
Supplemental Fig. 1. Design and validation of primer sets for quantification of the CYP3A4 mRNA transcripts by real-time PCR. 

*D: HepaRG cell treated with DMSO, R: HepaRG cells treated with rifampicin. M: DNA marker. 

Primer 1, transcript with canonical 3’-UTR, PCR product: 142 bps 

Primer 2, transcripts with canonical and shorter 3’-UTR, PCR product: 156 bps 

Primer 3, transcript with intron-6 retention, PCR product: 85 bps 
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