
5’ AACGAAGCGCTGGCATTGACCCTGAGTGATT  TTTCTCTGGTCCCGCCGCA 3’ (template)!
3’ ttgcttcgcgaccgtaactgggactcactaa  

 Seq primer!

Supplementary Figure S1	


N24 (top strand) 



Time:         10’     20’    30’     40’    50’     60’    30’     60’    90’    120’	


AvaII partial digestion	
 BceSII partial digestion	


A.	  

B.	  

Supplementary Figure S2	


C.	  

AvaII partial             BceSII    BceSII + AvaII            λ	


1         2         3          4         5          6           7          8         9	


1kb	
 2-log	


1      2      3         4       5        6       7       8       9        10     11    12	


kb 

 3 

10 

 2 

 1 

 1.5 

 0.5 

λ	




M
ar

ke
r	


62	

83	


kDa	


67 kDa	


Bc
eS

III
	


Bc
eA

I	


Bc
eS

III
	


Bc
eA

I	


M
ar

ke
r	


Supplementary Figure S3	


B.	   C.	  A.	  
kb 

 3 

10 

 2 

 1 

 1.5 

 0.5 



Clade 1 (group 1) 

Clade 2 (group 2) 

Clade 1’ (group 1 and  
putative PLD-proteins) 

Clade 3 (group 3) 

Clade 4 (group 4) 

Supplementary 
Figure S4 



Supplementary Figure S5	


C.	

D.	


NTP                        NDP    +    Pi	


PEP  +  NDP                          NTP   +    Pyruvate	


Pyruvate + NADH + H+                    Lactate + NAD+	


BceSIV	


LDH	


PK	


Va (apparent 
velocity)	


Sample	
  ATP	
  GTP	

10 μg enzyme	
 425.5	
 244.3	

8 μg enzyme	
 426.1	
 269.4	

4 μg enzyme	
 295.6	
 219.1	

2 μg enzyme	
 221.1	
 129.9	

1 μg enzyme	
 108.4	
 74.7	

0.5 μg enzyme	
 61.2	
 45.6	


Blank	
 0	

0 μg enzyme	
 0	

reactions contain 0.5 
μg lambda DNA	


N= G or A	
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Enzyme (μg)	


GTP	

ATP	


Blank	


ATP 1 μg 	


GTP 1 μg 	


ATP 4 μg, GTP 10 μg  	


Raw data of hydrolysis by BceSIV	


GTP 0.5 μg 	


GTP 2 μg 	

ATP 2μg, GTP 4 μg 	


ATP 10, 8 μg  GTP 8 μg 	
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Total  protein Soluble 
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