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Supplementary Figure 1. Comparison of C4b mRNA expression in murine tissues and cells.

(A) Expression profile of C4b (which encodes complement component C4; probe set ID
1418021 _at) and Alb (which encodes albumin; probe set ID 1425260 _at) across 95 individual
microarray data sets representing a wide range of mouse tissues and cell-lineages. All sample
analysis was performed on the Affymetrix MOE430 2.0 expression array. Data were
analysed using the GNF1M Mouse tissue atlas (http://biogps.gnf.org). Detailed conditions of
the cell and tissue preparation and treatment are available in the above study. Normalised
gene expression level data for each tissue and cell type are shown. These data show that the
liver is the major site of C4b expression.

(B) Comparison of C4b expression levels (probe set 1418021 at) by FDC and the liver.
Publicly available gene expression data sets performed on Affymetrix MOE430 2.0
expression arrays were download and normalised using RMA (Affymetrix, Santa Clara, CA).
The chip identification accession numbers for each data set are indicated: FDC,
RMLNDC002001, RMLNDCO003001; Liver, GSM258687, GSM258688.


http://biogps.gnf.org/
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