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Figure S2
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Figure S3

A BA B
Cdh1-/-Cdh1+/+ Cdh1-/-/CDH1

Cyclin A2

Cyclin E1

Cdh1-/-Cdh1+/+ Cdh1-/-/CDH1

Cyclin A2

Cyclin E1

PTEN

CDK2

Geminin

PLK1
Cdh1
CDH1

Aurora A

PTEN

CDK2

Geminin

PLK1
Cdh1
CDH1

Aurora A

Actin

PTEN

Actin

PTEN



Figure S4
A

1.2

1.5

ve
l (

fo
ld

)

CB PtenL/LCdh1L/L Pten/Cdh1+/+

40(%
) P<0.001 P=0.003

P<0.001

Vector Cre

0

0.3

0.6

0.9

A
rf

 m
R

N
A

 le
v

-
L/LPten:

CDH1:
/ L/L /

- + +
Cre: - -+ +

Pten/Cdh1/+ Pten/Cdh1/

10.2±1.1% 27.0±2.7%

44 4±3 9% 58 2±4 7%

0

10

20

30

-
G

al
-p

os
iti

ve
 c

el
ls

 

shp16Vector shArf

10
60
70

04
)

PtenL/L/Vector
PtenL/L/shp16
PtenL/L/shArf

s 
(%

)

P=0.0055
P=0.0005

P=0.0059
P=0.0006

Vector Cre
Pten//Vector
Pten//shp16
Pten//shArf

0.6

0.9

1.2

N
A

 le
ve

l (
fo

ld
)

D E
L/LPten:

shArf:

///

CreVector

* p53

shp16: - + -

L/LL/L

+--
- + -

+--

Vector: -+ --+ -

44.4±3.9% 58.2±4.7%

F

0

2

4

6

8

0
10

20
30
40
50

60

C
el

l n
um

be
r 

(x
1

0

Time (d)

0 2 4 6

B
rd

U
-p

os
iti

ve
 c

el
ls

shp16Vector shArf

#

0

0.3

E
ts

2 
m

R
-

L/LPten:
CDH1:

/ L/L /
- + +

Cre: - -+ +

Actin

Pten

Arf

p16

p53

p21

) P=0 0005 P=0 0012

#

#

( )

HG

GFP:
-

+
+

-

Ets2 Ets2(DBM)

Ets2:
CDH1: -

+ + +
-

+
+

-
-

+ + +

+ +

Mr(K)

His-Ub:

- +
Ets2:

CDH1:

+ + +

- +

+

+ + + +

Ets2 Ets2(DBM)

0

10

20

30

40

-
G

al
-p

os
iti

ve
 c

el
ls

 (
%

P=0.0005 P=0.0012

40
2

3

4
I

N
A

 le
ve

l (
fo

ld
)

Flag-Ets2

Myc-CDH1

GFP

75

100

150

250

Mr(K)

NTA pull-down
IB: Flag-Ets2

U
.)

 Vector
CDH1

P=0.0006 P=0.0045

*
-

L/LPten:
shEts2:

/ L/L /
- + +

Cre: - -+ +

0

10

20

30

0

1

2

p1
6 

m
R

NFlag-Ets2

Myc-CDH1

In
pu

t

Actin

E
ts

2-
U

b 
(D

.

Ets2 Ets2(DBM) -
L/LPten:

shEts2:
/ L/L /

- + +
Cre: - -+ +



Figure S5
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Figure S6
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Figure S7
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