVSDDVANSTERYNL SPSPEDEDFEAPTEEEMQTL RHVGGKI PMRCOWLI Al VE
PTR2 Hap.2 EC11181- M.NHPSQGSDDAQDEKQGDFPVI EEEKTQAVTLKDSYVSDDVANSTERYNL SPSPEDEDFEAPLKKKCRL* - 70

PTR2- S288¢c LSERFSYYGLSAPFQNYMEYGPNDSPKGVL SLNSQGATGL SYFFQFWCYVTPVFGGYVADTFWGKYNTI CCGTAI YI AG FI LFI TSI P
PTR2 Hap.1 EC1118 LSERFSYYGLSAPFQNYMEYGPNDSPKGVLSLNSQGATGL SYFFQFWCYVTPVFGGYVADTFWGKYNTI CCGTAI YI AG FI LFI TSI P

PTR2- S288¢c SVGNRDSAI GGFI AAI I LI G ATGM KANLSVLI ADQLPKRKPSI KVLKSGERVI VDSNI TLONVFMFFYFM NVGSLSLMATTELEYH
PTR2 Hap.1l EC1118 SVGNRDSAI GGFI AAIl LI G ATGM KANLSVLI ADQLPKRKPSI KVLKSGERVI VDSNI TLQNVFMFFYFM NVGSLSLMATTELEYH

PTR2- S288¢c KGFWAAYLLPFCFFW AVWTLI FGKKQYI QRPI GDKVI AKSFKVCW L TKNKFDFNAAKPSVHPEKNYPWNDKFVDEI KRALAACKVFI
PTR2 Hap.1 EC1118 KGFWAAYLLPFCFFW AWTLI FGKKQ* - 294

PTR2- S288¢c FYPI YWIQYGTM SSFI TQASMVELHGI PNDFLQAFDSI ALI | FI PI FEKFVYPFI RRYTPLKPI TKI FFGFMFGSFAMTWAAVL QSFV
PTR2- S288¢c YKAGPWYNEPL GHNTPNHVHVCWQI PAYVLI SFSEI FASI TGLEYAYSKAPASMKSFI MSI FLLTNAFGSAI GCALSPVTVDPKFTWL.F
PTR2- S288¢c TGLAVACFI SGCLFWL.CFRKYNDTEEEMNAVDYEEEDEFDLNPI SAPKANDI EI LEPMESLRSTTKY* - 601



