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Figure S2 - Neighbor-Joining phenetic relationships among specimens of H. atalanta, based in p-distance model of nucleotide substitution. A. coxI
and B. nad6. Numbers above branches are bootstraps values of 1000 replicates (when values are higher than 50%).
(Ha = H. atalanta; SP = Sao Paulo, BA = Bahia, MT = Mato Grosso, RS = Rio Grande do Sul).



