Supplementary Figure S1
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Supplementary Figure S1. Unsupervised hierarchical clustering of primary tumors using the 344 microRNAs filtered from
TagMan miRNA card-A (Methods). Red, black and green represent threshold cycle values above, at or below mean level across
all samples. As expected, primary samples were clustered according to the tissue origin and sampling site rather than their oligo or
polymetastases classifier. Abbreviations for sampling site: Col =Colon; HNC =Head and Neck carcinoma; Ren = Renal; Lu = Lung;
Bre = Breast; Bla = Bladder; Sar = Sarcoma; Liv = Liver; Rec = Rectum; Bow = Small bowel; Che = Chest; Ova = Ovarian;

Par = Parotid; Thy = Thymus.



