Table S7. Primer sequences for genomic DNA PCR assays.
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68,335,770
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Primer Sequence
CCGTCATCCAGAGCACTTAC
TCAAAGGCGAGGAGCCCC
GGTCATCCTCTTCCTCATCATA
AGACCGGCTTCAAGAATGTCTC
AGAAACAAGGGTCAAGGTGAGC

TGGATCATTGGAGGAAGTGTTG
GGAAGCCTACAATCTCCAGCAT
ACACTCCACATGTCCCTCTGAA
GGCAGGAATTGAACCTCATT
CAGCACGGGTCGCTCAGC
TTGTTTGCACTCCAAAGCTC
CAATGCAGGAGCAGATAACCAC
CAATGCAGGAGCAGATAACCAC
GCAGCCTTTATTATTGCGTGTG

CAACCAACCCAGTAACCACAAG
TGTGTGGCTCAGCTTTGTATCA

GGGATGGCTCTCACATAAAAGG
CCCAATGTAGCAGCACACTTCT
ACACCGGGGTTTCTGTATGT
TCCGAGGTTATTCCCAGATGGG
CAGACAGGCCTCGACAGATA
CAGGTCCTGTTTTCCAAACCTC
CTTGGCTCAGATATTCGCCTCT
CTTGGCTCAGATATTCGCCTCT

AGGCACAGTCTGGCACATTAAA
GAACAAACCCATGCCATTTTCT



