Figure S1 O’Rourke et al.
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Figure S2
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Figure S3
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Figure S4 O’Rourke et al.

a b -
GFP-DHC-1 = 3

% - . 0.00 sec
% . - 0.33 sec
U . - 0.67 sec
~ - . 1.00 sec
é - . 1.33 sec
:‘é - . 1.67 sec
? . . 2.00 sec

. . 2.33 sec

C
GFP-DHC-1 Number of GFP-DHC-1
residence at cortex puncta at cortex
1.5- 0.10-
o
c & 1.2t Il 0.08f-
9 S
S € 09} S € 0.06}
Q ; o E‘
g:, é 0.6} gé 0.04}
fate: =3
o 0.3F 0.02+
v
0.0 0.00
contol  efa-6 control  efa-6

(RNAI)  (RNAI) (RNAI)  (RNAI)



Figure S5 O’Rourke et al.
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