Fig. S1-A. 2d-regulated network 1.

Network Shapes
[ cytokine Q
i} GrowthFactor ]

Chemical / Drug/ Toxicant

JDP2

Enzyme

G-protein Coupled Receptor
lon Channel

Kinase

Ligand-dependent Nuclear Receptor
<> Ppeptidase

Phosphatase

Transcription Regulator
Translation Regulator
Transmembrane Receptor

Transporter
microRNA
Complex / Group

Other

cooapoo (>

Relationships

O—ZZ0®

enzyme | catalysis

O—=2—>F) ANKRA2

direct interaction

T
®

indirect interaction

Note: “Acts on” and “inhibits® edges
imay also include a binding event.



Fig. S1-B. 2d-regulated network 2
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Fig. S1-C. 2d-regulated network 3.
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Fig. S1-D. PG11144-regulated network 1.
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Fig. S1-E. PG11144-regulated network 2.
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Fig. S1-F. PG11144-regulated network 3.
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