
Table S1. siRNA sequences. 

Name Target1 Position2 Size (bp) Strand Sequence3 References4 

KSG IGF-IR(M+H+R) 3 21 S     5’-GAAGUCUGGCUCCGGAGGAdTdT-3’ - 
    AS 3’-dTdTCUUCAGACCGAGGCCUCCU-5’  
DYQ IGF-IR(M+H+R) 123 21 S     5’-CGACUAUCAGCAGCUGAAGdTdT-3’ [1] 
    AS 3’-dTdTGCUGAUAGUCGUCGACUUC-5’  

MTN IGF-IR(M+H+R) 351 21 S     5’-GAUGACCAAUCUCAAGGAUdTdT-3’ [2] 
    AS 3’-dTdTCUACUGGUUAGAGUUCCUA-5’  

LKD IGF-IR(M+H+R) 363 21 S     5’-UCUCAAGGAUAUUGGGCUUdTdT-3’ [3] 

    AS 3’-dTdTAGAGUUCCUAUAACCCGAA-5’  

LDA IGF-IR(M+H+R) 482 25 S     5’-UGGAUGCGGUGUCCAAUAACUACdTdT-3’ [4] 

    AS 3’-dTdTACCUACGCCACAGGUUAUUGAUG-5’  

NNE IGF-IR(M+H+R) 594 21 S     5’-CAAUGAGUACAACUACCGCdTdT-3’ [5] 

    AS 3’-dTdTGUUACUCAUGUUGAUGGCG-5’  

DIN IGF-IR(M+H+R) 1429 21 S     5’-GACAUAAACACCAGGAACAdTdT-3’ [2] 

    AS 3’-dTdTCUGUAUUUGUGGUCCUUGU-5’  

ADT IGF-IR(M+R) 2281 21 S     5’-GCUGACACCUACAAUAUCAdTdT-3’ [6] 

    AS 3’-dTdTCGACUGUGGAUGUUAUAGU-5’  

CMV IGF-IR(M) 3426 21 S     5’-CUGCAUGGUAGCCGAAGAUdTdT-3’ [7] 

    AS 3’-dTdTGACGUACCAUCGGCUUCUA-5’  

IGF-IR(M+R) 2281 21 S     5’-GCuGACACCUACAAUAuCAdTdT-3’ - 2’Ome ADT 

   AS 3’-dTdTCGACUGUGGAUGUUAUAGU-5’  

CONT1 none - 21 S     5’-GUCACACCGAUAAGUCACAdTdT-3’ [8] 

    AS 3’-dTdTCAGUGUGGCUAUUCAGUGU-5’  

CONT2 none - 21 S     5’-UUCUCCGAACGUGUCACGUdTdT-3’  [5] 

    AS 3’-dTdTAAGAGGCUUGCACAGUGCA-5’  

2’Ome CONT1 none - 21 S     5’-GuCACACCGAUAAGuCACAdTdT-3’ - 

    AS 3’-dTdTCAGUGUGGCUAUUCAGUGU-5’  

none - 21 S     5’-UUCUCCGAACGuGuCACGUdTdT-3’ - 2’Ome CONT2 

    AS 3’-dTdTAAGAGGCUUGCACAGUGCA-5’  

hRluc Renilla luciferase 105 21 S     5’-CUACUAUGAUUCCGAGAAGdTdT-3’ - 

    AS 3’-dTdTGAUGAUACUAAGGCUCUUC-5’  
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