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Figure S1. The secondary structure and fold of SmLip. B-strands are shown as
arrows, a-helices and 3¢ turns as ribbons respectively. The N and C terminal residues
are labelled and the polypeptide is color ramped from blue at the N-terminus, to red at

the C-terminus.
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Figure S2. Sequence alignment of SmLip with eight orthologues. S. marcescens
Lip is aligned with proteins from Escherichia coli (GenBank: CBG37366.1), Vibrio
cholerae (NCBI Reference Sequence: ZP_01680158.1), Pseudomonas aeruginosa
(NCBI Reference Sequence: NP_248770.1, PA0080 and NP_250357.1, PA1666),
Burkholderia cenocepacia (NCBI Reference Sequence: YP_834112.1), Burkholderia
pseudomallei (NCBI Reference Sequence: YP_112106.1), Aeromonas hydrophila
(NCBI Reference Sequence: YP_856372.1) and Edwardsiella tarda (GenBank:
ABWG69084.1). Residues conserved in all sequences are enclosed in a cyan block,
conserved in all but one sequence in blue, conserved in all but two sequences magenta
and conserved in all but three sequences yellow. The start and finish of the lipobox
motif are marked, as well as the signal peptide sequence. The alignment was
generated the same way as for Figure 2.

1 10 Signal Sequence 20
+ >
S. marcescens MMTTPI AS WCGMLFLLLGALALG . c M 27
E. coli .. MA Il Il AGKAGYGL 1 I ALFSLSLS C G 25
V. cholerae . .. . . . MNKVLWMLFALTVLTARES 18
PAODS0 Lo . MQKL I VALFGLLLEAARS 17
PA1666 .. . . . . . . . . . . ... ... . MSRRPIPPARALAMLAVLALTLA c s 25
B. cenocepacia . .. .MRSSMIRYALPLVACGCALTLA c A 22
B. pseudomallei . . MRPRFS . VSVVLGCALTLTLA C G 21
A. hydrophila X L M1 RALMLGAATLTLALA €T 18
E. tarda MSGSERWWKMTAPGGCSKVYYWAMMEKNIEKAI WSAI|I GCLTLLSILS cT 44
[ S——
Lipobox Motif
30 40
S. marcescens S SAKSVEP . X . SRYSLVYFDADRG VN 48
E. coli LTQRVADGTVSATIKSLFYR . I K TLHLDIRAREATIN 60
V. cholerae S SDKYETFP . . AKEPTEKVYTFSLVSDEGVN 43
PAO0S0 S SPPETTFP . . PTRVV IWLHAAPNLN 39
PA1666 TLSPYSR X LTKLDLALSAGETRVN 47
B. cenocepacia A APLLGSAA AV S AAGI GKPEWV DA PRNIGLTLAAAPNLN 66
B.pseudomallei A T E R S V A L VPYSITLDVAPDVN 42
A. hydrophila TMGKMADVYAMMNPDI QV . GSNDSQPTTLGLSLLAEPDVN 55
E. tarda SDAAKO QAQ s s Vv WR Y G SQA I LVNAQTAPDLNM 76
50 60 70 80 )
S. marcescens AAAGAQPAPIKIRVYVYLLJSR SDAE M D A FFSLQN. . DAKSVJIEGN S g0
E. coli TSAAGIPLSVVYVARIYQESKDNRB S D S A YQALFT . . GDNE |IMAGD 102
V. cholerae PNIWGEASPIEI| QVFENMKDDSM M S S YyDQI!I KT . .DYKKAINMR SN 85
PA00S0 PSAAGQAAPLARLARBRLYE EQNNK KDTA G R A YFALTD . . NAQSTHENMG GD &1
PA1666 PDLNGRPSPVVVYVARLTFEINMKHPVA E N A FFSLYE..RPKETHESD P D 89
B. cenocepacia AATDHKPLALVVYRLYANINMKIDPT S QQAPFDAFTDPTUEKETZKAANRG A D 110
B. psendomallei PDLNRKPSPIVLKYFOQEMKTASA E S A . FFSLQD . .KPGSVEIMG AD 84
A, hydraphila PNESGEAAPIEFQVVY LEMAEDS S KLLAT YDQVTA. .DVEZKAING KN 97
E. tarda SYDGESHSLVLAVVQTRSPDAFYQLIQTPELAGLVLQGGRPPDG 120
100 110 120 130
S. marcescens LLDSDQFFLTPGQTGKKLGGQSALDARY |GV IAEYQNLTD. G K T 132
E. coli Il 1TAQKDVWLQPGG . SVAVDMPLDDAAKTFTGVYAAMEFLEPDQKEKNINT 145
V. cholerae FVKNYDYVLTPGQFKFVNAFEVDEETNY | GVYVMAHTFAEPE . .LSE 127
PAO080 LVEQDETFLLRPGETEHRTE. ERTLDEQTRGQLGFVAAYRDLD . RAT 122
PA1666 LVTSEELELRPGERVYEL .KLSVEEGSRYVGVLAAYRDLG . EAS 130
B. cenocepacia LLNVREI TILI1 PGQ . RYTATEKVSREAQAFGI! VALTFRDPA . LAaQR 151
B. psendomallei LLGVDRI I/LRPGD . ARTLHYRGNVDAGAI GI VAETYRVWVLE . KNR 125
A. hydraphila YLDHQDY T TLLPGQFKYLPPIKLDEKTRY I GV IARYADTPD . S AE 139
E. tarda I'LQVSRYALEPGHAFRLVYLDRLQ. EARQVGFIAAFYGLPLTAQTS 163
140 150 160 170

8. marcescens MR | S LPLPEPTETNTFYKVWOQFSPD LEAHI VAGYSGLRPVWVEKEKWVD 176
E. coli MR VVLGRDELEPDTPRLIEVSGN .. . . . . . TLTLLPVKDEK. 178
V. cholerae Kk KAV KY I NKGRE . . YHLLMLFKDYDVK. . . . . ... LDRVE. . 158
PAO0S0 WMRQVLDVPGQRTS . . HLDITLGA. ... .QAI G. ... I VARPATP . 154
PA1666 MR ¥Y VVPVTAKELT..RVELKLGQ. . ..KGILNAGELLGEKAGDAR 168
B. cenocepacia K L TFDPAKSEKSGI I I GLHNCAMTVTDGTVIAPQQGAPSQPLN 195
B. pseudomallei (AR MTVPLPRAKQLNLYRFWQTSPGEMEKLQVAVKNGGI I GLGGDS SR 169
A. hydrophila WIR K V | K1 KSKGTA . ¥YQ Il LVHLRLDEVWVE E Lo LQKEEFE 171
E. tarda RLFDIPVSVTRSGI!LFPDWQAAPSPLALDLIEKLGNSGI GEAET SHTP 207
S. marcescens Lo . Lo Lo L Lo Lo Lo 176

E. coli P P P e e 178

V. cholerae oo . I oo oo Lo Lo oo 158

PAOOS0 P P P e P 154

PA1666 oo X P oo oo oo oo oo 168

B. cenocepacia LLSSVSCG . 203

B.pseudomallei V¥ R Q . 172

A. hydrophila L. i 171

E. tarda LERIPAAPDPASAPTAATPIRLSNSGEFP 235



Figure S3. An overlay of SmLip and a transthyretin subunit complexed with
thyroxine. The polypeptide trace for SmLip is black, transthyretin red. Thyroxine is
shown as sticks colored purple for I, grey C, red O and blue N.




