RAS-clonell
RAB=CloneZl
RAG-cloneZ?
HAS-£10NEPE
HERVK-LTR- Leader

RAS-clonel2
RAB-Clone?l
PAS-clonel
RAS -clone?8
HERVE-LTR-1eader

HAL-clenel2
RAS -rlane?]
RAS-clone22
HAb -G loneZ8
HERVE-LTR-1eader

A5 -clonel?
RAS-clone2l
RAS-clone2?
BAB-cTone?8
HERVE-LTR-1eader

HER?K LTR-Leader

RAE -elanel
RAS-claned
RAG-claneld
RAG-clanel?
RAS-claneld

RAS -cloneld
HERVE-LTR-Leadar

Ra5-clonel
RAS-cloned

RAE -clanclf
RAS-clonel?
RAS-cloneld
RAS-cloneld
HERVE-LTR-Leader

5-clonel

cloned
S-clonels
S-clonel?
5-elaneld
5-elanald

HERVE- LTR- L eader

Figure W1. Nucleotide sequences of the 5" RACE clones obtained from MeWo cells. (A) Clones indicating transcriptional initiation at
nucleotide no. 796 are aligned with the LTR-leader sequences (HERVK-LTR-Leader) of HML-2.HOM (GenBank AF074086.2). Nucleotides
identical to the HERVK-LTR-leader sequences are in blue, and mismatches in magenta. The 3' end of the LTR is marked by a line.
(B) Clones corresponding to the transcripts starting at no. 826 are shown. The first 6 clones of 11 are shown. (C) Alignment of the
5" RACE products indicating transcriptional initiation by a non-LTR promoter at 7g22. Corresponding chromosomal sequences
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Figure W2. Nucleotide sequences of the 5’ RACE products obtained from HEK293 cells. (A) The 5’ RACE clones starting at no. 460 are
aligned with the HERV-K LTR-leader sequences. These clones showed 44 nucleotide mismatches (only 92% sequence identity) compared
with the 570 nucleotides of HML-2.HOM. A BLAST search identified the template sequences at a unigue locus on chromosome 3
(NT_005612). Nucleotides identical to the HERVK-LTR-leader sequences (GenBank AF074086.2) are in blue and mismatches are in magenta.
The 3'end of the LTR is marked by a line. (B) Clones starting at no. 813 or no. 815 are aligned. They show approximately 99% sequence identity
to the HERV-K LTR-Leader and thought to represent the transcripts from HML-2.HOM and related HERV-K loci.
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Figure W3. Transactivation of HERV-K LTR by MITF-M. Luc expres-
sion assay with HKLTR-1, Del-7, and 7-LTR in combination with
the MITF-M expression vector. Relative luciferase activity (RLA)
(mean = SD) is presented in relation to the control assay (1.00) with
HKLTR-1 and the empty vector (Vec). The ratio (0.5, 1) of the ac-
tivator plasmid amount to the Luc plasmid amount is given in paren-
theses. Experiments were performed two times in triplicate.



Table W1. Human Genomic LTRs with Less Than 95% Sequence Identity to the HERV-K LTR (HML-2.HOM).

Chromo- |Genomic (AL I nr460 MITF-3 MITF-2 MITF-1  793TATA Inr826 Identity |Gaps Score
some Contig (=95%) (bits)
7 m‘?,{f}e # GGAATGC |CACATG |CTTGTG [CACATC [AATAAATA  [GGATCCT

7 |NT_079592.2 |4636386  |GGAATGC |CACATG |CITGTG [CACATC |AATAAATA |GGATCCT 94%8{,‘5 ‘/(g;f 1696
4627883 [GGMTGC [CACATG [CITOTG [CACATC [acTaaaTA  [aaaTeeT | 4203651 VS8 q6a7
4619379  |GGAATGC |CACATG |CITGTG |CACATC |AATAAATA |GGATCCT 93%3@? '/(g;f 1669
16240452 GGAATGC [CACGTG |CTTGTG |CACATC [AATAAATA |GGATGCT 93%2‘;? '/(3;)5 1651

933/045] /945
23081303 |GGAATGC |CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT | or| 1647
12 |NT_020419.11 |20865515 |GGAATGC |CACATG |CITGTG |CACATC [AATAAATA |GGATCCT 93%3;‘5 ‘/(3;3" 1660
20874004 |GGAATGT |CACATG |CITGTG |CACATC |AATAAATA |GGATCCT 93%3;‘6‘;3 '/(g;f 1642
13992344 |GGAATGT [CACGTG |CTTGTG |CACATC |AATAAATA |GGCTCCT 92%2;? '/(g;f 1629
17870621 (GGANTGT [GACGTG |GTTTG [GAGATC |MATAMATA [aaaToor | 2556\ 178881 459
18938415 |GGAATGT [CACGTG |CITGTG |CACATC |AATAAATA  |GGATCCT 92%3{,‘5 '/(32)5 1609
7 INT_007741.13 [2904345  |GGAATGC [CACATG |CTTGTG |CACATC |AATAAATA |GGATCCT 94%3;‘5 ‘/(g;? 1660
7 |NT_079506.2 |57285861 |GGAATGC [CACGTG |CTTGTG |CACATC |AATAAATA |GGATCCT 93%%;‘6‘;3 '/(g;f 1656
24287145 [GGAATGC [CAGGTG [GTTGTG |GAGATC |AATAANTA [aaTcor | 00385 Va8l 1633
22844882 |GGAATGC |CACGTG |CITGTG |CAGATC [AATAAATA  |GGATCCT 92%2’;? '/(3;)5 1629
25232346  |GGAATGC |CACGTG |CITGTG [CACATC |AATAAATA  |GGATCCT 92%3{,‘; 2/«9,;? 1609
3784161  |GGAATGC |CACGTG |CITGTG |CACATC [AATAAATA |GGATCCT 9%3;‘5 3/(3;)6 1582
188057  |GGAATGC [CACGTG |CTTGTG |CACATC |AATAAATA |GGATCCT 9‘2%;’;6 2/(8%5 1519
12386954 [GGCATGO CACGTG |OTTTG [GAGATC |MATAMATA [aaaToot | “06.2dS| 11761 1517
8 [NT_007995.14 (7372243  |GGAATGC |CACGTG |CITGTG [CACATC |AATAAATA |GGATCCT 93%2’;? '/(g;? 1651
13916038 |GBAATGC [CACGTG [CITGTG |CACATC |AATAAATA  |GGATCCT 9‘%2{,‘6‘;3 '/(g;f 1552
12972195 |GGCATGC [CACGTG |CTTGTG |CACATC |AATAAATA |GGATCCT 9°3(gg;‘6)7 3/(3;)7 1499

934/045 /945
Y |NT_011903.12 [1088725 |GGAATGC |CACGTG |CITGTG |CACATC [AATAAATA |gGATCCT we| on| 1651
2722474  |GGAATGC |CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 93%3;‘;3 '/(g;f 1651
3337067  (GGAATGC [CACGTG [GTTGTG [CAGATC [MATAAATA [aaATcoT | S4E0! 1881 1651
19 [NT_011100.15 |10625035 |GGAATGC [CACGTG |CITGTG |CACATC [AATAAATA |6GATCCT 93%2’;? '/(g;? 1651
17365636 |GBAATGC [CACGTG |CITGTG |CACATC |AATAAATA  |GGATCCT 92%3{,‘5 '/(g;f 1615
10090511 |GGAATGC [CACGTG |CTTGTG |CACATC |AATAAATA |GGATCCT 93%%’ ‘5/(?;53 1608
307710 |GGAATGC |CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 93%2975 28/(397‘3 1581
24814575 |GGCATGC |CACGTG |CITGTG |CACATC [AATAAATA |6GATCCT 91%2%; 2/(8;? 1555
10390031 |GGAATGC |CACGTG |CITGTG [CATATC |AATAAATA  |AGATCCT 9°%2’;§ 7/(3;')5 1539
21661083 |GGAATGC |CACGTG |CITGTG [CACATC |AATAAATA  |GGATCCT 9°%g;‘5 6/«9);? 1521
1449405  |GGCATGC [CACGTG |CTTGTG |CACATC |AATAAATA |AGATCCT 9°4(gg;‘£ 2/(3%5 1510
24680600 |GGCATGC |CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 90%2;‘;3 3/(8;5 1499
10 |NT_008705.15 [9167724  |GGANTGC |CACGTG |GTTGTG [GAGATC |MATAMATA [seaToot | SS5d5| 178681 647
16 |NT_037887.4 (5745357  |GGAATGC [CACGTG |CITGTG |CACATC |AATAAATA |6GATCCT 93%2{,‘5 '/(g;f 1647
8160731  |GGAATGC |CACGTG |CITGTG [CACATC |AATAAATA  |GGATCCT 92%3{,‘5 '/(gﬁ 1611
8 |NT_008183.18 |6798560 |GGAATGC [CACGTG |CTTGTG |CACATC |AATAAATA |GGATCCT 93%3;‘6‘;3 '/(g;? 1647
0066476  |GGAATGC |CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 9”(42;‘;3 ”/(?;‘5 1543
4 |NT_006216.14 |1502018  |GGAATGC |CACGTG |CITGTG |CACATC [AATAAATA |6GATCCT 93%3;‘5 '/(g;f 1647
6812371  |GGAATGC [CACGTG |CITGTG |CACATC |[AATAAATA |GGATCCT | 235/945] 1/945) e)

8% | ©n
0985448  |GGAATGC |CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 9%2;? ”/(?;‘3 1543
16 |NT_010498.15 |28448457 |GGAATGC |CACGTG |CITGTG |CACATC [AATAAATA |GGATCCT 932@%&? '/(g;? 1642
1512560  |GGAATGC [CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 92%3;‘6? '/(g;f 1624
1 |NT_004487.18 (6639369  |GGAATGC [CACGTG [CITGTG |CACATC |AATAAATA  |GGATCCT 93%3;‘5 '/(g;f 1642




Table W1. (continued).

930/945] 1/945

6087779  |GGAATGC [CACTG [CITGTG |CACATC |AATAAATA |GGATCCT W T e
6095991  |GGANTGC CACGTG [GTTGTG [GAGATC (MTAAATA (aGATeOT | “00es /881 163
6060651  |GGANTGC CACGTG [GTTGTG [GAGATC (MTAAATA [aaaTooT | “OS(088 /3061 151
10227941 |GGAATGC [CACGTG |CTTGTG [CACATC |AATAAATA |AGATCCT 90%3‘,'6)5 ‘/(3;)5 1512
2 NT_022184.14 [6498779 |GGAATGC [CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 93%2‘9‘05 ‘/(32)5 1642
16268394 |GGAATGC [CACGTG |CTTGTG |CACATC |AATAAATA  |GGATCGT 93'@3{,‘5 Voe| 16
9653238 | GGANTGC|CACATG [GTTGTG [GAGATC (MTAAATA  [aaaTeoT | “0des /381 163
65304362 |GECATGC |CACGTG [GGCATG [GAGATC (MTAAATA  [aaaTeoT | Oopgdel /306|187
X [NT_O11786.15 [0124856 |GGAATGC [CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 93%3‘9‘05 ‘/(3;)5 1638
4 |NTO16354.18 (86128085 [GGAATGC [GACGTG [GTTGTG |CAGATC |MTAANTA [aaaTcor | 1381 VS 163
44812799 |GBANTGC [CACGTG [CTTGTG |GAGATC |MATAAATA  (sGATOT | 290081 ¥/3851 1626
11 |NT_033399.7 (5136708 |GGAATGC [CACGTG [GTTGTG [GAGATC |AATAAATA [aaATCOT | “oo2e®| /25| 1626
5128210  |GGAATGC [CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 92%3‘,‘5 ‘2/(‘?;‘6‘;3 1629
22163299 |GGCATGC [CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 90%2‘9‘5 3/((’;;)6 1528
22155106 [GGCATGO CACGTG [GITGTG [GACATC [MTAAATA [aaaTcer | S0B(2461 47886 45p9
8 |NT_023736.16 [7343774 |GGAATGC [CACGTG [GITGTG |CAGATC [AATAAATA [GaATCOT | “ooaed| /25| 1638
7352060  |GGANTGC [CACGTG [GTTGTG |[GAGATC |MTAANTA (aATCOT | “2o0e8 /2451 1604
3 NT_020928.12 [275007  |GGAATGC [CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 93%3‘,‘05 ‘/(3;)5 1638
3 NTO2217.17 (47241028 [GGAATGC [CACGTG [GITGTG [CACATC [MTAAATA aaATceT | SO3e81 V3881 1633
14073653 |GGAATEC (CACGTG [GTTGTG [CAGATC |AATAAATA [aoATceT | 20085 173451 1694
53952548 [GGANTGC CAGATG [CTTGTG [GAGATC |MATAMATA  (sGATOCT | °'95%S| /351 1584
50497327 |GGAATGC [CACGTG |CITGTG |CACATC [CATAAATA  |GGATCCT 90%2‘,'5 ‘2/(‘?;‘5 1535

23527120 |GGAATGC [CACTG |CITGTG |CACATC |AATAAATA |aGATCCT 90%2‘9‘6? 8/((’;;? 1489

930/945| 1/945

7 [NT_007933.14 [50045767 |GGAATGC [CACGTG |CTTGTG [CACATC |AATAAATA |6GATCCT K
48604326 |GBANTGC [CACGTG [CTTGTG |GAGATC |ATAAATA  (sGAToT | 2300881 /351 1624
50991790 [GBAATGC [CACGTG [CTTGTG [GAGATC |MTAMTA |aaaToor | 2503881 /381 1615
20571945 |GGAATGC [CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 92%3‘,‘95 2/(3;)5 1599
25077162 (GGCATGO [CACGTG [GITGTG [CACATC [MTAAATA aaaTcoT | 052451 273881 451
38166108 [GECATGC [CACGTG [CTTGTG [GAATC |MATAAATA  |aGAToOT | 0%0046 ”/(?;‘5 1517
17 |NT_010799.14 (3765010 |GGAATEC [CACGTG [GITGTG [CAGATC |AATAAATA lagATccT | 5028|1328 1633
9204418  |GGCATGC [CACATG |CITGTG |CACATC |AATAAATA  |GGATCCT 9‘%2;‘3 Yol 1544
9 NT_008470.18 [31512589 |GGAATGC [CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 93%3‘9‘6)5 ‘/(3;)5 1633
18678008 |GGANTGT [CACGTG |OTTGTG [GAGATC |MATAMATA [aaaToor | O'35) 978451 15g6
6 |NT_007299.12 (26911478 |GGAATEC [CACGTG [GITGTG (CAGATC |AATAAATA laeATceT | 508! VIS 1633
17388676 |GGAATAC (CACGTG [GITGTG [CAGATC |ATAAATA [aaATcer | “C7e| /28| 1626
16256254 |GGAATGC [CACATG |CTTGTG [CACATC |AATAAATA |GGATCCT 92%3‘,'6)5 9/(3;)5 1613
16247792 |GGANTGC [CACGTG [CTTGTG [GAGATC |MTAMATA  [seaTooT | 24351 9781 1609
31703257 |GGAATGG |CACGTG |CITGTG [CACATG |AATAAATA  |GGATCCT 92%3{,‘6;‘ Yo 1588
20 |NTO11362.9 (5652451 |GGANTGC [CACGTG [CTTGTG [GAGATC [MTAAATA |aGAToOT | “0gdes| /28| 163
12 |NT_009775.16 (1577352 |GGAATGC [CACGTG [GITGTG [CAGATC |AATAAATA laaATccT | 29381 1388 1629
9113298 |GGCATGC [CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 90%2‘9‘5 ”/(51’;‘6? 1532
14 NT026437. 11 [46446026 (GGAATGC [CACGTG [GITGTG [CAGATC [MTAATA [aaaTceT | 293681 1/388) 129
36491018 [GBANTGC [CACGTG [CTTGTG |GAGATC |AATAAATA  (sGaTooT | °'9000%] T9/9851 1529
59261730 [GECATGO [CACGTG [CTTGTG [GAGATC |MTAMATA |aaaTooT | 020881 178081 4505
19587055 |GGCATGC [CACGTG |CTTGTG [CACATC |AGTAAATA |GGATCCT 902({)3‘,'5 2/(3;53 1501
4194701 |GGCATGC [CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 90%3‘9‘6)5 ‘/(32)5 1498
3 NT0S612.15 (91776453 [GGCATGC [GACGTG [GITGTG [GAGATC [MTAAATA [aaaTcoT | 293651 173451 162
91784665 |GGCATGC [CACGTG |GTTGTG |[GAGATC |MTAANTA (aTcoT | 200388 173451 1694

19239229 |GGAATGC [CACGTG |CTTGTG |CACATC |AATAAATA  |GGATCOT 927({,3;? 9/(?,;‘5 1622




Table W1. (continued).

927/945| 9/945

10247428  |GGAATGC |CACGTG |CITGTG |CACATC |AATAAATA  |GGATCCT s U i
82110455 [GGOATEC (CAGATG |[GITGTG |GACATC [MATAMATA  (aGATooT | °'0e8 | 1/345] 1566
93106159 |GGOATEC (CACGTG |GTTGTG |CAGATC [AATAMATA  |6GATOCT | (oot 2285 150
93100773 |GGCATGC [CACGTG |CITGTG |CACATC |AATAAATA |6GATCCT go%g;? ‘O/(?;tf 1517
7018791  |GGCATGC |CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 90“(@‘9‘5 Y oy 1510
7914037  |GGCATGC [GAGGTG (CTTGTG [GAGATC [MTMAATA [aaatcer | *0%/347 4/(3;3 1496
1 |NT_004550.13 (720667  [GGAATGC [CACGTG |GITGTG |GAGATC [AATAMATA (aGAToOT | 200288 17285 160
4250163 [GGOATEC (CACGTG |[GITGTG |GAGATC [AATAMATA  (aGATOOT | “Oo2e8| 22381 1496
1 |NT032077.8 |45814690 [GGAATEC (CACGTG |GITGTG |GACATC [AATAMATA |6GATOOT | 290388 1348 160
45820095 |GGAATEC (CACGTG |GTTGTG |CACATC [AATAMATA  (aGAToCT | 2903851 /348 160
63715225 |GGAATGC [CACGTG |CTTGTG |CACATC |AATAAATA |6GATCCT 92%3;35 ‘/(g;f 1624
22443836 |GGAATGC [CACGTG |CTTGTG [CACATC |AATAAATA |GGATCCT 92%3‘9‘5 2/(8;? 1584
36863376 |GGANTEC (CATGTG |GTTGTG |GAGATC [MTAMTA [aGaTooT | °'70e| S/3351 1577
15065693 |6GCATEC [GAGGTG [CTT&TG [GAGATC [AATAAATA |aaTeoT | “07odeS| 2238 1502
59505425 |GGOATEC (CACGTG |GITGTG |GACATC [MATAMATA  (aGaTooT | 0902881 10/%8] 1508
5 |NT_028133.12 (895242 |GGANTGC [CACGTG (GTTGTG |GAGATC |AATAMATA [aaATooT | “29028%| /381 1629
903454 [GGATGC [CACGTG |GTTGTG |CAGATC [ATAMATA  (aGATooT | 293851 /348 1690
23751517 |GGCATGC [CATGTG |CITGTG |CACATC |AATAAATG |66ATCCT 92%3;;5 ‘/(g;f 1588
14234306 |GGAATGT |CACGTG |CITGTG |CACATC |AATAAATA |GGATCCT 9‘%3‘9‘5 9/(8;? 1577
25063855 |GGOATEC (CACGTG |GITGTG |GAGATC [ATAMATA  [aGATooT | OO0 S/345T 143

Sequences identical to the corresponding positions of the HERV-K LTR (HML-2.HOM) are in black. Altered sequences that seemed

to preserve the proposed functions are in blue. Nucleotide substitutions expected to disrupt the function are in red.



Table W2. Rhesus Monkey (Macaca mulatta) LTRs with Less Than 80% Sequence Identity to the Human-type HERV-K LTR.

Inr460  MITF-3 MITF-2 MWITF-1  793TATA Inr826
Temn | ate Insertion of Inr
p #1| GBAATGC|CACATG |CTTGTG |CACATC consensus,
HKLTR-1 PyPyAN (T/A) PyPy
M. mulatta |Position Identity |Gaps Score
genomic (=80%) (bits)
reference
AC210649. 4 68871|G——GC [CACATG |CCTATT |CACATT |AATAAATA |CCATTGC GGATCCT ‘3224357 3(24?57 996
AC206102. 3 78780|GG——TCT |CACATT |CCTATT |CACATC |AATAAATA GGATCCT 7(3%?22 2(;4?22 836
AC213330.3 | 173360(GG-TCT [CACATT |CCTATT |CACATC |AATAAATA GGATCCT 7(3%?22 2(;4?22 836
AC191812.4 | 161342 |AGAAGGC [CACATG |CCTATT |CACTTC |AATAAATA GGETCCT 7(573‘1‘4?67 ‘%367 836
AC197502.3 | 156174|G——GC |TACATG TTCATC |AAGAAATA CCATCCT 7(;%?62 ?%’62 834
165784|G——TC [CACATG |CCTATT |CACTTC |AGCAAATA AGGTCCT 7(2(%?50 ‘2%350 821
AC218138.3 19882 |AGAAGGC [CACATG [CTATTG |CACTTC |AATAAATA CGAGTCC 7(;%?68 3(’24?68 827
AC209790.2 | 102901 |AGAAGGC [CCTATT |CCTATT |CACTTC |AATAAATA CGAGTCC 7(573%?68 %24368 827
AC201622.7 | 131721|G——GC [CACATG |CCTATT |CACATC |AATAAATA %3%331 3(’24?3‘ 827
AC148674. 1 31678|6G—CC [CACATG |CCTATA |CACATC |AATAAATA GGGTCCT 7(2(‘)4?80 ‘%?80 821
782/980 [48/980
AC194579.7 | 213314|GG-CGGC [CACGTT |CCTATG |CACATC |AATAAATA [TCAGTGC AgaToeT  [Foo 380 188 820
195164 |66-CGGC [CACGTT [CCTATG |CACATC |AATAAATA |CCAGTGC GG-TCCT 7(284?8‘ 5(24?8‘ 807
782/980 [48/980
AC191828.3 | 148275|GG-CGGC [CACGTT |CCTATG |CACATC |AATAAATA |TCAGTGC AgaTceT  [Foo 380 188 820
AB128049.1 | 2710708 |AGAAGGC [CATATG |CCTATT |CACTTC |AATAAATA GGETCCT 7(;(‘)4?70 5(24?70 820
3070098 |AGAAGGC [CATATG [CCTATT [CACTTC |AATAAATA GGATCCT 7(;84?67 ?gg?‘” 816
3150304 |AGAAGGC [CATATG |CCTATT |CACTTC |AATAAATA |CCAGCTT GGETCCT 7(384?67 5(‘5‘4?67 801
2817651 |AGAAGGC [CATATG [CCTATT [CACTTC |AATAAATA |CCAGTGC GGATCCT 7(384?67 %4?67 794
769/967 [50/967
AC199608.6 | 115860 |AGAAGGC [CATATG |CCTATT |CACTTC |AATACATA |GCAGTGC aaacooT [reond®! 1908 816
AC210647. 2 87803 |AGAAGAC [CATATG |CCTATT |CACTTC |AATAAATA GGATCCT 7(;84?69 ‘224?69 814
AC148684. 1 87804|GRAATGT [CATATG |CCTATT |CACTTC |AATAAATA GGGTCCT 7(;84?69 ‘224?69 814
AC148680.1 | 161314|AGAAGGC [CATATG |CCTATT |CACTTC |AATAAATA GGATCCT 7(;84?69 ?24?69 814
AC193058.7 | 104908 |G——GC [CACATC |CCTATT |CACATC |AATAAATA |CTAGTGC GaaTc—A |1/8/981 162/981 801
8% | (6%)
AC148690. 1 2305|GGAATAT |CATATG |CCTATT [GACTTC |AATAAATA |CCAGCTT GGGTCCT 7(384?67 5(‘5‘4?67 801
94162 [AGAAGGC [CATATG |CCTATT |CACTTC |AATAAATA |CCAGCTT GGATCCT 7(389/6?67 ?‘5‘9/6?67 801
766/967 [54/967
AC148682.1 | 106447 |AGAAGGC [CATATG [CCTATT |CACTTC |AATAAATA |CCAGCTT GEGTOOT  [Foons®’ [ Tok 801
198215 |AGAAGGC [CATATG |CCTATT |CACTTC |AATAAATA |CCAGCTT GGATCCT 7(384?67 ?‘5‘4?67 801
765/965 [51/965
AC225834.3 | 157305 |AGAAGGC [CATATG |CCTATT |CACTTC |AATAAATA aaaroor [roord®® P18 800
AC193521. 7 79951 |GGCTTCT [CICATG |CCTATA |CACATC |AGTAAATA |CCAGTCC GGATCCT 7(;(5)9/6?77 ‘}2{577 798
AC214376.3 | 140057 |AGAAGGC |CACATG |CCTATT |CACTTC |AATAAATA GGGTCCT 7(2(5)4?5‘ 5(%’5‘ 792
AC210118.6 | 102633 |AGAAGCC [CATATG |CTATTA |CACTTC |AATAAATA GGATCCT 7(3(5)4?66 ‘}gg?“ 791
AC148703. 1 4548|AGAAGGC [CATATG |CCTATT |CACTTC |AATAAATC GGETCCT 7(3(5)4?67 5(%’67 791
AC148604.1 | 141943 |AGAAGGC [CATATG |CCTATT |CACTTC |AATAAATC GGATCCT 7(3(5)4?67 &zgﬁm 791
AC191957. 7 14747 |AGAAGGC |CATATG |CCTATT [CACTTC |AATAAATA GGGTCCT 7(234?27 ‘}%’27 756

Sequences identical to the corresponding positions of the HERV-K LTR (HML-2.HOM) are in black. Altered sequences that seemed to preserve the proposed
functions are in blue. Nucleotide substitutions expected to disrupt the function are in red.



