Supplemental Table 1

Underlined sequences indicate restriction sites

List of oligonucleotides used

Oligonucleotide

Sequence

Use

T16-F

GGCICTAGAATGGATTCGAAAAATGGAA

TCP16 and
ATCP16
cloning in
pMAL-c2

T16-R

GCGCTCGAGAAACTGTGGTTGTGGCTG

TCP16
cloning in
pMAL-c2

AT20-F

CCCGGATCCCCCAAGAACCTAAATCGTC

ATCP20
cloning in
pMAL-c2

AT20-R

CGCAAGCTTGAGACCCACCTTGATGATGG

ATCP20
cloning in
pMAL-c2

AT16-R

GGGCTCGCGCTAGGAGGTGGTGGTGACAC

ATCP16
cloning in
pMAL-c2

AT4-F

GGCGGATCCATGTCTGACGACCAATTC

ATCP4
cloning in
pMAL-c2

AT4-R

GGCGTCGACTCAGGTTTTGGCGGTGGTTCT

ATCP4
cloning in
pMAL-c2

T16 G8D-F

TTGAAAATTGATGGCCGTG

G8D-
ATCP16
mutation

T16 G8D-R

CACGGCCATCAATTTTCAA

G8D-
ATCP16
mutation

T20 E8G-F

ACTAAAGTCGGAGGTAGAG

E8G-
ATCP20
mutation

T20 E8G-R

CTCTACCTCCGACTTTAGT

E8G-
ATCP20
mutation

T16 D11G-F

TGGCCGTGGTCGTCGCAT

D11G-
ATCP16
mutation

T16 D11G-R

ATGCGACGACCACGGCCA

D11G-
ATCP16
mutation

T20 G11D-F

AGGTAGAGATCGACGAATT

G11D-
ATCP20 and
booHLH4
mutation

T20 G11D-R

AATTCGTCGATCTCTACCT

G11D-
ATCP20 and
bogHLH4
mutation

T4 D15G-F

GCCACGTGGACGGCGCGT

D11G-
ATCP4 and
b4HLH2o
mutation

T4 D15G-R

ACGCGCCGTCCACGTGGC

D11G-
ATCP4 and
b4HLH2o
mutation

QA-F

TCTACCTTCTTTAGCCGTGCAGACTTT

QA
construction

QA-R

ACGGCTAAAGAAGGTAGAGGTCGACGA

QA
construction

QB-F

ACTAAAGTCGGGCCACGTGACCGGCGC

QB
construction




QB

QB-R ACGTGGCCCGACTTTAGTGTGTCTGTC .
construction
QC-F ATTCGGATGTCTGCTCACACGGCGATT baoHLHs
construction
Qc-R GTGAGCAGACATCCGAATTCGTCGACC baoHLHs
construction
QD-F GTGAGACTCCCTGCTCTTTGTGCTGCT baHLHzo
construction
QD-R AAGAGCAGGGAGTCTCACGCGCCGGTC baHLHz0
construction
ACTAK-
AT4 ACTAK-F  AGCAAAGTCGGGCCACGTGACCGGCGC TCP4
construction
ACTAK-
AT4 ACTAK-R  ACGTGGCCCGACTTTGCTGTGGCGGTC TCP4
construction
CTAK-
AT16 CTAK-F  ACGGCTAAAGGGCCACGTGATCGTCGCATTCGG TCP16
construction
CTAK-
AT16 CTAK-R  TGGCCCTTTAGCCGTACCAATTTTCAAATGGCGG TCP16
construction
Wild type
and mutant
T16EAR-R GCGCTCGAGAAACTGTGGTTGTGGCTG 35S::TCP16-
EAR
construction
Wild type
and mutant
EAR-F TCGACTTGATTTGGATCTTGAGTTGAGACTTGGATTCGCTTGAGCT 35S::TCP16-
EAR
construction
Wild type
and mutant
EAR-R CAAGCGAATCCAAGTCTCAACTCAAGATCCAAATCAAG 35S::TCP16-
EAR
construction
Wild type
and mutant
EAR-XK GGCCTCGAGGTACCTCAAGCGAATCCAAGTCTC 35S::TCP16-
EAR
construction
T-selex GATGAAGCTTCCTGGACAATNNGGNNCCNNGCAGCCACTGTAGAATTCTG jfs";/x
SELEX
R1 GATGAAGCTTCCTGGACAAT cycle
amplification
SELEX
R2 CAGAATTCTACAGTGGCTGC cycle
amplification
EMSA
C20 AATTCAGATCTGTGGGACCGGGAG
e assays
C20c GATCCTCCCGGTCCCACAGATCTG EMSA
—_— assays
C16 AATTCAGATCTGTGGACCCGGGAG EMSA
—_— assays
Cc16e GATCCTCCCGGGTCCACAGATCTG EMSA
—_ assays
C -l GATGAAGCTTCCTGGACAATGTGGGCCCGGGCAGCCACTGTAGAATTCTG - ootprinting

assays




