Name

SBO0221
SBO0519
SBO0564
SBO0636
SBO0640
SBO0641
SBO3353
SB04343
SB04397
SBO0748
SBO0749
SBO0751
SBO0752
SBO0753
SBO0754
SBO0755
SBO0756
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SBO0778
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SBO0780
SBO0856
SBO0859
SBO0860
SBO0861
SBO0862
SBO0863
SBO0864
SBO0907
SBO0958
SBO0959
SB0O0968
SBO0969
SBO0971
SBO0972
SBO0973
SB01083
SBO1136
SBO1137
SBO1138
SBO1139
SBO1140
SBO1171
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SBO1195
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SBO1388
SBO1389
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1SB00221
1 SB0O0519
0 SBO0564
1 SB0O0636
1 SB0O0640
1 SB0O0641
1SB03353
0 SB04343
0 SB04397
0 SBO0748
0 SBO0749
1 SBO0751
0 SBO0752
0 SBO0753
0 SBO0754
0 SBO0755
1 SBO0756
0 SBO0757
1 SB00758
1 SB0O0759
1 SBO0760
1 SBO0761
1 SB0O0762
0 SBO0763
1 nuc

1 SBO0765
1 SBO0766
0 SBO0767
0 SBO0768
1 SBO0769
1 SBO0772
1SBO0774
0 SBO0775
0 SBO0776
0 SBO0777
1SB00778
0 SBO0779
0 SBO0780
0 SBO0856
0 wbdS

0 wzy

0 wbdG

0 wzx

0 whbdF

0 wbdE

0 SB0O0907
1 SB00958
0 SBO0959
1 SBO0968
1 SBO0969
0 SBO0971
1 SB00972
0 SB0O0973
1flic

0 SBO1136
0 SB0O1137
0 SBO1138
0 SBO1139
0 SBO1140
0 SBO1171
1SB01194
0 SBO1195
1SB01196
1SB01199
1SB01202
15B01203
1SB01204
0 SB0O1205
1 SB01206
1 pocR

0 SBO1221
0 SB01222
0 SBO1384
0 SBO1385
0 SB0O1386
0 SB0O1387
15B01388
1SB01389

Product

orf, conserved hypothetical protein

orf, conserved hypothetical protein

orf, hypothetical protein

putative 1S1 encoded protein

putative transglycosylase

orf, conserved hypothetical protein
putative protein encoded within 1S

orf, conserved hypothetical protein
putative protein encoded within 1S
repressor protein

orf, conserved hypothetical protein
putative DNA adenine methylase
possible endonuclease

putative damage-inducible protein
putative phage-related protein

putative phage-related protein

probable capsid portal protein (fragment)
probable capsid portal protein (fragment)
terminase, ATPase subunit

putative capsid scaffolding protein
major capsid protein

terminase, endonuclease subunit
putative capsid completion protein
probable phage tail protein

possible secretory protein

putative lysozyme protein R of prophage CP-933K
putative membrane protein

putative regulatory protein

putative phage tail protein

putative phage tail protein

orf, conserved hypothetical protein
probable major tail sheath protein
probable major tail tube protein

putative phage tail protein

putative bacteriophage tail protein
putative bacteriophage tail protein
putative bacteriophage late gene regulator
putative bacteriophage late gene regulator
putative nucleotide sugar epimerase
putative glycosyl transferase

O-antigen polymerase

putative glycosyl transferase

O-antigen flippase

putative glycosyl transferase

putative glycosyl transferase

orf, hypothetical protein

putative tail fiber protein

putative tail protein

putative phage-related protein

unknown protein encoded by prophage
unknown protein encoded by prophage
Unknown protein encoded by cryptic prophage
putative transcriptional regulator
flagellin

orf, hypothetical protein

orf, hypothetical protein

orf, conserved hypothetical protein

onal regulatory protein
putative integrase

putative alpha-mannosidase

hypothetical phage protein

putative tail fiber protein

putative tail component encoded by cryptic prophage CP-933M
putative tail component

putative tail length tape measure protein
orf, conserved hypothetical protein
I1SSfI3 orfC

putative tail assembly chaperone
putative major tail subunit

pdu/cob regulatory protein

putative P4-type integrase

putative integrase

orf, hypothetical protein

putative bacteriophage late gene regulator
putative tail sheath protein

put tail tube protein

putative tail protein

putative tail protein




SBO13%0 0 1 0 O 0 0 0 0 0O O O O 0 0 1SBO1390 nputative tail protein

SBO1392 0 0 1 O 00 0 0 0O 0O O 0O 0 1 1SBO1392 nputative tailfiber assembly protein
SBO1393 0 0 1 1 0 0 0 0 0O 0O O 0O 0 1 1SBO1393 nputative tailfiber assembly protein
SBO1394 0 0 1 1 0 1 0 0 0 0O O 0O 0 0 1SBO1394 nputativebacteriophage tail protein
SBO1395 0 1 0 1 1 0 0 1 1 1 1 1 1 1 1SBO1395 putativephage tail protein

SBO13% 0 0 0 O 0 0 0 0 0 O O O O O 0SBO139% probable phage baseplate assembly protein
SBO1397 0 0 0 O 0 0 0 0 0O O O 0O 0 0 1SBO1397 phagebaseplateassembly protein
SBO1398 0 0 0 O 0 0 0 0 O O O O 0 0 0SBO1398 nputative phage baseplate assembly protein
SBO1399 0 0 0 O 0O 0 0 0O O O O O 0 O 0SBO1399 pu phage tail completion protein
SBO1400 0 0 0 O 0 0 0 0 0O O O O O O 0SBO1400 putative phage tail protein

SBO1401 0 0 0 O 0 0 0 0 O O O 0O 0 0 0SBO1401 orf, hypothetical protein

SBO1402 0 0 0 O 0 0 0 0 O O O O 0 0 0SBO1402 nputativeendolysin

SBO1403 0 0 0 O 0 0 0 0 O O O O 0O O 0SBO1403 probable phage tail protein

SBO1404 0 0 0 O 0 0 0 0 O O O O 0 0 0SBO1404 nputative capsid completion protein
SBO1405s 0 0 0 O 0 0 0 0 O O O O O 0 0SBO1405 nputative phage terminase

SBO1406 0 0 0 O 0 0 0 0 0O O O O O O 0SBO1406 majorcapsid protein

SBO1407 0 0 0 O 00 0 0 O O O 0 0 1 1SBO1407 putative capsidscaffolding protein
SBO1408 0 0 0 O 0 0 0 0 0O O O 0O 0 0 1SBO1408 probableterminase subunit

SBO1409 0 0 0 O 0 0 0 0 0O O O O O 0 0SBO1409 nprobablecapsid portal protein

SBO1410 0 0 0 O 0 0 0 0 0O O O O 0O O 0SBO1410 putative phage-related protein

SBO1411 0 0 0 O 0 0 0 0 O O O 0O 0 0 0SBO1411 nputative stability/partitioning protein
SBO1414 0 1 0 1 0 0 0 0 0O O O 0O 0 0 0SBO1414 orf,conserved hypothetical protein
SBO1589 0 1 0 O 0 0 0 0 0 O 1 1 0 0 1SB01589 orf, hypothetical protein

SBO1#651 0 0 1 O 0 0 0 0 O O O O 0O 0 0SBO1651 6-phospho-beta-glucosidase A; cryptic
SBO1921 0 1 0 O 00 0 0 0O 0O O 0O 0 1 1SBO1921 putativemembrane protein, energy transducer
SBO1923 0 1 0 O 0 0 0 0 0O O O 0O 0 0 0SBO1923 orf,conserved hypothetical protein
SBO1925 0 1 0 O 0 0 0 0 0O O O 0 0 1 1SBO1925 hypotheticalbacteriophage protein
SBO1926 1 1 0 O 0 0 0 0 0O O O 1 0 0 1SB0O1926 orf,conserved hypothetical protein
SBO1928 1 1 0 1 0 0 0 0 0O O O 0O 0 0 0SBO1928 orf,conserved hypothetical protein
SBO1930 1 1 0 1 0 0 0 0 0O O O 0 0 1 1SBO1930 orf,conserved hypothetical protein
SBO1934 0 1 1 1 1 0 0 1 1 1 1 1 1 1 1SBO1934 putative DNA adenine methyltransferase encoded by prophage
SBO1935 0 1 1 O 0O 0 0 0O O O O O 0 1 1SBO1935 pu DNA adenine methyltransferase encoded by prophage
SBO1938 0 1 0 1 0 0 0 0 0O O O O 0O 0 0SBO1938 nputativeintegrase

SBO3440 0 0 1 0 0 0 0 0 0O O O O O 0 0SBO3440 putative transposase

SBO2037 0 1 1 1 0 0 0 0 0O O O 0O 0 0 0SB02037 orf,conserved hypothetical protein
SBO2118 0 1 0 1 1 0 0 1 1 1 1 1 0 1 1SB02118 orf, hypothetical protein

SBO2121 0 0 0 O 00 0 0 0O 0O O 0 0 0 1SB02121 orf,conserved hypothetical protein
SBO2122 0 1 0 O 00 0 0 0 0 O 1 1 0 1SB02122 orf,conserved hypothetical protein
SBO2123 0 0 0 O 0 0 0 0 0O O O 0O 0 0 08SBO2123 orf,conserved hypothetical protein
SBO2124 0 1 0 1 0 0 0 1 1 1 1 1 1 1 1SB02124 capsid proteinsmall subunit

SBO2125s 0 0 0 O 0 0 0 0 0O O O O O 0 0SBO2125 majorcapsid protein

SBO2126 0 1 0 O 00 0 0 0O O O 0 0 0 1SB02126 orf,conserved hypothetical protein
SBO2128 0 1 1 1 0 0 0 0 0O O O 1 0 1 1SBO2128 putativesingle stranded DNA-bil
SBO2131 0 1 1 1 1 0 0 1 1 1 1 1 1 1 1SB02131 orf,conserved hypothetical protein
SBO2133 0 1 0 O 0 0 0 0 0O O O 0O 0 0 08SB02133 orf, hypothetical protein

SBO2134 0 1 0 1 0 0 0 0 0O O O O 0 0 0SBO2134 nputative CP4-57-type integrase

SBO2369 0 0 0 O 0 0 0 0 0O O O 0O 0O 0 0SBO2369 orf,conserved hypothetical protein
SBO2700 0 0 0 O 0 0 0 0 O O O 0O O 0 0SBO2700 nputative phosphoglycerate dehydrogenase
SBO2703 0 0 0 O 0 0 0 0 0O O O O 0O O 0SBO2703 putativeisomerase

SBO2704 0 0 0 O 0 0 0 0 0O O O O O 0 0SBO2704 Ccystathionine beta-lyase; maltose regulon modulator
SBO2705 0 0 0 O 0 0 0 1 1 1 1 1 1 1 1SBO2705 phosphotransferase systemenzyme Il
SBO2706 0 0 0 O 0 0 0 0 0O O O 0O 0 0 08SBO2706 orf, conserved hypothetical protein
SBO2759 0 1 1 1 0O 0 0 0O O O O O O O OygeB putative helicase

SBO2760 0 0 1 1 00 0 0 0O O O O O 0 0SBO2760 putativecytoplasmic protein

SBO2761 0 0 1 1 0 0 0 0 0O O O 0 0 0 08SBO2761 orf,conserved hypothetical protein
SBO2762 0 0 1 1 0O 0 0 1 1 1 1 1 1 1 1ygh putative cytoplasmic protein

SBO2763 0 1 1 1 1 0 0 1 1 1 1 1 1 1 1SBO2763 putativecytoplasmic protein

SBO2764 0 0 1 1 0 0 0 0 0O O O 0O 0 0 0SBO2764 orf,conserved hypothetical protein
SBO2765 0 1 1 1 0 0 0 1 0 0 0O 0 0 0 08SBO2765 orf,conserved hypothetical protein
SBO2766 0 0 1 1 0 0 0 0 0O O O O 0O 0 OyghF orf, conserved hypothetical protein
SBO2956 0 0 1 O 1 1 0 1 1 1 1 1 1 1 1SB02956 outer membrane fimbrial user protein
SBO2959 0 0 1 O 1 0 0 0 O O O O 1 0 08SBO29%59 imbrial subunit

SBO2%60 0 0 1 O 0O 0 0 0 1 1 0 1 1 0 0SBO2%0 pu imbrial protein

SBO3012 1 1 0 1 0O 0 0 0O O O O O O O O0gspb put type 11 secretion protein
SBO3013 1 1 0 1 0O 0 0 0O O O O O O O O0gspE putative type Il secretion protein
SBO3014 1 1 0 1 0O 0 0 0O O O O O 0 O O0gspF putative type Il secretion protein
SBO3015 1 1 0 1 0O 0 0 0O O O O O 0 O O0gspG putative type Il secretion protein
SBO3016 1 1 0 1 0O 0 0 0 O O O O O O OgspH putative type Il secretion protein
SBO3017 1 1 0 1 0O 0 0 0 O O O O O O Ogspl putative type Il secretion protein
SBO3018 1 1 0 1 0O 0 0 0O O O O O O O Ogsp putative type Il secretion protein
SBO3019 1 1 0 1 0O 0 0 0O O O O O 0 0 O0gspK putative type Il secretion protein
SBO4079 0 0 1 O 0 0 0 0 0O O O O O 0 0SBO4079 putative transposase

SBO3125 0 0 0 1 0 0 0 0 O O O O O O 0SBO3125 putativeribose ABC transporter
SBO3126 0 0 0 1 0 0 0 1 1 1 1 1 1 1 1SBO3126 Ribosetransport ATP-binding protein rbsA
SBO3127 0 0 0 1 0 0 0 0 O O O O O O 0SBO3127 Ribosetransportsystem permease protein rbsC
SBO3128 0 0 0 1 0 0 0 0 0O O O 0O 0 0 1SBO3128 orf,conserved hypothetical protein
SBO3129 0 0 0 1 0 0 0 0 O O O O 0O 0 0SBO3129 possiblecarbohydrate kinase

SBO3130 0 0 0 1 0 0 0 0 0O O O O 0 O 0SBO3130 orf,conserved hypothetical protein
SBO3131 0 1 0 1 0 0 0 0 0O O O 1 0 0 1SBO3131 orf,conserved hypothetical protein
SBO1635 0 1 0 1 0 0 0 0 0 1 1 1 1 1 1SBO1635 ISSfl40RF1




SBO3247
SBO3248
SBO3249
SBO3250
SB0O4398
SBO3417
SBO3418
SBO3419
SB03420
SBO3421
SBO3502
SBO3546
SBO3627
SB03628
SBO3629
SBO3630
SBO3631
SBO3647
SBO3648
SBO3649
SBO3650
SBO3735
SBO3736
SBO3737
SBO3738
SBO3739
SBO3825
SBO3885
SBO3886
SBO3887
SBO3888
SBO3891
SBO3894
SBO3897
SBO3898
SBO3956
SBO4158
SBO4159
SBO4160
SBO4161
SB04163
SBO4165
SBO4166
SBO4167
SB0O4168
SBO4169
SBO4170
SBO4171
SBO4172
SB04173
SBO4174
SB04243
SBO4244
SBO4245
SBO4247
SB04256
SB04323
SB04352
SB04353
SB04355
SB04358
SB04393
SB04399
SBO4405
SBO4406
SDY0072
SDY0073
SDY0151
SDY0238
SDY0241
SDY0244
SDY0313
SDY0315
SDY0348
SDY0380
SDY0412
SDY0416
SDY0417
SDY0418
SDY0419
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0 SB03247
0 SB03248
1 agaR

0 SB03250
0 SB0O4398
0 SBO3417
0 SB0O3418
0 SB0O3419
0 SB0O3420
0 SBO3421
1 SB03502
0 IpfA

1 waal

0 waaW

0 waaY

0 waal

0 waal

1 SB03647
1 SB03648
0 SBO3649
0 SBO3650
0 SBO3735
0 SBO3736
0 SBO3737
0 SBO3738
0 SBO3739
1 SB03825
0 yihw

0 yihv

0 yihu

0 yihT

0 rspB

0 SB0O3894
0 SB0O3897
0 SB0O3898
1 SB03956
1SB04158
0 SB0O4159
0 SB0O4160
1 SB0O4161
0 SB0O4163
0 SBO4165
0 SB0O4166
1 SB0O4167
1 SB04168
1 SB04169
0 SB0O4170
0 SB0O4171
0 SB0O4172
1SB04173
1SB04174
0 SB04243
15B04244
1 SB04245
0 SB04247
1 yagu

0 SB04323
1 SB04352
0 SB04353
0 SB04355
1 SB04358
0 SB04393
0 SB0O4399
1yidL

1 hpaX

0 SDY0072
0 SDY0073
0 SDY0151
0 SDY0238
0 SDY0241
0 SDY0244
0 SDY0313
0 SDY0315
0 SDY0348
0 SDY0380
0 SDY0412
1SDY0416
1SDY0417
1SDY0418
0 SDY0419

orf, conserved hypothetical protein
putative tagatose-bisphosphate aldolase

putative DEOR-type transcriptional regulator of aga operon

possible carbohydrate kinase
putative protein encoded within 1S
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
hypothetical membrane protein
hypothetical membrane protein

orf, conserved hypothetical protein
putative major fimbrial subunit
lipid A-core, surface polymer ligase

UDP-( 1) LPS alpha,2-gal
lipopolysaccharide core biosynthesis
linonol ide 1,2-g1

UDP-D-

:(glucosy)li

putative integrase

orf, hypothetical protein
hypothetical bacteriophage protein
putative anti-repressor protein
orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein
putative single stranded DNA-bi
orf, conserved hypothetical protein

put DEOR-type transcriptional regulator
putative kinase

putative dehydrogenase

putative aldolase

dehydrogenase

putative transporter

putative transport protein, shikimate

orf, conserved hypothetical protein

is0-1S1 ORF2

putative type | restriction enzyme, R protein
putative type | restriction enzym, M protein

alpha-1,3-D-gal

putative type | restricti system
putative phage-related protein
phage-related protein

putative DNA primase

putative protein encoded in prophage

orf, conserved hypothetical protein
putative bacteriophage protein

orf, conserved hypothetical protein

orf, conserved hypothetical protein

phage polarity suppression protein

orf, hypothetical protein

orf, hypothetical protein

putative P4-type integrase

orf, conserved hypothetical protein
putative enzyme

orf, conserved hypothetical protein
transport protein of hexuronates

orf, conserved hypothetical protein

orf, hypothetical protein

putative receptor

orf, conserved hypothetical protein

orf, hypothetical protein

orf, conserved hypothetical protein
putative penicillin G acylase

orf, conserved hypothetical protein

put ARAC-type regulatory protein
putative 4-hydroxyphenylacetate permease
putative antitoxin of gyrase

subunit

biting toxin-antitoxin system

putative toxin of gyrase inhibiting toxin-antitoxin system

orf, hypothetical protein

orf, hypothetical protein

orf, conserved hypothetical protein
Putative Transposase within prophage

orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein

orf, conserved hypothetical protein

putative membrane spanning export protein
putative cytoplasmic membrane export protein
orf, hypothetical protein

orf, hypothetical protein




SDY0420
SDY0421
SDY0422
SDY0423
SDY0424
SDY0425
SDY0428
SDY0429
SDY0471
SDY0485
SDY0506
SDY0507
SDY0655
SDY0672
SDY0673
SDY0674
SDY0675
SDY0676
SDY0679
SDY0749
SDY0768
SDY0771
SDY0991
SDY1011
SDY1016
SDY1017
SDY1022
SDY1023
SDY1024
SDY1025
SDY1026
SDY1027
SDY1059
SDY1080
SDY1092
SDY1166
SDY1372
SDY1373
SDY1374
SDY1375
SDY1380
SDY1382
SDY1383
SDY1385
SDY1389
SDY1640
SDY1641
SDY1643
SDY1669
SDY1670
SDY1773
SDY1917
SDY1922
SDY1923
SDY1924
SDY1925
SDY1926
SDY1927
SDY1929
SDY2115
SDY2123
SDY2179
SDY2180
SDY2199
SDY2200
SDY2208
SDY2209
SDY2210
SDY2211
SDY2257
SDY2258
SDY2414
SDY2415
SDY2416
SDY2417
SDY2420
SDY2432
SDY2433
SDY2531
SDY2532
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0 SDY0420
0 SDY0421
1SDY0422
1SDY0423
0 SDY0424
0 SDY0425
0 SDY0428
0 SDY0429
0 SDY0471
1 SDY0485
0 SDY0506
1 SDY0507
0 ybgD

1 SDY0672
0 SDY0673
0 SDY0674
0 SDY0675
0 SDY0676
0 SDY0679
1 SDY0749
0 SDY0768
0 SDY0771
0 SDY0991
0 SDY1011
0 SDY1016
1sDY1017
0 iroN
1iroE
1iroD

0 iroC

0 iroB

0 sDY1027
0 SDY1059
0 SDY1080
0 flic

0 SDY1166
0 SDY1372
0 SDY1373
1SDY1374
0 SDY1375
0 int

0 SDY1382
0 bet
1SDY1385
0 stxA
1SDY1640
0 SDY1641
0 SDY1643
1 SDY1669
0 SDY1670
0 SDY1773
1SDY1917
0 SDY1922
0 SDY1923
0 SDY1924
0 SDY1925
0 SDY1926
0 SDY1927
0 SDY1929
0 SDY2115
1sDY2123
0 SDY2179
0 SDY2180
0 SDY2199
0 SDY2200
1 rfbX

0 rfc

0 rfbR

0 rfhQ

0 SDY2257
0 SDY2258
1SDY2414
1SDY2415
1SDY2416
1 ninB
1SDY2420
1SDY2432
0 SDY2433
0 SDY2531
1SDY2532

orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein

orf, conserved hypothetical protein

orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein

pu flagellar motor transmembrane channel protein
putative response regulator; hexosephosphate transport
putative sensor kinase; hexosephosphate transport
putative fimbrial-like protein

orf, conserved hypothetical protein
putative methylaspartate ammonia-lyase
putative glutamate mutase subumit E
put glutamate mutase L
putative glutamate mutase S

orf, conserved hypothetical protein
orf, hypothetical protein

orf, hypothetical protein
hypothetical prophage protein

orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, hypothetical protein

orf, hypothetical protein

TonB outer

putative exported protein

putative ferric enterochelin esterase
putative ABC transporter protein
putative glycosyl transferase

orf, conserved hypothetical protein
putative integrase

orf, hypothetical protein

flagellar biosynthesis; flagellin, filament structural protein
orf, hypothetical protein

putative multidrug-efflux transport protein

orf, hypothetical protein

putative outer membrane channel protein

putative membrane transport protein

integrase

exonuclease

recombination protein Bet

orf, hypothetical protein

Shiga toxin subunit A precursor

unknown protein encoded by bacteriophage BP-933W

orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein

unknown protein encoded by bacteriophage BP-933W

orf, conserved hypothetical protein

orf, hypothetical protein

putative Fels-1 prophage DNA or RNA helicases of superfamily 11
orf, hypothetical protein

orf, hypothetical protein

repressor protein CI
it ific DNA (adeni ifi
P (@

pl receptor protein

type 1 site-specific deoxyribonuclease
orf, hypothetical protein

putative bacteriophage protein
putative sulfatase

orf, hypothetical protein

orf, hypothetical protein

orf, conserved hypothetical protein
orf, hypothetical protein

putative O-antigen transporter
O-antigen polymerase

rhamnosyl transferase 11

rhamnosy! transferase |

orf, conserved hypothetical protein
putative plasmid stabilization protein
putative DNA-binding protein Roi of bacteriophage BP-933W
putative antirepressor protein

orf, hypothetical protein

putative recombination protein
integrase

putative antibiotic resistance protein
putative transcriptional regulator

orf, conserved hypothetical protein
putative fimbrial-like protein




SDY2534 1 1 0 0 O 0 0 0 0 0 1 0 0 0 0 1SDY2534 nputativefimbrial protein

SDY2556 1 0 1 1 O 0 0 O 0O O O O O O O 0SDY2556 sucrosepermease

SDY2557 1 0 0 1 O 0 1 0 0 0 O O 0O O 0 0SDY2557 putativefructokinase

SDY2798 1 0 0 0 O 0 0 0 0 O O O O O 0 0SDY2798 hypothetical bacteriophage protein

SDY2799 1 0 1 0 O 0 0 0 0 0O O O O 0 0 0SDY2799 orf, hypothetical protein

SDY2840 1 0 0 1 1 1 0 0 0 1 1 0 1 1 1 1SDY2840 orf, hypothetical protein

SDY2846 1 0 0 1 O 0 0 0 0 0 1 0 1 1 1 1SDY2846 orf, hypothetical protein

SDy2848 1 0 0 1 O 0 0 0 0 0O O O 0O 0 0 1SDY2848 orf, hypothetical protein

SDy2864 1 1 0 0 O 0 0 0 0 0O 0 0 1 1 1 1SDY2864 putative transcriptional regulator

SDy2865 1 1 0 0 O 0 0 0 0 0O O O O O 0 0SDY2865 orf,conserved hypothetical protein

SDy2882 1 1 0 0 O 0 0 0 0 0O O O O 0 0 1SDY2882 orf, hypothetical protein

SDy2883 1 1 0 0 O 0 0 0 0 0O O O O O 0 0SDY2883 orf,conserved hypothetical protein

SDY2913 1 0 1 1 1 1 1 0 0 0 0 0 0 1 1 1SDY2913 orf,conserved hypothetical protein

SDY2931 1 1 0 1 O 0 0 0 0 0O O O O 0O 0 1SDY2931 Potential molybdenum-pterin-binding-protein
SDY2936 1 1 0 1 1 1 0 0 1 1 1 1 1 1 1 1SDY2936 orf,conserved hypothetical protein

SDY2984 1 1 0 0 O 0 0 0 0 0O O O 0O 0O 0 0SDY2984 orf,conserved hypothetical protein

SDY2985 1 1 0 1 O 0 0 0 0 0O O O O O 0 08SDY2985 orf, hypothetical protein

SDY2991 1 1 0 0 O 0 0 0 0 0O O O O 0O 0 0SDY2991 orf, hypothetical protein

SDY2992 1 1 0 0 O 0 0 0 0 0O O O O 0O 0 0SDY2992 orf,conserved hypothetical protein

SDY29%5 1 1 0 0 1 0 0 0 0 0O O O O 0 0 0SDY2995 orf, hypothetical protein

SDY3135 1 0 0 1 1 0 0 0 0 O O O O 0 0 0SDY3135 orf, hypothetical protein

SDy3264 1 1 0 0 1 1 0 0 1 1 1 1 1 1 1 1SDY3264 orf, hypothetical protein

SDY3429 1 1 0 0 1 1 0 0 1 0 1 1 1 0 0 1SDY3429 orf, hypothetical protein

SDY3547 1 1 0 1 O 00 0 0 0 0 O O 0 0 Oshuw putative ATP-binding component of hemin transport system
SDY3548 1 1 0 1 O 0O 0 0 0 0 O O O 0O 0 Oshw putative permease of iron compound ABC transport system
SDY3549 1 1 0 1 O 0 0 0 0 0 0 O O 0 0 Oshuy orf, conserved hypothetical protein

SDY3550 1 0 0 1 O 00 0 0 0 0 O O 0 0 Oshux orf, conserved hypothetical protein

SDY3s51 1 1 0 1 O 00 0 0 0 O O O 0O 0 Oshuw put oxygen independent coproporphyrinogen 111 oxidase
SDY3552 1 1 0 1 O 0 0 0 0 0 O O O 0 0 OshT putative periplasmic binding protein

SDY3553 1 0 0 1 O 0 0 0 0 0O O O O O O 0SDY3553 orf,conserved hypothetical protein

SDY3554 1 1 0 1 O 00 0 0 0 0O O O 0O 0 OshuA outer membrane heme/hemoglobin receptor
SDY3555 1 1 0 1 O 0O 0 0 0 0 O O O O 0 Oshus putative heme/hemoglobin transport protein
SDy3s81 1 1 1 0 O 1 0 0 1 1 1 1 1 1 1 1SDY3581 putative DNA processing protein

SDy3s82 1 0 1 0 O 0 0 0 0 O O O O O 0 0SDY3582 orf, hypothetical protein

SDY3s86 1 0 1 0 O 0 0 0 0 O O O O O 0 0SDY3586 orf, hypothetical protein

SDY3602 1 1 0 0 O 0 0 0 0 0O O O O O 0 0SDY3602 orf, conserved hypothetical protein

SDY3629 1 1 0 0 O 1 0 0 1 1 1 1 1 1 1 1SDY3629 nputativebeta-ketoacyl-ACP synthase

SDY3637 1 0 0 1 O 0 0 0 0 O O O O O 0 0SDY3637 putative GntR family regulatory protein

SDy3g4l 1 0 0 1 O 0 0 0 0 0O O O O O O 0SDY3641 putative phosphotransferase system enzyme subunit
SDY3g42 1 0 0 1 O 0 0 0 0 0 O O O O O 0SDY3642 putativephosphotransferase system enzyme IIB
SDY3e43 1 0 0 1 1 1 0 0 1 1 1 1 1 1 1 1SDY3643 orf, hypothetical protein

SDY3657 1 0 0 0 O 0 0 0 0 0 0 O O O O 0SDY3657 orf,conserved hypothetical protein

SDY3705 1 0 0 1 O 0 1 0 0 1 1 0 1 0 0 0SDY3705 nputative transcriptional regulator

SDy37é8 1 1 0 1 O 0 0 0 0 O O O O O 0 0SDY3768 putative citrate permease

SDY3769 1 1 0 1 O 0 0 0 0 O O O O O 0 0SDY3769 orf, hypothetical protein

SDY3770 1 1 0 1 O 0 0 0 0 0O O O O O 0 0SDY3770 putativehippuricase

SDY3810 1 0 0 0 O 0 0 0 0 O O O O O 0 0SDY3810 orf, hypothetical protein

SDY3g8l5 1 1 0 0 O 0 0 0 0 0O O O O 0 0 0SDY3815 orf, hypothetical protein

SDY3ge7 1 0 1 0 O 0 0 0 0 O O O O O O 0SDY3867 Shikimate transporter

SDY4027 1 0 0 0 O 1 0 0 0 0O O O 0O O O 0SDY4027 orf, conserved hypothetical protein

SDY4028 1 0 0 0 O 0 0 0 0 O O O O O 0 0SDY4028 orf, hypothetical protein

SDY4054 1 0 0 1 O 0O 0 0 0O O O O O O 0 Owal lipid A-core:surface polymer ligase Waal
SDY4055 1 0 0 1 O 0O 0 0 0 O O O O O 0 OwaaX putative betal,4-galactosyltransferase WaaX
SDY4072 1 0 0 0 O 0 0 0 0 0O O O 1 1 0 1SDY4072 putative RNA-directed DNA polymerase, msDNA specific
SDY4126 1 0 0 0 O 0 0 0 0 0O O 0O 0 1 1 1SDY4126 orf, hypothetical protein

SDY4127 1 1 0 1 O 1 0 0 1 1 1 1 1 1 1 1SDY4127 nputative histidine kinase

SDY4128 1 0 0 0 O 0 0 0 0 0 1 1 1 1 1 1SDY4128 putative ATP-binding protein of ribose ABC transport system
SDY4129 1 0 0 0 O 0 0 0 0 0 0 0 1 1 1 1SDY4129 putative permease of ribose ABC transport system
SDY4130 1 0 0 0 O 1 0 0 0 0O O O 0O 0 1 1SDY4130 nputative periplasmic ribose-binding protein of ABC transport system
SDY4131 1 0 0 0 O 0 0 0 0 0 O 0 0 1 1 1SDY4131 orf,conserved hypothetical protein

SDY4132 1 0 0 0 O 0 0 0 0 0 0O O 0 1 1 1SDY4132 nputativealdolase

SDY4133 1 0 0 0 O 0O 0 0 0O O O O O 1 1 1SDY4133 pu kinase

SDY4134 1 0 0 0 O 1 0 0 0 0 O 0O 0 1 1 1SDY4134 putative transcriptional regulator

SDY4136 1 0 0 1 O 1 0 0 0 0O O O 0O 1 0 1SDY4136 orf, hypothetical protein

SDY4137 1 1 0 1 O 0 0 0 0 O O O O 0 0 08SDY4137 orf, hypothetical protein

SDY4138 1 1 0 1 O 1 0 0 1 1 1 1 1 1 1 1SDY4138 orf, hypothetical protein

SDYy4142 1 0 0 1 O 0 0 0 0 0O O O 0O 0 0 0SDY4142 orf, conserved hypothetical protein

SDY4143 1 0 0 1 O 1 0 0 0 0O O O O 0 0 0SDY4143 putative DNA-binding protein

SDY4153 1 0 0 1 O 0 0 0 0 0O O O O O 0 0SDY4153 orf, conserved hypothetical protein

SDY4191 1 0 0 1 O 1 0 0 0 0O O O O 0 0 0SDY4191 orf, hypothetical protein

SDY4255 1 1 0 1 O 0O 0 0 0 0 O O O O 0 OreB RelB protein

SDY4304 1 0 0 0 O 0 0 0 0 0O O O O 0 0 0SDY4304 orf, hypothetical protein

SDY4472 1 0 0 0 O 0 0 0 0O O O O O O O 0SDY4472 Transposase

SDy4479 1 1 1 1 1 1 0 0 1 1 1 1 1 1 1 1SDY4479 ISSfl40RF3

SDy4480 1 1 1 1 1 1 0 0 1 1 1 1 1 1 1 1SDY4480 ISSfl40RF2

SDy4482 1 1 0 1 1 1 0 0 1 1 1 1 1 1 1 1SDY4482 orf, hypothetical protein

SDY4570 1 0 0 0 O 0 0 0 0 0O O O O 0 0 0SDY4570 orf, hypothetical protein

SDY4603 1 0 0 0 1 0 0 0 0 O O O O O 0 0SDY4603 orf, hypothetical protein

SF0202 0 0 0 0 O 0 1 1 1 1 1 1 1 1 1 1safA putative cytoplasmic protein

SF0203 0 0 0 1 0 0 1 1 1 1 1 1 1 1 1 1safB periplasmic chaperone of fimbral assembly machinery




SF0204 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1safC outer membrane usher protein

SF0205 0 0 0 O 0O 1 1 0 0 0 O 0O O O 0SF0205 putative cytoplasmic protein

SF0206 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1lsatl putative cytoplasmic protein

SF0207 0 0 0 1 11 1 1 1 1 1 1 1 1 1sa2 putative cytoplasmic protein

SF0208 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1SF0208 putative cytoplasmic protein

SF0211 0 0 0 O 11 1 1 1 1 1 1 0 1 1sFo211 orf, hypothetical protein

SF0215 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF0215 putative terminase large subunit

SF0216 0 0 0 O 0O 1 1 1 0 1 0 0 O O O0SF0216 put packaging glycoprotein

SF0217 0 0 0 O 11 1 1 1 1 1 1 1 1 1SF0217 put scaffolding protein

SF0218 0 0 0 O 0O 1 1 1 0 1 1 0 O O O0SF0218 putative coat protein

SF0219 0 0 0 O 0O 1 1 1 0 1 1 0 0 0 0SF0219 hypothetical bacteriophage protein

SF0220 0 0 0 O 0O 1 1 1 0 1 1 0 0 0 0SF0220 putative DNA stabilization protein

SF0221 0 0 0 O 0O 1 1 1 0 1 1 0 0 0 O0SF0221 putative packaged DNA stabilization protein
SF0222 0 0 0 O 0o 1 1 1 1 1 1 1 1 0 O0SF0222 packaged DNA stabilization protein
SF0223 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF0223 putative head assembly protein

SF0224 0 0 0 O 0o 1 1 1 1 1 1 1 1 1 O0SF0224 putative DNA transfer protein

SF0225 0 0 0 O 0o 1 1 1 1 1 1 1 1 0 0SF0225 put prophage DNA injection protein
SF0226 0 0 0 O 0o 1 1 1 1 1 1 1 1 0 0SF0226 putative DNA transfer protein

SF0243 0 1 0 O 1 0 1 1 1 1 1 1 1 1 1SF0243 orf, partial conserved hypothetical protein
SF0263 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0SF0263 orf, hypothetical protein

SF0264 0 0 0 O 1 1 1 0 1 1 1 1 1 0 O0SF0264 orf, hypothetical protein

SF0265 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1SF0265 putative Rhs-family protein

SF0266 0 0 0 O 1 1 1 1 1 1 1 1 1 0 0SF0266 Rhs-family protein

SF0267 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF0267 putative Rhs-family protein

SF0268 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF0268 putative Rhs-family protein

SF0297 0 1 0 O 1 0 1 1 1 1 1 1 0 1 1SF0297 putative phage integrase

SF0304 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF0304 integrase fragment

SF0307 0 0 0 O 0O 0 1 1 0 0 0 1 0 0 Ogtr putative glucosyl tranferase 11

SF0308 0 1 0 O 1 0 1 1 1 1 1 1 1 0 1SF0308 orf, conserved hypothetical protein

SF0309 0 0 0 O 0O 0 1 1 0 0 0 1 1 0 0SF0309 orf, conserved hypothetical protein

SF0310 0 0 0 O 0O 1 1 1 0 1 1 1 1 1 1SF0310 putative phage tail fibre protein

SF0315 0 1 0 1 1 0 1 1 1 1 1 1 1 1 1SF0315 orf, conserved hypothetical protein

SF0316 0 0 0 0 0o o0 1 1 1 1 1 1 1 0 O0SF0316 orf, hypothetical protein

SF0329 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF0329 orf, conserved hypothetical protein

SF0364 0 0 0 O 1 1 1 1 1 1 1 1 1 0 O0SF0364 orf, conserved hypothetical protein

SF0367 0 0 1 0 1 1 1 1 1 1 1 1 1 1 1SF0367 orf, conserved hypothetical protein

SF0368 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1SF0368 orf, conserved hypothetical protein

SF0478 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF0478 bifunctional tail protein

SF0591 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF0591 orf, conserved hypothetical protein

SF0592 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF0592 orf, hypothetical protein

SF0593 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1SF0593 Rhs-family protein (fragment)
SF0594 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1SF059%4 putative Rhs-family protein (fragment)
SF0602 0 0 1 o0 0o 1 1 1 1 1 1 1 1 1 1SF0602 orf, conserved hypothetical protein

SF0661 0 0 0 O 1 1 1 1 1 1 1 1 0 0 0SFo66l putative repressor protein

SF0662 0 0 0 O 0O 1 1 1 1 1 0 1 0 0 0SF0662 putative phage transposase

SF0665 1 0 0 0 1 1 1 0 1 1 1 1 1 1 1SF0665 orf, hypothetical protein

SF0666 1 0 0 0 1 1 1 1 1 1 1 1 0 1 1SF0666 putative bacteriophage protein

SF0667 1 0 1 o0 1 1 1 1 1 0 0 1 0 1 1SF0667 putative bacteriophage protein

SF0668 1 0 1 o0 1 1 1 0 1 1 1 1 0 1 1SFo0668 putative bacteriophage protein

SF0669 1 0 1 0 1 1 1 1 1 1 1 1 1 1 1SF0669 bacteriophage protein

SF0670 1 0 1 o0 1 1 1 1 1 1 1 1 0 1 1SF0670 putative bacteriophage protein

SF0671 1 0 1 o0 1 1 1 1 1 1 0 1 0 1 1SFo671 putative bacteriophage protein

SF0674 1 0 1 o0 1 1 1 1 1 1 0 1 1 1 1SFoe74 putative bacteriophage protein

SF0675 1 0 1 0 1 1 1 1 1 1 1 1 1 1 1SF0675 putative bacteriophage protein

SF0676 1 0 1 o0 0O 1 1 1 1 1 1 1 1 1 1SF0676 orf, conserved hypothetical protein

SF0679 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1SF0679 putative bacteriophage protein

SF0682 0 0 0 O 0O 1 1 1 1 1 0 1 1 1 1SF0682 putative bacteriophage protein

SF0684 0 0 0 1 1 1 1 1 1 1 1 1 1 0 0SFoes4 putative replication protein DnaC

SF0686 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF0686 helicase

SF0687 0 0 1 1 1 1 1 1 1 1 1 1 1 0 0SFoes7 putative bacteriophage protein

SF0690 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF0690 hypothetical bacteriophage protein

SF0698 0 1 0 O 1 1 1 1 1 1 1 1 0 0 0SF0698 putative DNA packaging protein of prophage; terminase small subunit
SF0699 01 0 O 1 1 1 1 1 1 1 1 0 0 0SF0699 put DNA packaging protein of prophage CP-933R; terminase large subunit
SF0700 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF0700 putative DNA packaging protein of prophage CP-933R; terminase large subunit
SF0701 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SFo701 head-tail preconnector gp5

SF0702 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF0702 head-tail preconnector gp5

SF0703 0 1 0 O 1 1 1 1 1 1 1 1 1 1 1SFo703 head-tail preconnector gp5

SF0704 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SFo704 capsid protein small subunit

SF0705 0 1 0 1 1 1 1 1 1 1 1 1 0 1 1SFO705 major capsid protein

SF0706 0 1 0 O 1 1 1 1 1 1 1 1 1 1 1SF0706 putative DNA-packaging protein

SF0707 0 0 0 O 1 1 1 1 1 1 1 1 0 0 O0SFo707 putative tail attachment protein

SF0708 0 0 0 O 1 1 1 1 1 1 1 1 1 0 O0SFo708 putative tail component of prophage CP-933K
SF0709 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF0709 putative tail component of prophage CP-933K
SF0710 0 0 0 O 1 1 1 1 1 1 1 1 1 0 O0SFO710 putative tail component of prophage CP-933K
SF1891 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF1891 putative tail component of prophage CP-933K
SF1889 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF1889 putative tail length tape measure protein precursor
SF1888 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF1888 putative minor tail protein

SF1887 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF1887 minor tail protein

SF0722 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1lipaH1 invasion plasmid antigen

SF0820 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF0820 orf, conserved hypothetical protein




SF0864
SF0867
SF0869
SF0870
SF0871
SF0873
SF0876
SF0887
SF0894
SF1047
SF1053
SF1060
SF1131
SF1132
SF1133
SF1134
SF1135
SF1136
SF1137
SF1138
SF1139
SF1140
SF1141
SF1142
SF1143
SF1144
SF1145
SF1146
SF1147
SF1180
SF1189
SF1190
SF1191
SF1192
SF1193
SF1194
SF1334
SF1336
SF1345
SF1346
SF1347
SF1348
SF1349
SF1350
SF1353
SF1354
SF1355
SF1358
SF1359
SF1362
SF1363
SF1364
SF1365
SF1372
SF1373
SF1380
SF1381
SF1427
SF1544
SF1545
SF1832
SF1574
SF1599
SF1600
SF1601
SF1602
SF1603
SF1604
SF1608
SF1630
SF1631
SF1756
SF1773
SF1830
SF1831
SF1833
SF1834
SF1848
SF1849
SF1879
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putative bacteriophage protein

hypothetical bacteriophage protein

orf, conserved hypothetical protein

orf, hypothetical protein

bacteriophage protein

putative bacteriophage protein

similar to DicA, regulator of DicB encoded by prophage
invasion plasmid antigen

putative integrase encoded by prophage CP-933K; partial
ive membrane protein

hypothetical bacteriophage protein

hypothetical bacteriophage protein

putative integrase of prophage CP-933C

putative integrase of prophage CP-933C

orf, conserved hypothetical protein

hypothetical bacteriophage protein

Bacteriophage P4 DNA primase

hypothetical bacteriophage protein

hypothetical bacteriophage protein

putative capsid protein of prophage CP-933C
putative head maturation protease of prophage CP-933C
putative head portal protein

putative head-tail adaptor

hypothetical bacteriophage protein

putative holin protein of prophage CP-933C

orf, conserved hypothetical protein

hypothetical bacteriophage protein

putative terminase of prophage CP-933C
hypothetical bacteriophage protein

invasion plasmid antigen fragment

putative outer membrane receptor, probably tonB dependent
putative molybdenum transport protein

orf, conserved hypothetical protein

putative ferric enterobactin transport ATP-binding protein
putative iron compound ABC transporter permease protein
putative ATP-binding protein of ABC transporter
orf, conserved hypothetical protein

orf, conserved hypothetical protein

putative bacteriophage protein

putative bacteriophage protein

orf, conserved hypothetical protein

orf, conserved hypothetical protein

orf, partial conserved hypothetical protein

orf, conserved hypothetical protein

hypothetical bacteriophage protein

putative bacteriophage protein

putative bacteriophage protein

hypothetical bacteriophage protein

putative tail fiber assembly protein

Iron transport protein, inner membrane component
Iron transport protein

Iron transport protein, ATP-binding component

Iron transport protein

putative bacteriophage protein

putative host-nuclease inhibitor protein Gam
hypothetical bacteriophage protein

I1SSfl4 ORF1

putative repressor protein

antitermination protein, homolog of cryptic prophage
endodeoxyribonuclease RUS (Holliday junction resolvase)
151294 ORF

orf, conserved hypothetical protein

orf, conserved hypothetical protein

orf, conserved hypothetical protein

orf, conserved hypothetical protein

orf, conserved hypothetical protein

orf, conserved hypothetical protein

putative integrase

putative integrase

orf, hypothetical protein

putative transporter

orf, conserved hypothetical protein

putative acetyltransferase

similar to multidrug resistant protein

orf, conserved hypothetical protein

probable secretion protein

orf, conserved hypothetical protein

putative excisionase

putative integrase

hypothetical bacteriophage protein




SF1880 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1lipaH 4 invasion plasmid antigen

SF2611 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1SF2611 putative tail component of prophage CP-933K
SF1882 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1SF1882 putative tail component encoded by cryptic prophage CP-933M
SF1884 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF1884 host specificity protein

SFO717 0 1 1 1 11 1 1 1 1 1 1 1 1 1SFO717 putative tail component

SF0716 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SFO716 putative tail assembly protein

SF0712 0 0 0 O 1 1 1 1 1 1 1 1 1 0 O0SFO712 putative tail component of prophage CP-933K
SF1892 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF1892 tail component of prophage CP-933K
SF1893 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF1893 tail component of prophage CP-933K
SF1894 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF18%4 tail component of prophage CP-933K
SF1895 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF18% putative tail attachment protein

SF1896 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF18% putative DNA-packaging protein

SF1898 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF1898 putative Q antiterminator encoded by prophage CP-933P
SF1899 11 1 1 1 1 1 1 1 1 1 1 1 0 OSF189 crossover junction endodeoxyribonuclease
SF1904 0 1 0 1 1 0 1 1 1 1 1 1 1 1 1SF1904 putative serine protease

SF1905 0 0 0 O 1 0 1 1 1 1 0 0 O 0 O0SF1905 hypothetical bacteriophage protein

SF1906 0 0 0 O 1 0 1 1 1 1 0 0 O O 0SF1906 hypothetical bacteriophage protein

SF1927 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF1927 orf, conserved hypothetical protein

SF1929 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF1929 orf, hypothetical protein

SF3514 0 1 1 0 1 1 1 1 1 1 1 1 1 1 1SF3514 putative outer membrane pore protein

SF2202 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1lipaH 6 invasion plasmid antigen

SF2204 1 0 1 o0 0o 1 1 1 1 1 1 1 1 1 1SF204 hypothetical bacteriophage protein

SF2027 0 0 1 o0 0O 0 1 1 0 0 1 0 0 0 0SF227 orf, hypothetical protein

SF2028 0 0 1 o0 0O 0 1 1 0 0 1 0 1 1 O0SF2028 putative tail protein

SF2029 0 0 1 o0 0O 0 1 1 0 0 1 1 1 1 1SF2029 hypothetical bacteriophage protein

SF2030 0 0 1 o0 0O 0 1 1 0 0 1 1 1 1 1SF2030 hypothetical bacteriophage protein

SF2031 0 1 1 o0 1 1 1 1 0 1 1 1 1 1 1SF031 putative sheath protein

SF2032 0 0 0 O 0O 0 1 1 0 0 1 1 1 0 O0SF232 hypothetical bacteriophage protein

SF2039 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF2039 putative Q antiterminator of prophage

SF2040 1 0 1 o0 1 1 1 1 1 1 1 1 1 0 0SF2040 putative crossover junction endodeoxyribonuclease
SF2043 1 0 0 1 1 1 1 1 1 1 1 1 1 1 1SF2043 hypothetical bacteriophage protein

SF2044 0 0 0 O 1 1 1 1 1 1 1 1 1 0 O0SF044 ive integrase for prophage CP-933U
SF2046 0 0 0 O 11 1 1 1 1 1 1 1 1 1SF2046 putative integrase

SF2047 0 0 0 0 1 1 1 1 1 1 1 1 1 1 1SF047 integrase

SF2092 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF2092 orf, conserved hypothetical protein

SF2093 0 0 0 O 0o 1 1 1 1 1 1 1 1 1 1SF2093 orf, conserved hypothetical protein

SF2094 0 0 0 O 0 1 1 1 1 1 1 1 1 1 1SF094 orf, conserved hypothetical protein

SF2095 0 0 0 O 0O 1 1 1 1 1 1 1 1 1 1rfh] glycosyl transferase

SF2096 0 0 0 O 0 1 1 1 1 1 1 1 1 1 1rfbl glycosyl translocase

SF2097 0 1 0 1 11 1 1 1 1 1 1 1 1 1rfc O-antigen polymerase

SF2098 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1rfhG dTDP-rhamnosy! transferase

SF2099 0 0 0 0 0 1 1 1 1 1 1 1 1 1 1rfbF dTDP-rhamnosy! transferase

SF2100 0 0 0 O 0 1 1 1 1 1 1 1 1 1 1rfbE polysaccharide biosynthesis protein

SF2101 1 0 0 0 0 1 1 1 1 1 1 1 1 1 1rfbC dTDP-6-deoxy-L-mannose-dehydrogenase
SF2200 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF2200 DNA-damage-inducible protein

SF3467 0 0 0 0 0O 1 1 0 1 1 0 0 0 0 O0SF3467 is0-1S10R ORF

SF1382 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1SF1382 hypothetical phage protein

SF2614 1 0 1 0 1 1 1 1 1 1 1 1 1 1 1SF2614 hypothetical bacteriophage protein

SF2408 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF2408 orf, conserved hypothetical protein

SF2409 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1SF2409 similar to fimbrial protein

SF2410 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF2410 putative minor fimbrial subunit

SF2411 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF411 putative minor fimbrial subunit

SF2430 1 0 1 1 1 1 1 1 1 1 1 1 1 1 O0SF2430 putative membrane protein

SF2431 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF2431 sucrose specific repressor

SF2463 1 0 1 0 1 1 1 1 1 1 1 1 1 1 1flxA orf, conserved hypothetical protein

SF2493 0 0 0 O 1 1 1 1 1 1 1 1 1 0 O0SF2493 orf, conserved hypothetical protein

SF2494 0 0 0 O 1 1 1 1 1 1 1 1 1 0 O0SF2494 orf, conserved hypothetical protein

SF2495 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF249 orf, conserved hypothetical protein

SF2496 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF24% orf, conserved hypothetical protein

SF2497 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF2497 orf, conserved hypothetical protein

SF2498 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF2498 orf, conserved hypothetical protein

SF2499 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF2499 putative amino acid antiporter

SF2500 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF2500 similar to glutamate racemase

SF2613 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1SF2613 putative tail fiber assembly protein

SF2618 1 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF2618 hypothetical bacteriophage protein

SF2619 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF2619 putative bacteriophage protein

SF2622 1 0 1 0 1 1 1 1 1 1 1 1 1 1 1SF2622 orf, conserved hypothetical protein

SF2623 1 1 1 0 1 1 1 1 1 1 1 1 1 1 1SF2623 orf, conserved hypothetical protein

SF2758 0 0 0 o0 11 1 1 1 1 1 1 1 1 1SF2758 putative phage transposase

SF2759 0 0 0 O 11 1 1 1 1 1 1 1 1 1SF2759 putative DNA-binding protein

SF2760 0 0 0 O 0o 1 1 1 1 1 1 0 1 1 1SF2760 putative regulatory protein

SF2761 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1lycC putative 4-hydroxybenzoate decarboxylase
SF2762 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1pad phenylacrylic acid decarboxylase-like protein
SF2763 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF2763 putative transcriptional regulator

SF2777 0 1 1 1 11 1 1 1 1 1 1 1 1 1SF2177 orf, partial conserved hypothetical protein
SF2859 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1SF2859 orf, conserved hypothetical protein

SF2860 0 0 0 O 0O 0 1 1 0 0 0O 0O 0 1 OSF2860 orf, conserved hypothetical protein

SF2861 0 0 0 O 0O 0 1 1 0 1 1 0 0 0 OSF2861 orf, conserved hypothetical protein

SF2865 0 0 0 O 0O 0 1 1 0 0 0O 0 1 0 OSF2865 orf, conserved hypothetical protein

SF2866 0 0 0 O 1 0 1 1 0 0 0O 0O 1 0 OSF2866 putative integrase
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putative DNA-binding protein
putative inner membrane protein
orf, conserved hypothetical protein

putative ATP-binding protein of ABC transport system
putative ATP-binding protein of ABC transport system

putative serine protease
hypothetical lipoprotein

orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
putative membrane protein

orf, partial conserved hypothetical protein

orf, conserved hypothetical protein
serine protease

orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
serine protease precurser

orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein

orf, partial conserved hypothetical protein

orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, hypothetical protein

orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
putative class Il aminotransferase
putative class Il aminotransferase
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
putative transport enzyme subunit

putative transport enzyme subunit
N ine-6

putative leader peptidase

orf, conserved hypothetical protein
orf, conserved hypothetical protein
PemK protein

orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein

orf, partial conserved hypothetical protein

orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, hypothetical protein

putative adhesin

lipid A-core, surface polymer ligase

lipopoll ide 1,2-N- acety

putative UDP- 1) LPS alphat,2-gl

putative LPS biosynthesis protein

UDP-D- :(glucosyl)lij alpha-1,3-D-gal

putative integrase

orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
orf, conserved hypothetical protein
colV-immunity protein

putative membrane transport protein
siderophore biosynthesis protein
siderophore biosynthesis protein
siderophore biosynthesis protein
lysine:N6-hydroxylase

put ferric siderophore receptor
similar to serine protease (fragment)
putative long polar fimbriae
putative fimbrial protein




SF3803 0 1 0 1 1 0 1 1 1 1 1 1 1 1 1SF3803 putative secreted autotransporter toxin

SF3804 0 0 0 1 1 0 1 1 1 1 1 1 1 1 1SF3804 similar to serine protease (fragment)

SF3807 0 0 1 0 1 1 1 1 1 1 1 1 1 1 1lIpfA putative major fimbrial subunit

SF3884 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF3884 orf, partial conserved hypothetical protein

SF3963 0 1 0 1 0O 1 1 1 1 1 1 1 0 1 1SF3963 orf, conserved hypothetical protein

SF4088 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1sorE putative L-sorbose-1-P-reductase

SF4089 1 1 1 1 11 1 1 1 1 1 1 1 1 1soM putative sorbose-permease PTS system 11D component
SF4090 1 1 1 1 11 1 1 1 1 1 1 1 1 1sorA sorbose-permease PTS system 11C component
SF4091 0o 1 1 1 11 1 1 1 1 1 1 1 1 1sorB sorbose-permease PTS system 11B component
SF4092 0o 1 1 1 11 1 1 1 1 1 1 1 1 1soF sorbose-permease PTS system IIA component
SF4093 0 1 1 1 11 1 1 1 1 1 1 1 1 1soD putative sorbitol-6- 2

SF4094 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1sorC probable sor-operon regulator

SF4216 0 0 0 O 0 1 1 1 1 1 1 1 1 0 O0SF4216 putative deoR family transcriptional regulator

SF4362 0 0 0 O 0 1 1 1 1 1 1 1 1 0 0SF4362 orf, conserved hypothetical protein

SF4364 0 0 0 O 1 1 1 1 1 1 1 1 1 0 O0SF4364 orf, conserved hypothetical protein

SF4365 0 0 0 O 1 1 1 1 1 1 1 1 1 0 O0SF4365 putative restriction modification enzyme M subunit (methylase)
SF4366 0 0 0 O 1 1 1 1 1 1 1 1 1 0 0SF4366 Type | restriction enzyme EcoAl R protein (R.EcoAl)
SF4373 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1hpaC C of the 4HPA-hyd I

SF4374 0o 0 1 1 1 1 1 1 1 1 1 1 1 1 1SF4374 4-hyd heny! 3 large chain
SF4375 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1SF4375 orf, partial conserved hypothetical protein

SF4376 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1SF4376 orf, conserved hypothetical protein

SF4377 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1hpaA putative 4-hyd heny! 3 operon regulatory protein
SF4378 0 0 0 O 1 1 1 1 1 1 1 1 1 1 1lhpaX putative 4-hydroxyphenylacetate permease

SF4379 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1lhpa 2,4-dihydroxyhept-2-ene-1,7-dioic acid aldolase
SF4380 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1hpaH 2 hept-3. 1, 7-dioate hyd)

SF4381 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1hpaF 5-carboxymethyl-2-hydi delta-i

SF4382 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1lhpaD homoprotocatechuate dyoxygenase

SF4383 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1hpaE 5-carboxy-2-hydroxy i de deh:
SF4384 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1hpaG 5-0x0-1,2,5-tricarboxilic-3-penten acid

SF4385 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1hpeR regulator of the 4HPA-hydroxylase operon

SF4417 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1SF417 orf, conserved hypothetical protein

SSO4440 0 1 1 1 1 0 0 1 1 1 1 1 1 1 18S04440 IS210RF1

SSO4441 0 0 1 1 0O 0 0 0 1 1 0 1 1 1 18S04441 IS210RF2

SS00026 0 0 1 1 0 0 0 0 O O O O O 0 08Ss00026 orf, hypothetical protein

§S00027 0 0 1 1 0 0 0 0 0O O O 0 0 1 1Ss00027 orf, conserved hypothetical protein

§S00149 0 0 1 1 1 0 0 0 1 1 0 0 1 1 18S00149 IS6300RF

§S00233 0 1 1 O 0 0 0 0 0 O O O 0 1 1SS00233 Hcp-likeprotein

§S00234 0 1 1 O 0 0 0 0 0O O O 0O O 0 08Ss00234 orf,conserved hypothetical protein

§S00235 0 1 1 O 1 0 0 1 1 1 1 1 0 1 15800235 orf, hypothetical protein

§S00236 0 1 1 1 1 0 0 1 1 1 1 1 1 1 1SS00236 orf, hypothetical protein

§S00239 0 1 1 1 1 0 0 1 1 1 1 1 1 1 1SS00239 orf, hypothetical protein

§S00240 0 0 1 0 0 0 0 0 0O O O 0O O O 08Ss00240 orf, conserved hypothetical protein

§S00241 0 0 1 O 0 0 0 0 0O O O 0O 0 0 08Ss00241 orf,conserved hypothetical protein

§S00242 0 0 1 0 00 0 0 0 1 1 1 1 1 1SS00242 nputative ATP-dependent Clp proteinase ATP-binding chain
§S00243 0 1 1 1 0 0 0 1 1 1 1 1 1 1 15500243 orf,conserved hypothetical protein

SS00244 0 0 1 O 0 0 0 0 0O O O O 0O 0 0SS00244 putative membrane protein

§S00245 0 0 1 1 1 0 0 1 1 1 1 1 1 1 1SS00245 nputativecytoplasmic protein

SS00246 0 1 1 1 1 0 0 1 1 1 1 1 1 1 1SS00246 orf, hypothetical protein

§S00247 0 0 1 O 0 0 0 0 0O O O 0O 0O 0 08SS00247 hypothetical lipoprotein

SS00248 0 0 1 O 0 0 0 0 0O O O 0O O 0 08Ss00248 orf, conserved hypothetical protein

SS00249 0 0 1 1 0 0 0 0 0O O O 0 1 0 15500249 orf,conserved hypothetical protein

§S00250 0 0 1 O 0 0 0 0 0O O O 1 0 0 15500250 orf,conserved hypothetical protein

§S00251 0 0 1 O 0 0 0 0 0 1 1 1 1 1 1SS00251 orf, hypothetical protein

8800252 0 1 1 O 0 0 0 0 0O O O O O 0 08SS00252 nputativecytoplasmic protein

8800253 0 1 1 1 1 0 0 1 1 1 1 1 1 1 15800253 orf,conserved hypothetical protein

§S00254 0 1 1 0 0 0 0 0 0O O O 1 0 0 15500254 orf,conserved hypothetical protein

§S00255 0 1 1 O 0 0 0 0 0O O O 1 0 0 1SS00255 nputativehhemolysin co-regulated protein

SS00256 0 1 1 O 0O 0 0 0 O O O O O 0 OvgG unknown protein associated with Rhs element
SS00258 0 0 1 O 1 0 0 0 0 1 1 0 0 0 1SS00258 dsORF-h1

§S00291 0 0 1 O 0 0 0 0 O O O O 0 0 08SS0029 orf, hypothetical protein

§S00323 0 0 1 O 0 0 0 0 O O O O O 0 08Ss00323 putativedehydrogenase

SS00349 0 1 1 0 0 0 0 0 0O O O O 0O 0 1yaU flagellar protein; similar to 3rd module of ATP-binding components of transporters
§S00517 0 0 1 O 00 0 0 0 1 1 0 0 0 1SS00517 rhscore protein with extension

SSOo0518 0 0 1 0 0 0 0 0 0O O O O O 0 08Ss00518 orf, hypothetical protein

§S00519 0 1 1 1 1 0 0 1 1 1 1 1 1 1 1SS00519 orf,conserved hypothetical protein

§S00520 0 1 1 0 0 0 0 0 0 O O O O 0 1SS00520 putativeVgr protein

§s01017 0 0 1 O 1 0 0 1 1 1 1 1 1 1 1SS01017 putativetransposase subunit

Ssoogo0 0 0 1 1 0 0 0 0 0O O O O O O 0SsS00800 putative glucosidase

Ssoogol 0 0 1 1 0 0 0 0 0O O O O 0O O 0SsS00801 putative hexuronate transporter

SSO0802 0 1 1 1 1 0 0 1 1 1 1 1 1 1 1SS00802 putative transcriptional regulator

Ssoog70 0 0 1 0 0 1 1 0 0 0 0 0O 0 0 085s00870 orf, hypothetical protein

ssoog71 0 1 1 0 0 0 0 0 0O O O O O 0 085s00871 hypothetical bacteriophage protein

ssoog72 0 1 1 1 1 0 0 1 1 1 1 1 1 1 1SS00872 Dbacteriophage P4 DNA primase

ssoog77 0 1 1 0 0 0 0 0 O O O O O 0 08Ss00877 putative protease/scaffold protein

Ssoog78 0 1 1 0 0 0 0 0 O O O O 0 O 08Ss00878 unknown protein encoded within prophage

§sO01016 0 0 1 O 0 0 0 0 O O O O O 0 08SS01016 orf, hypothetical protein

§s01019 0 0 1 O 0 0 0 0 0 O O O 0O O 0SS01019 putative membrane protein

§s01021 0 0 1 1 0 0 0 0 0O O O O 0 0 08Ss01021 orf, hypothetical protein

§s01070 0 0 1 O 0 0 0 0 0 O O O O 0 08SS01070 putative transposase

§sO11%0 0 0 1 0 00 0 0 0 O O O O 0 oflib flagellar biosynthesis; filament capping protein; enables filament assembly
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0 Ss01254
0 5501289
0 Ss01290
0 Ss01291
0 Ss01293
0 Ss01583
0 Ss01584
0 SS01669
1 vgre

0 5501885
15501893
0 SS01905
0 SS01909
0 Ss01915
0 5501917
0 5501921
0 5501922
0 5501923
0 SS01925
0 5501980
0 pduF

0 pduA

0 pduB

0 pduC

0 pduD

1 pduE

0 pduG

1 pduH

0 pdul

0 pdukK

0 pduL

0 pduM

1 pduN

1 pduO

0 pduP

1 pduQ

1 pduS

0 pduT

1 pduUu

1 5502407
0 5502416
0 5502417
0 5502418
15502419
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0 Ss02421
0 Ss02422
15502423
1 5502425
1 5502426
0 Ss02427
0 Ss02429
1 5502430
1 yfdA

1 5502657
0 5502658
1 5502661
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1cjrC

0 senB

1 fin0O

1 traX

1 5502674
1trbl

1 5502676
1 traL

1 traA
15502731
15502732
15502733
15502734
0 Ss02735
15502780
15502781
15502789
0 SS03609
0 Ss03811
0 Ss03891

flagellar biosynthesis; flagellin, filament structural protein

orf, hypothetical protein
putative alpha-mannosidase

orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein
putative methylase

pu restriction endonuclease
putative transposase subunit
unknown protein associated with Rhs element
hypothetical bacteriophage protein
unknown protein encoded within prophage
unknown protein encoded within prophage
unknown protein encoded within prophage
hypothetical bacteriophage protein

orf, hypothetical protein

putative membrane protein

orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein

orf, hypothetical protein

propanediol diffusion facilitator

putative pi protein: polyhedral bodies
putative pi lyhedral bodies
ive pi iol utilization protein: glycerol dehydi large subunit
pi iol dehyd medium subunit
pi iol utilization protein: diol dehydi small subunit
putative pi protein: diol dehyd
putative pi iol utilization protein: polyhedral bodies
putative pi iol utilization protein: polyhedral bodies
propanediol zation protein
putative propanediol utilization protein
putative pi i protein: polyhedral bodies

putative propanediol utilization protein: B12 related

putative pi

protein: CoA

put propanediol zation protein: propanol dehydrogenase
putative pi i protein: il

putative pi iol utilization protein: polyhedral bodies
putative pi protein: polyhedral bodies

1S2 ORF2

putative minor tail protein

putative tail length tape measure protein
putative tail component of prophage

putative tail component of prophage

put tail component of prophage

putative tail component of prophage

putative tail component of prophage

putative head-tail joining protein of prophage
major capsid protein

putative head decoration protein

putative minor capsid protein precursor
putative head-tail joining protein of prophage
putative DNA packaging protein of prophage
orf, conserved hypothetical protein

orf, conserved hypothetical protein

orf, conserved hypothetical protein

similar to Rep protein

putative iron-regulated protein

putative membrane protein, TonB-like, colicin Js sensitive

receptor protein, colicin Js sensitive
putative enterotoxin

conjugative transfer: regulation
conjugative transfer: fimbrial acetylation
orf, hypothetical protein

conjugative transfer

orf, hypothetical protein

conjugative transfer: assembly
conjugative transfer: fimbrial subunit
tail/DNA circulation protein

putative tail protein

putative baseplate assembly protein
putative tail protein

putative head assembly protein
hypothetical bacteriophage protein
putative DNase

putative bacteriophage protein

1S150 ORF B

putative transposase encoded within IS
putative transposase




S$S03892
SS03893
SS03894
SS03895
SS03896
SS03897
SS04387
SS04388
1:present
0O:absent
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0 Ss03892
0 tnsC
0 tnsD
0 tnsE
1 aadA
0 intl2
0 5504387
0 ygiK

putative transposase

ATP-binding protein

transposition protein

transposition regulatory protein
aminoglycoside-resistance protein

Intl (E2) i ite-specific tyrosine

putative dicarboxylate-binding periplasmic protein
putative membrane protein



